TABLE 3K 



Genes Corresponding 1 


fo Differentially Expressed Genes in Figure 1 


8 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208662_s_at 


6.66E-04 


Consensus includes 
gb:AI885338 /FEA=EST 
/DB_XREF=gi:5590502 
/DB_XREF=est:wl92e09.x1 
/CLONE=IMAGE:2432392 
/UG=Hs.1 18174 
tetratricopeptide repeat domain 
3 /FL=gb:D84294.1 


D84294 




NP_003307 


208663_s_at 


0.027792 


Consensus includes 
gb:AI652848 /FEA=EST 
/DB_XREF=gi:4736827 
/DB XREF=est:wb40a04.x1 
/CLONE=IMAGE:2308110 
/UG=Hs. 118174 
tetratricopeptide repeat domain 
3 /FL=gb:D84294.1 


D84294 




NP_003307 


208668_x_at 


6.66E-04 


gb:BC003689.1 /DEF=Homo 
sapiens, high-mobility group 
(nonhistone chromosomal) 
protein 17, clone MGC:5301, 
mRNA, complete cds. 
/FEA=mRNA /PROD=high- 
mobility group (nonhistone 
chromosomal)protein 17 
/DB_XREF=gi: 13277559 
/UG=Hs.181163 high-mobility 
group (nonhistone 
chromosomal) protein 17 
/FL=gb:BC003689.1 
gb:M12623.1 


BC003689 




NP_005508 


208669_s_at 


0.041179 


gb:AF109873.1 /DEF=Homo 
sapiens retinoblastoma protein- 
associated protein mRNA, 
complete cds. /FEA=mRNA 
/PROD=retinoblastoma protein- 
associated protein 
/DB_XREF=gi: 11415000 
/UG=Hs.75847 CREBBPEP300 
inhibitory protein 1 
/FL=gb:AF1 09873.1 
gb:AF274947.1 gb:AF274951.1 
gb:AF092135.1 
gb:NM_014335.1 


AF1 09873 




NP_055150 
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208671_at 


6.66E-04 


gb:AF164794.1 /DEF=Homo 
sapiens Diff33 protein 
homoloa mRNA comnlete 
cds. /FEA=mRNA 
/PROD=Diff33 protein homolog 
/DB_XREF=gi:8895090 
/UG=Hs. 146668 KIAA1253 
protein /FL=gb:AF1 64794.1 


AF1 64794 




NP_065806 


208674_x_at 


7.63E-04 


gb:BC002594.1 /DEF=Homo 
sapiens, dolichyl- 
diphosphooligosaccharide- 
protein glycosyltransferase, 
clone MGC:2191, mRNA, 
complete cds. /FEA=mRNA 
/PROD=dolichyl- 
diphosphooligosaccharide- 
Droteinolvcosvltransferase 
/DB_XREF=gi: 12803530 
/UG=Hs.34789 dolichyl- 
diphosphooligosaccharide- 
protein glycosyltransferase 
/FL=gb:BC002594.1 
gb:D29643.1 gb:NM_005216.1 


BC002594 




NP_005207 


208678_at 


0.007818 


gb:BC004443.1 /DEF=Homo 
sapiens, ATPase, H+ 
transporting, lysosomal 
(vacuolar proton pump) 31 kD, 
clone MGC:4040, mRNA, 
complete cds. /FEA=mRNA 
/PROD=ATPase, H+ 
transporting, lysosomal 
(vacuolarproton pump) 31 kD 
/DB_XREF=gi: 1 3325247 
/UG=Hs. 77805 ATPase, H+ 
transporting, lysosomal 
(vacuolar proton pump) 31 kD 
/FL=gb:BC004443.1 
gb:NM 001696.1 


BC004443 




NP_001687 
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208679_s_at 


0.003373 


gb:AF279893.1 /DEF=Homo 
sapiens PNAS-139 mRNA, 
complete cds. /FEA=mRNA 
/PROD=PNAS-139 
/DB_XREF=gi:12751114 
/UG=Hs. 83583 actin related 
protein 23 complex, subunit 2 
(34 kD) /FL=gb:BC000590.1 
gb:AF279893.1 


AF279893 




NP_690601 


208684_at 


0.005574 


gb:U24105.1 /DEF=Homo 
sapiens coatomer protein 
(COPA) mRNA, complete cds. 
/FEA=mRNA /GEN=COPA 
/PROD=coatomer Drotein 
/DB XREF=qM638873 
/UG=Hs.75887 coatomer 
protein complex, subunit alpha 
/FL=gb:U24105.1 
gb:NM_004371.2 


U24105 

1 




NP_004362 


208685 x at 


0.005189 


bromodomain containing 2 


AA902767 


Hs.75243 


NP 005095 


208691_at 


0.003393 


gb:BC001188.1 /DEF=Homo 
sapiens, transferrin receptor 
(p90, CD71), clone 
MGC:3151, mRNA, complete 
cds. /FEA=mRNA 
/PROD=tran^fprrin receotor 

/II \V— tVJ LI ul IOICI 1 II 1 1 

(p90, CD71) 
/DB_XREF=gi: 12654696 
/UG=Hs.77356 transferrin 
receptor (p90, CD71) 
/FL=gb:BC001 188.1 
gb:M1 1507.1 


BC001188 




NP_003225 


208696_at 


6.66E-04 


gb:AF275798.1 /DEF=Homo 
saDiens PNAS-102 mRNA 
complete cds. /FEA=mRNA 
/PROD= PNAS-102 
/DB_XREF=gi: 10834761 
/UG=Hs.1600 chaperonin 
containing TCP1, subunit 5 
(epsilon) /FL=gb:AF275798.1 


AF275798 




NP_036205 


208702_x_at 


0.013527 


Consensus includes 
gb:AI525212 /FEA=EST 
/DB_XREF=gi:4439347 
/DB_XREF=est:pt1 1-2.A08.r 
/UG=Hs.279518 amyloid beta 
(A4) precursor-like protein 2 
/FL=gb:BC000373.1 


BC000373 




NP_001633 
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208704_x_at 


0.00109 


gb:BC000373.1 /DEF=Homo 
sapiens, Similar to amyloid 
beta (A4) precursor-like 
protein 2, clone MGC:8371, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar 
to amyloid beta (A4) 
precursor-likeprotein 2 
/DB_XREF=gi: 126532 10 
/UG=Hs.279518 amyloid beta 
(A4) precursor-like protein 2 
/FL=gb:BC000373.1 


BC000373 




NP_001633 


208708_x_at 


7.63E-04 


gb:AL080102.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564N1916 (from clone 
DKFZp564N1916); complete 
cds /FEA=mRNA 
/GEN=DKFZp564N1916 
/PROD=hypothetical protein 
/DB_XREF=gi: 5262526 
/UG=Hs. 286236 eukaryotic 
translation initiation factor 5 
/FL=gb:AL080102.1 


AL080102 




NP_001960 


208709_s_at 


0.002749 


gb:U64898.1 /DEF=Homo 
sapiens NRD convertase 

mpMA rrimnlptp cvHq 

/FEA=mRNA /PROD=NRD 

\s\Ji IVCI laoC 

/DB_XREF=gi:2897866 
/UG=Hs.4099 nardilysin (N- 
arginine dibasic convertase) 
/FL=gb:U64898.1 


U64898 




NP_002516 


20871 3_at 


0.049392 


E1 B-55kDa-associated protein 5 


BF724216 


Hs.155218 


NP_653335 


20871 6_s_at 


0.005574 


gb:AB020980.1 /DEF=Homo 
sapiens mRNA for putative 
membrane protein, complete 
cds. /FEA=mRNA 
/PROD=membrane protein 
/DB_XREF=gi:6467174 
/UG=Hs. 93832 putative 
membrane protein 
/FL=gb:BC000104.1 
gb:AB020980.1 


AB020980 




NP_061899 
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208724_s_at 


6.66E-04 


gb:BC000905.1 /DEF=Homo 
sapiens, RAB1, member RAS 
oncogene family, clone 
MGC:5233, mRNA, complete 
cds. /FEA=mRNA 
/PROD=RAB1, member RAS 
oncogene family 
/DB_XREF=gi: 126541 74 
/UG=Hs.3642 RAB1, member 
RAS oncogene family 
/FL=gb:BC000905.1 


BC000905 




NP_004152 


208728_s_at 


0.00158 


gb:BC003682.1 /DEF=Homo 
sapiens, cell division cycle 42 
(GTP-binding protein, 25kD), 
clone MGC:5044, mRNA, 
complete cds. /FEA=mRNA 
/PROD=cell division cycle 42 
(GTP-binding protein,25kD) 
/DB_XREF=gi: 13277547 
/UG=Hs.146409 cell division 
cycle 42 (GTP-binding protein, 
25kD) /FL=gb:BC002711.1 
gb:BC003682.1 gb:M57298.1 
gb:NM_001 791.1 


BC003682 




NP_426359 


208730_x_at 


0.01135 


Consensus includes 
gb:AA535244 /FEA=EST 
/DB XREF=gi:2279497 
/DB XREF=est:nf93a03.s1 
/CLONE=IMAGE:927436 
/UG=Hs.78305 RAB2, member 
RAS oncogene family 
/FL=gb:NM_002865.1 
gb:M28213.1 


NM_002865 




NP_002856 


208731_at 


0.001719 


Consensus includes 
gb:AU1 58062 /FEA=EST 
/DB XREF=gi:11019583 
/DB XREF=est:AU 158062 
/CLONE=PLACE1 010787 
/UG=Hs.78305 RAB2, member 
RAS oncogene family 
/FL=gb:NM_002865.1 
gb:M28213.1 


NM_002865 




NP_002856 
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208732_at 


0.001852 


Consensus includes 
gb:AI743756 /FEA=EST 
/DB XREF=ai51 12044 

/ La/ \mJ /M \L.I UI.W 1 1 a-*W • 1 

/DB_XREF=est:wg53e08.x1 
/CLONE=IMAGE:2368838 
/UG=Hs.78305 RAB2, member 
RAS oncogene family 
/FL=gb:NM 002865.1 
gb:M28213.1 


NM_002865 




NP_002856 


208734_x_at 


0.034006 


gb:M28213.1 /DEF=Homo 
sapiens GTP-binding protein 
(RAB2) mRNA, complete cds. 
/FEA=mRNA /GEN=RAB2 
/PROD=GTP-hindinn nrotpin 
/DB_XREF=gi:550061 
/UG=Hs.78305 RAB2, member 
RAS oncogene family 
/FL=gb:NM 002865.1 
gb:M28213.1 


M28213 




NP_002856 


208736_at 


6.66E-04 


gb:AF004561.1 /DEF=Homo 

sapiens p21-Arc mRNA, 

complete cds. /FEA=mRNA 

/PROD=p21-Arc 

/DB XRFF=ai-??0Q^4R 

/ 1— 'LJ AI\LI y \.£-C-\J\J\J'-t\J 

/UG=Hs.6895 actin related 
protein 23 complex, subunit 3 
(21 kD) /FL=gb:AF004561.1 
gb:AF006086.1 
gb:NM_005719.1 


AF004561 




NP_005710 


208739_x_at 


0.001641 


gb:L76416.1 /DEF=Homo 
sapiens MIF2 suppressor 
(HSMT3) mRNA, complete 
cds. /FEA=mRNA 
/GEN=HSMT3 /PROD=MIF2 
suppressor 

/DB_XREF=gi:5566605 
/UG=Hs.180139 SMT3 
(suppressor of mif two 3, 
yeast) homolog 2 
/FL=gb:L76416.1 
gb:NM_006937.1 


L76416 




NP_008868 



Page 396 of 780 



TABLE 3K 



Genes Corresponding 1 


ro Differentially Expressed Genes in Figure 18 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


208741_at 


0.007693 


Consensus includes 
gb:AW274856 /FEA=EST 
/DB_XREF=gi:6661886 

/UD Ar\Cr — col.XlTlD I yUO.X I 

/CLONE=IMAGE:2688724 
/UG=Hs.23964 sin3-associated 
polypeptide, 18kD 
/FL=gb:NM_005870.2 
gb:U96915.1 gb:AF153608.1 
gb:U78303.1 


NM_005870 




NP_005861 


208742_s_at 


7.63E-04 


gb:U78303.1 /DEF=Human 
2HOR0202 mRNA, complete 
cds. /FEA=mRNA 

/DB_XREF=gi:6648546 
/UG=Hs.23964 sin3-associated 
polypeptide, 18kD 
/FL=gb:NM 005870.2 
gb:U96915.1 gb:AF153608.1 
gb:U78303.1 


U78303 ; 




NP_005861 


208743_s_at 


0.002931 


gb:BC001359.1 /DEF=Homo 
sapiens, tyrosine 3- 
monooxygenasetryptophan 5- 
monooxygenase activation 
protein, beta polypeptide, 
clone MGC:1580, mRNA, 
complete cds. /FEA=mRNA 
/PROD=tyrosine 3- 
monooxygenasetryptophan5- 
monooxygenase activation 
protein, oeta poiypeptioe 
/DB_XREF=gi: 12655022 
/UG=Hs.279920 tyrosine 3- 
monooxygenasetryptophan 5- 
monooxygenase activation 
protein, beta polypeptide 
/FL=gb:BC001359.1 


BC001359 




NP_647539 


208746_x_at 


0.002559 


gb:AF070655.1 /DEF=Homo 
sapiens FIFO-type ATP 
synthase subunit g mRNA, 
complete cds. /FEA=mRNA 

/PROn=F1 FO-h/np ATP 

synthase subunit g 
/DB_XREF=gi:4454685 
/UG=Hs. 107476 ATP 
synthase, H+ transporting, 
mitochondrial F1F0, subunit g 
/FL=gb:AF070655.1 


AF070655 




NP_006467 
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208749_x_at 


9.85E-04 


gb:AF085357.1 /DEF=Homo 
sapiens flotillin mRNA, 
complete cds. /FEA=mRNA 

/PROn=flntillin 
/DB_XREF=gi:51 14048 
/UG=Hs. 179986 flotillin 1 
/FL=gb:BC00 1146.1 
gb:AF085357.1 gb:AF089750.2 
gb:NM_005803.2 


AF085357 




NPJJ05794 


208756_at 


0.027176 


gb:U36764.1 /DEF=Human 
TGF-beta receptor interacting 
protein 1 mRNA, complete 
cds. /FEA=mRNA 
/PROD=TGF-beta receptor 
interacting protein 1 
/DB_XREF=gi: 1036804 
/UG=Hs. 192023 eukaryotic 

translation initiation faptnr *\ 

subunit 2 (beta, 36kD) 
/FL=gb:U36764.1 
gb:BC000413.1 gb:BC003140.1 
gb:U39067.1 gb:NM> 003757.1 
gb:AF1 16697.1 


U36764 




NPJJ03748 


9087^0 at 




sapiens nicastrin mRNA, 
complete cds. /FEA=mRNA 
/PROD=nicastrin 
/DB_XREF=gi:9992877 
/UG=Hs.4788 nicastrin 
/FL=gb:AF240468.1 








208761_s_at 


7.25E-04 


gb:U67122.1 /DEF=Human 
ubiquitin-related protein SUMO- 
1 mRNA, complete cds. 
/FEA=mRNA /PROD=SUMO-1 
/DB XREF=aM 762972 
/UG=Hs.81424 ubiquitin-like 1 
(sentrin) /FL=gb:U61397.1 
gb:U38784.1 gb:U72722.1 
gb:U67122.1 gb:U83117.1 
gb:NM_003352.1 


U67122 




NP_003343 
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208764_s_at 


0.009329 


gb:D13119.1 /DEF=Homo 
sapiens P2 mRNA for ATP 
synthase subunit c, complete 
cds. /FEA=mRNA /GEN=P2 
/PROD=ATP synthase subunit 
c precursor 

/UD Ar\Cr — y IxOJs7U9 

/UG=Hs.89399 ATP synthase, 
H+ transporting, mitochondrial 
F0 complex, subunit c 
(subunit 9), isoform 2 
/FL=gb:D13119.1 


D13119 




NP_005167 


208765_s_at 


0.03797 


Consensus includes 
gb:NM_005826.1 /DEF=Homo 
sapiens heterogeneous 
nuclear ribonucleoprotein R 
(HNRPR), mRNA. /FEA=CDS 
/GEN=HNRPR 

/PROD=heterogeneous nuclear 

rihnni ipl^nnrntoin R 

t IUUI IUOIt:U|JI Ultrll \ r\ 

/DB_XREF=gi:5031754 

/I ir^— Mc "1 ^iOf\R hotarnnQnar.! ic 

/uo-no. lO/ioo ncicroyeneuus 
nuclear ribonucleoprotein R 
/FL=gb:BC001449.1 
gb:AF000364.1 
gb:NMJ)05826.1 


NM_005826 




NP_005817 


208767_s_at 


0.004519 


putative integral membrane 
transporter 


AW1 49681 


Hs.296398 


NP_060877 


208770_s_at 


0.001008 


gb:BC005057.1 /DEF=Homo 
sapiens, eukaryotic translation 
initiation factor 4E binding 
protein 2, clone MGC: 12944, 
mRNA, complete cds. 
/FEA=mRNA 

/PROD=eukaryotic translation 
initiation factor 4Ebinding 
Drotein 2 

/DB_XREF=gi:1 34771 90 
/UG=Hs.278712 eukaryotic 
translation initiation factor 4E 
binding protein 2 
/FL=gb:BC005057.1 
gb:NM_004096.1 gb:L36056.1 


BC005057 




NP_004087 
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20877 1_s_at 


7.25E-04 


gb:J02959.1 /DEF=Human 
leukotriene A-4 hydrolase 
mRNA comDlete cds 
/FEA=mRNA 
/DB_XREF=gi:187174 
/UG=Hs.81118 leukotriene A4 
hydrolase /FL=gb:J03459.1 
gb:J02959.1 gb:NM_000895.1 


J02959 




NP_000886 


208780_x_at 


6.66E-04 


gb:AF1 54847.1 /DEF=Homo 
sapiens 33 kDa Vamp- 
associated protein (VAMP) 
mRNA, complete cds. 
/FEA=mRNA /GEN=VAMP 
/PROD=33 kDa Vamp- 
associated protein 
/DB_XREF=gi:8099349 
/UG=Hs.9006 VAMP (vesicle- 
associated membrane protein)- 

AQ^npiatpH nrntpin A f"3*3kr^ 
aoouuiaicu uicn i r\ ^jjmj j 

/FL=gb:BC002992.1 
gb:AF057358.1 gb:AF044670.1 
gb:AF086627.1 
gb:NM_003574.1 
gb:AF1 54847.1 


AF1 54847 




NP_003565 


208781_x_at 


6.66E-04 


gb:AF062483.1 /DEF=Homo 
sapiens SDP3 mRNA, 

pnmnloto rHc /PPA — m DMA 

/PROD=SDP3 
/DB_XREF=gi:3126978 
/UG=Hs.12102 sorting nexin 3 
/FL=gb:AF062483.1 
abAF034546 1 
gb:NM_003795.1 


AF062483 




NP_690041 


208785_s_at 


0.001167 


ESTs, Highly similar to 
MPL3_HUMAN Microtubule- 
associated proteins 1A/1B light 
chain 3 (MAP1A/MAP1B LC3) 
[H. sapiens] 


BE893893 


Hs.356061 
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208786_s_at 


6.66E-04 


gb:AF183417.1 /DEF=Homo 
sapiens microtubule-associated 
proteins 1A1B light chain 3 
mRNA, complete cds. 
/FEA=mRNA 

/PROD=microtubule-associated 
proteins 1A1B lightchain 3 
/DB_XREF=gi:9963772 

/I Ifi-Hc 191R4Q mirrntnhnle- 

associated proteins 1A1B light 
chain 3 /FL=gb:AF303888.1 
gb:NM 022818.2 
gb:AF1 8341 7.1 


AF183417 




NP_073729 


208788_at 


0.031551 


gb:AL1 36939.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp586B1824 (from clone 
DKFZp586B1824); complete 
cds. /FEA=mRNA 
/GEN=DKFZp586B1824 
/PROD=hypothetical protein 
/DB XREF=gi: 12053372 
/UG=Hs.250175 homolog of 
yeasi long cnain 
polyunsaturated fatty acid 
elongation enzyme 2 
/FL=gb:NM 021814.1 
gb:AL1 36939.1 gb:AF1 11 849.1 
gb:AF231981.1 


AL1 36939 




NP_068586 


208791 _at 


0.014006 


gb:M25915.1 /DEF=Human 
complement cytolysis inhibitor 
(CLI) mRNA, complete cds. 
/FEA=mRNA 
/DB_XREF=gi:180619 
/UG=Hs.75106 clusterin 
(complement lysis inhibitor, 
SP-40 40 sulfated alvcoDrotein 
2, testosterone-repressed 
prostate message 2, 
apolipoprotein J) 
/FL=gb:J02908.1 gb:M25915.1 
gb:M64722.1 gb:NM_001831.1 


M25915 




NP_001822 
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208792_s_at 


0.001812 


gb:M25915.1 /DEF=Human 
complement cytolysis inhibitor 
(CLI) mRNA, complete cds. 
/FEA=mRNA 
/DB_XREF=gi:180619 
/UG=Hs.75106 clusterin 
(complement lysis inhibitor, 
SP-40 40 sulfated alvcoDrotein 
2, testosterone-repressed 
prostate message 2, 
apolipoprotein J) 
/FL=gb:J02908.1 gb:M25915.1 
gb:M64722.1 gb:NM_001831.1 


M25915 




NP_001822 


208799_at 


7.63E-04 


gb:BC004146.1 /DEF=Homo 
sapiens, proteasome 
(prosome, macropain) subunit, 
beta type, 5, clone 
MGC:2175, mRNA, complete 
cds. /FEA=mRNA 
/PROD=proteasome (prosome, 
macropain) subunit, betatype, 
5 /DB XREF=ai* 13278740 
/UG=Hs.78596 proteasome 
(prosome, macropain) subunit, 
beta type, 5 
/FL=gb:BC004146.1 
gb:NM_002797.1 gb:D29011.1 


BC004146 






208800_at 


0.030776 


Consensus includes 

gb:AV702627 /FEA=EST 

/DB_XREF=gi:10718957 

/DB_XREF=est:AV702627 

/CLONE=ADBAHC04 

/UG=Hs.237825 signal 

recognition particle 72kD 

/FL=gb:AF069765.1 

gb:AF077019.1 

gb:NM_006947.1 


NM_006947 




NP_008878 
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208805_at 


0.003373 


gb:BC002979.1 /DEF=Homo 
sapiens, proteasome 
(prosome, macropain) subunit, 
alpha type 6, clone 
MGC:2333, mRNA, complete 
cds. /FEA=mRNA 
/PROD=proteasome (prosome, 
macropain; suDunii, aipnaiype 
6 /DB_XREF=gi:12804240 
/UG=Hs.74077 proteasome 
(prosome, macropain) subunit, 
alpha type, 6 
/FL=gb:BC002979.1 


BC002979 




NP_002782 


208808_s_at 


7.25E-04 


gb:BC000903.1 /DEF=Homo 
sapiens, high-mobility group 
(nonhistone chromosomal) 
protein 2, clone MGC:5234, 
mRNA, complete cds. 
/FEA=mRNA /PROD=high- 
mobility group (nonhistone 
cnromosomaijproiein z 
/DB_XREF=gi: 12654 170 
/UG=Hs.80684 high-mobility 
group (nonhistone 
chromosomal) protein 2 
/FL=gb:BC000903.1 
gb:BC001 063.1 


BC000903 




NP_002120 


208809_s_at 


0.024403 


gb:AL1 36632.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564G182 (from clone 
DKFZp564G182); complete 

rri<? /FFA=mRNA 
/GEN=DKFZp564G182 
/PROD=hypothetical protein 
/DB_XREF=gi: 12052789 
/UG=Hs. 173685 hypothetical 
protein FLJ12619 
/FL=gb:AL1 36632.1 


AL1 36632 




NP_1 12201 
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208810_at 


0.049392 


gb:AF080569.1 /DEF=Homo 
sapiens DnaJ-like 2 protein 
(HSJ2) mRNA, complete cds. 
/FEA=mRNA /GEN=HSJ2 
/PROD=DnaJ-like 2 protein 
/DB_XREF=gi:4322314 
/UG=Hs.181195 DnaJ (Hsp40) 
homolog, subfamily B, 
member 6 /FL=gb:AL1 36707.1 
gb:BC000177.2 gb:AB014888.1 
gb:AF080569.1 

gb:AF075601.1 gb:AF060703.1 
gb:AB015799.1 


AF080569 




NP_490647 


20881 1_s_at 


0.03947 


gb:AF080569.1 /DEF=Homo 
sapiens DnaJ-like 2 protein 
(HSJ2) mRNA, complete cds. 
/FEA=mRNA /GEN=HSJ2 
/PROD=DnaJ-like 2 protein 
/DB_XREF=gi:4322314 
/UG=Hs.181195 DnaJ (Hsp40) 
homolog, subfamily B, 
member 6 /FL=gb:AL1 36707.1 
gb:BC000177.2 gb:AB014888.1 
gb:AF080569.1 
ab NM 005494 1 

Ul>/.l 1IVI WWW~V~» 1 

gb:AF075601.1 gb:AF060703.1 
gb:AB01 5799.1 


AF080569 




NP_490647 
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208812_x_at 


0.034854 


gb:BC004489.1 /DEF=Homo 
sapiens, major 
histocompatibility complex, 
class I, C, clone MGC:11039, 
mRNA, complete cds. 
/FEA=mRNA /PROD=major 
histocompatibility complex, 
class I, C 

/DB_XREF=gi: 13325360 
/UG=Hs.277477 major 
histocompatibility complex, 
class I, C 

/FL=gb:NM_002117.1 
gb:M99388.1 gb:U06487.1 
gb:BC002463.1 gb:BC004489.1 
gb:D64145.1 gb:D38526.1 
gb:D49552.1 gb:D49819.1 
gb:M24097.1 gb:M84171.1 
gb:M84172.1 gb:M84173.1 
gb:M84174.1 gb:M26429.1 
gb:M26430.1 gb:M26431.1 
gb:U41420.1 gb:U41386.1 
gb:D50852.1 gb:D50853.1 
gb:D50854.1 gb:D83031.1 
yu.ujf u^o. i yu.uuDoyo. i 
gb:U06696.1 gb:M99389.1 
gb:M99390.1 gb:M28160.1 
gb:U09853.1 gb:AF168611.1 
gb:L38251.1 gb:D31817.1 


BC004489 




NP_002108 


208815_x_at 


0.035692 


gb:AB023420.1 /DEF=Homo 
sapiens mRNA for heat shock 

nrotoin ann.9 rnmnloto rHc 

/FEA=mRNA /GEN=apg-2 
/PROD=apg-2 
/DB_XREF=gi:4579908 
/UG=Hs.90093 heat shock 
70kD protein 4 
/FL=gb:AB023420.1 


AB023420 






208825_x_at 


0.007652 


gb:U43701.1 /DEF=Human 
ribosomal protein L23a 
mRNA comDlete cds 
/FEA=mRNA /PROD=ribosomal 
protein L23a 
/DB_XREF=gi: 1399085 
/UG=Hs. 184776 ribosomal 
protein L23a /FL=gb:U43701.1 


U43701 




NP_000975 
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208834_x_at 


0.007652 


gb:BC001865.1 /DEF=Homo 
sapiens, Similar to cadherin 
1, type 1, E-cadherin 
(epithelial), clone MGC:1151, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar 
to caanerin i , type i , c- 
cadherin(epithelial) 

/UG=Hs. 194657 cadherin 1, 
type 1, E-cadherin (epithelial) 
/FL=gb:BC001865.1 


BC001865 






208835_s_at 


7.63E-04 


cisplatin resistance-associated 
overexpressed protein 


AW089673 


Hs.3688 


NP_057508 


208857_s_at 


6.66E-04 


gb:M93008.1 /DEF=Human L- 
isoaspartylD-aspartyl protein 
carboxyl methyltransferase 
isozyme II mRNA, complete 
cds. /FEA=mRNA /PROD=L- 
isoaspartylD-aspartyl protein 
carDoxyimeinyiiransTerase 
/DB XREF=gi:180636 
/UG=Hs.79137 protein-L- 
isoaspartate (D-aspartate) O- 
methyltransferase 
/FL=gb:D25546.1 gb:M93008.1 
gb:D13892.1 


M93008 




NP_005380 


208864_s_at 


0.00121 


gb:AF313911.1 /DEF=Homo 
sapiens thioredoxin mRNA, 
complete cds. /FEA=mRNA 
/PROD=thioredoxin 
/UD_Ar\tr- gi. i \ohOh iy 

/I ir^— Wc 7R1^fi thinrorlovin 

/Uv3— ns. / o i oo inioreuoxin 
/FL=gb:AF313911.1 
nh-RP00^'V77 1 nh- I04f1?fi 1 
gb:NM_003329.1 
gb:AF276919.1 gb:AY004872.1 


AF313911 




NP_003320 


208865 at 


0.00109 


casein kinase 1, alpha 1 


BG534245 


Hs.283738 


NP 001883 


208872_s_at 


7.63E-04 


likely ortholog of mouse deleted 
in polyposis 1 


AA814140 


Hs.178112 


NP_005660 
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208873_s_at 


0.024696 


gb:BC000232.1 /DEF=Homo 
sapiens, Similar to deleted in 
polyposis 1, clone MGC:2267, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar 

fr\ HaIp^pH in nnlv/nncic 1 
i\j ucicicu mi puiypuoio i 

/DB_XREF=gi:12652946 
/UG=Hs.178112 DNA 
segment, single copy probe 
LNS-CAILNS-CAII (deleted in 
polyposis /FL=gb:BC000232.1 


BC000232 




NP_005660 


208875_s_at 


0.007174 


Consensus includes 
gb:BF796470 /FEA=EST 

/DR XRFF=nM?1ft15?4 

/DB_XREF=est:602259926F1 
/CLONE=IMAGE:4342999 
/UG=Hs.284275 Homo 
sapiens PAK2 mRNA, 
complete cds 
/FL=gb:AF092132.1 


AF092132 






208876_s_at 


0.045986 


Consensus includes 
gb:AI076186 /FEA=EST 

/ UD_Ar\Cr ~y l.OH\J\JO\JH 

/DB_XREF=est:oz01g01 .x1 
/CLONE=IMAGE:1674096 
/UG=Hs.284275 Homo 
sapiens PAK2 mRNA, 
complete cds 
/FL=gb:AF092132.1 


AF092132 






208877_at 


0.034006 


Consensus includes 
gb:W74494 /FEA=EST 

/r>R XRFF-ni-1?R47R1 
/ vj d Ar\cr — y i . 1004/0 1 

/DB_XREF=est:zd75f10.s1 
/CLONE=IMAGE:346507 
/UG=Hs.284275 Homo 
sapiens PAK2 mRNA, 
complete cds 
/FL=gb:AF092132.1 


AF092132 






208878_s_at 


0.005347 


gb:AF092132.1 /DEF=Homo 
sapiens PAK2 mRNA, 
comDlete cds /FEA=mRNA 

WWl 1 1 Y-J 1 V— ' Lw VUO. 1 1 1 — ' \ lilt \l T|# 1 

/PROD=PAK2 
/DB_XREF=gi:5138913 
/UG=Hs.284275 Homo 
sapiens PAK2 mRNA, 
complete cds 
/FL=gb:AF092132.1 


AF092132 
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208880_s_at 


0.037239 


gb:AB019219.1 /DEF=Homo 
sapiens mRNA, complete cds, 
similar to yeast pre-mRNA 
splicing factors, Prp1Zer1 and 
Prp6. /FEA=mRNA 
/DB_XREF=gi:4164165 
/UG=Hs.31334 putative 
mitochondrial outer membrane 
Drotein imDOrt receDtor 
/FL=gb:BC001666.1 
gb:AF026031.1 gb:AB019219.1 
gb:NM_01 2469.1 
gb:AF221 842.1 


AB019219 




NP_036601 


208881 _x_at 


6.66E-04 


gb:BC005247.1 /DEF=Homo 
sapiens, isopentenyl- 
diphosphate delta isomerase, 
clone MGC: 12281, mRNA, 
comDlete cds /FEA=mRNA 
/PROD=isooentenvl- 
diphosphate delta isomerase 
/DB_XREF=gi: 13528899 " 
/UG=Hs.76038 isopentenyl- 
diphosphate delta isomerase 
/FL=gb:BC005247.1 


BC005247 




NP_004499 


208882 s at 


0.001835 


progestin induced protein 


U69567 


Hs.278428 


NP 056986 


208884_s_at 


7.63E-04 


gb:AF006010.1 /DEF=Homo 
sapiens progestin induced 
protein (EDD) mRNA, 
complete cds. /FEA=mRNA 
/GEN=EDD /PROD=oroaestin 
induced protein 
/DB_XREF=gi:4101694 
/UG=Hs.278428 progestin 
induced protein 
/FL=gb:NM_01 5902.2 
gb:AF006010.1 gb:U95000.1 


AF006010 




NP_056986 


208886_at 


6.73E-04 


gb:BC000145.1 /DEF=Homo 
sapiens, H1 histone family, 
member 0, clone MGC:5241, 
mRNA, complete cds. 
/FEA=mRNA /PROD=H1 
histone family, member 0 
IDS XREF=gi: 12652786 
/UG=Hs.226117 H1 histone 
family, member 0 
/FL=gb:BC000145.1 
gb:NM 005318.1 


BC000145 




NP_005309 
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208887_at 


0.018248 


gb:BC000733.1 /DEF=Homo 
sapiens, eukaryotic translation 
initiation factor 3, subunit 4 
(delta, 44kD), clone 
MGC:2053, mRNA, complete 
cds. /FEA=mRNA 
/PROD=eukaryotic translation 
initiation factor 3, subunit 4 
(delta, 44kD) 
/DB_XREF=gi: 12653882 
/UG=Hs 28081 enikarvotic 
translation initiation factor 3, 
subunit 4 (delta, 44kD) 
/FL=gb:AF094850.1 
gb:BC000733.1 gb:AF020833.1 
gb:U96074.1 gb:NM_003755.1 


BC000733 




NP_003746 


208894_at 


0.037453 


gb:M60334.1 /DEF=Human 
MHC class II HLA-DR-alpha 
mRNA, complete cds. 
/FEA=mRNA /GEN=HLA-DRA 
/PROD=cell surface 
alvcoDrotein 
/DB_XREF=gi: 188255 
/UG=Hs. 76807 major 
histocompatibility complex, 
class II, DR alpha 
/FL=gb:M60334.1 
gb:NM_019111.1 


M60334 




NP_061984 


208895_s_jat 


0.004311 


Consensus includes 
gb:BG530850 /FEA=EST 
/DB_XREF=gi: 13522387 
/DB_XREF=est:602559887F1 
/CLONE=IMAGE:4698044 
/UG=Hs. 100555 DEADH (Asp- 
Glu-Ala-AspHis) box 
polypeptide 18 (Myc-regulated) 
/FL=gb:BC001 238.1 
gb:BC003360.1 


BC003360 




NP_006764 
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208898_at 


0.001167 


gb:AF077614.1 /DEF=Homo 
sapiens vacuolar ATP 
synthase subunit D homolog 
(VATD) mRNA, complete cds. 
/FEA=mRNA /GEN=VATD 
/PROD=vacuolar ATP 
synthase subunit D homolog 
/DB_XREF=gi: 11999089 
/UG=Hs.272630 vacuolar 
proton pump delta polypeptide 
/FL=gb:AF1 04629.1 
ab*AF077614 1 abBC001411 1 
gb:AF145316.1 gb:AF100741.1 
gb:NM_01 5994.1 


AF077614 




NP_057078 


208899_x_at 


7.25E-04 


gb:AF100741.1 /DEF=Homo 
sapiens vacuolar H-ATPase 
subunit D mRNA, complete 
cds. /FEA=mRNA 
/PROD=vacuolar H-ATPase 
subunit D 

/DB_XREF=gi:51 38992 
/UG=Hs.272630 vacuolar 
proton pump delta polypeptide 

/Fl =ahAF104fi?Q 1 
nh*AF077fi14 1 oh'RO001411 1 
gb:AF145316.1 gb:AF100741.1 
gb:NM_01 5994.1 


AF100741 




NP_057078 


208900 s at 


0.015605 


topoisomerase (DNA) I 


AW025108 


Hs.317 


NP 003277 


208908_s_at 


0.013803 


gb:AF327443.1 /DEF=Homo 
sapiens calpastatin mRNA, 
complete cds. /FEA=mRNA 
/PROD=calpastatin 
/DB_XREF=gi: 12056961 
/UG=Hs.279607 calpastatin 
/FL=gb:AF327443.1 
gb:U26724.2 


AF327443 




NP_775085 
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208909_at 


6.66E-04 


gb:BC000649.1 /DEF=Homo 
sapiens, ubiquinol-cytochrome 
c reductase, Rieske iron-sulfur 
polypeptide 1, clone 
MGC:1362, mRNA, complete 
cds. /FEA=mRNA 
/PROD=ubiquinol-cytochrome c 
reductase, Rieskeiron-sulfur 

nnlvnpntiHp i 

/DB_XREF=gi: 12653726 
/UG=Hs.3712 ubiquinol- 
cytochrome c reductase, 
Rieske iron-sulfur polypeptide 
1 /FL=gb:BC000649.1 
gb:NM_006003.1 


BC000649 




NP_005994 


20891 1_s_at 


0.028729 


gb:M34055.1 /DEF=Human 
pyruvate dehydrogenase E1- 
beta subunit mRNA, complete 
cds. /FEA=mRNA 
/GEN=PDHB 
/DB_XREF=gi: 190791 
/Ufi=H«; Q7Q nvruvatp 

dehydrogenase (lipoamide) 
beta /FL=gb:BC000439.1 
gb:BC001924.1 gb:J03576.1 
gb:M34479.1 gb:M54788.1 
gb:M34055.1 gb:NM_000925.1 


M34055 




NP_000916 


20891 3_at 


0.030776 


Consensus includes 
gb:AA868560 /FEA=EST 
/DB_XREF=gi:2964005 
/DB_XREF=est:ak43g1 1 s1 
/CLONE=IMAGE: 1408772 
/UG=Hs. 155546 KIAA1080 
protein; Golgi-associated, 
gamma-adaptin ear containing, 
ARF-binding protein 2 
/FL=gb:AF1 90863.1 
gb:AF233522.1 gb:AF165531.1 
gb:NM_015044.1 


NM_015044 




NP_619581 
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20891 9_s_at 


0.002214 


gb:BC001709.1 /DEF=Homo 
sapiens, Similar to 
hypothetical protein FLJ13052, 
clone MGC:1900, mRNA, 
complete cds. /FEA=mRNA 

/ 1 rxwL-' on i ii id i iu i iy pun iciiudi 

protein FLJ 13052 
/DB_XREF=gi: 12804578 
/UG=Hs.220324 hypothetical 
protein FLJ 13052 
/FL=gb:BC001709.1 


BC001709 




NP_075394 


208921_s_at 


9.85E-04 


gb:L12387.1 /DEF=Human 

Qnrr*in /^RH mRMA rnmnlotd 

OUIUIII yvJIXl J IMlAlN/A, lAJl 1 IfJIClC? 

cds. /FEA=mRNA /GEN=SRI 
/PROD=sorcin 
/DB_XREF=gi:459835 
/UG=Hs.300741 sorcin 
/FL=gb:M32886.1 
gb:NM_003130.1 gb:L12387.1 


L12387 




NP_003121 


208923_at 


0.001719 


gb:BC005097.1 /DEF=Homo 
sapiens, Similar to selective 
hybridizing clone, clone 

M("5P' 1 ^1R7 mRMA rnmnloto 
IVIOw. IO ID/, ITlrMNM, CUITipiclC 

cds. /FEA=mRNA 
/PROD=Similar to selective 
hybridizing clone 
/DB_XREF=gi: 13477256 
/UG=Hs.77257 KIAA0068 
protein /FL=gb:BC005097.1 


BC005097 




NP_055423 


208924_at 


0.001763 


gb:AB024703.1 /DEF=Homo 
sapiens mRNA for Sid1669p, 
complete cds. /FEA=mRNA 
/GEN=Sid1669 
/PROD=Sid1669D 
/DB_XREF=gi:5931544 
/UG=Hs.96334 ring finger 
protein 11 /FL=gb:AF151881.1 
gb:AB024703.1 
gb:NM 014372.1 


AB024703 




NP_055187 
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208926_at 


0.0048 


gb:U84246.1 /DEF=Homo 
sapiens lysosomal sialidase 
mRNA, complete cds. 
/FEA=mRNA 

/PROn=l\/QnQnmal QialiHaQP 
/rr\UL/ — lyovjowiticai oicniuaoc 

/DB_XREF=gi:4099140 
/UG=Hs. 118721 sialidase 1 
(lysosomal sialidase) 
/FL=gb:BC000722.1 
gb:AF040958.1 gb:U84246.1 
gb:NM_000434.1 


U84246 




NP_000425 


208932_at 


0.049628 


gb:BC001416.1 /DEF=Homo 
sapiens, protein phosphatase 
4 (formerly X), catalytic 
subunit, clone MGC:1882, 
mRNA, complete cds. 
/FEA=mRNA /PROD=protein 
phosphatase 4 (formerly X), 
catalyticsubunit 

/DR XRFF=nM?6551?6 
/UG=Hs.2903 protein 

JJI lUojJI IdldoC *+ ylvJIilldiy /\ ) , 

catalytic subunit 
/FL=gb:BC001416.1 
gb:AF097996.1 
gb:NM_002720.1 


BC001416 




NP_002711 


208933_s_at 


0.044397 


Fc fragment of IgG, low affinity 
lib, receptor for (CD32) 


AI659005 


Hs.82316 


NP_060542 


208935_s_at 


0.018534 


gb:L78132.1 /DEF=Human 
prostate carcinoma tumor 
antigen (pcta-1) mRNA, 
complete cds. /FEA=mRNA 
/GEN=pcta-1 /PROD=prostate 
carcinoma tumor antigen 
/DB_XREF=gi: 1932711 
/UG=Hs4082 lectin 
galactoside-binding, soluble, 8 
(galectin 8) 
/FL=gb:AF342815.1 
gb:L78132.1 gb:AF074000.1 
gb:NM 006499.1 


L78132 




NP_006490 
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208943_s_at 


0.005574 


gb:U93239.1 /DEF=Human 
Sec62 (Sec62) mRNA 
complete cds. /FEA=mRNA 
/GEN=Sec62 /PROD=Sec62 
/DB_XREF=gi. 1928972 
/UG=Hs.8146 translocation 
protein 1 /FL=gb:D87 127.1 
gb:U93239.1 gb:NM_003262.1 


U93239 




NP_003253 


208944_at 


0.021589 


gb:D50683.1 /DEF=Homo 
sapiens mRNA for TGF- 

hptallR alnha mmnlptp cHq 

/FEA=mRNA /PROD=TGF- 
betallR alpha 
/DB_XREF=gi: 1827474 
/UG=Hs.82028 transforming 
growth factor, beta receptor II 
(70-80kD) /FL=gb:D50683.1 


D50683 






208946_s_at 


0.003875 


gb:AF1 391 31.1 /DEF=Homo 
sapiens beclin 1 (BECN1) 
mRNA, complete cds. 
/FEA=mRNA /GEN=BECN1 
/PROD=beclin 1 
/DB XREF=ai 4680380 
/UG=Hs. 12272 beclin 1 (coiled 
coil, myosin-like BCL2- 
interacting protein) 
/FL=gb:AF077301.1 
gb:NM_003766.1 
gb:AF139131.1 


AF139131 




NP_003757 


208948_s_at 


9.85E-04 


gb:BC000830.1 /DEF=Homo 
sapiens, clone MGC:4921, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC:4921) 
/DB_XREF=gi: 12654050 
/UG=Hs.6113 staufen 
(Drosophila, RNA-binding 
protein) /FL=gb:BC000830.1 
gb:AF061 938.1 
gb:NM 017452.1 


BC000830 




NP_059348 



f 
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208949_s_at 


0.00121 


gb:BC001 120.1 /DEF=Homo 
sapiens, lectin, galactoside- 
binding, soluble, 3 (galectin 
3), clone MGC:2058, mRNA, 
complete cds. /FEA=mRNA 
/PROD=lectin, galactoside- 
binding, soluble, 3(galectin 3) 
/DB_XREF=gi: 12654570 

/Ufn=HQ R91 Iprtin nalartnQiHp. 

i\J\J — no.OL 1 ItrUUII, y aldUlUolU t- 

binding, soluble, 3 (galectin 3) 
/FL=gb:M35368.1 
gb:BC001 120.1 gb:M57710.1 
gb:M36682.1 gb:AB006780.1 
gb:NM_002306.1 


BC001120 




NP_002297 


208954_s_at 


0.044169 


gb:BC003381.1 /DEF=Homo 
sapiens, clone MGC:5353, 

/FEA=mRNA /PROD=Unknown 
(protein for MGC:5353) 
/DB_XREF=gi:1 3097242 
/UG=Hs.78851 KIAA0217 
protein /FL=gb:BC003381.1 


BC003381 






208955_at 


0.006864 


gb:AB049113.1 /DEF=Homo 
sapiens DUT mRNA for 
dUTP pyrophosphatase, 
complete cds. /FEA=mRNA 
/GEN=DUT /PROD=dUTP 
pyrophosphatase 

/UD_Ar\Cr- y I. lUZOr OOH 

/UG=Hs.82113 dUTP 
pyrophosphatase 
/FL=gb:AB049113.1 
gb:U31930.1 gb:U62891.1 
gb:M89913.1 gb:NM_001 948.1 


AB049113 




NP_001939 


208959_s_at 


0.009486 


gb:BC005374.1 /DEF=Homo 
sapiens, Similar to RIKEN 
cDNA 11 10001 E24 gene, 
clone MGC' 12490 mRNA 
complete cds. /FEA=mRNA 
/PROD=Similar to RIKEN 
cDNA 11 10001 E24 gene 
/DB XREF=gi:1 3529223 
/UG=Hs. 154023 KIAA0573 
protein /FL=gb:BC005374.1 


BC005374 
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208966_x_at 


0.044397 


gb:AF208043.1 /DEF=Homo j 
sapiens IFI16b (IFI16b) 

mRNA pnmnlptp pHq 

1 \ 1 1 x 1 wl 1 ipiClv Uuj. 

/FEA=mRNA /GEN=IFI16b 
/PROD=IFI16b 
/DB_XREF=gi:6644296 
/UG=Hs. 155530 interferon, 
gamma-inducible protein 16 
/FL=gb:AF208043.1 


AF208043 




NP_005522 


208967_s_at 


0.029624 


gb:U39945.1 /DEF=Human 
adenylate kinase 2 (adk2) 

IllrxlilrV, OUIIipiCLtr UUo. 

/FEA=mRNA /GEN=adk2 
/PROD=adenylate kinase 2 
/DB_XREF=gi: 1209686 
/UG=Hs.171811 adenylate 
kinase 2 /FL=gb:U39945.1 
gb:U84371.1 gb:NM 001625.1 


U39945 




NP_751949 


208970_s_at 


0.003976 


gb:M14016.1 /DEF=Human 
uroporphyrinogen 
decarboxylase mRNA, 
complete cds. /FEA=mRNA 
/GEN=UROD 
/DB XREF=gi:340180 
/UG=Hs.78601 
uroporphyrinogen 
decarboxylase 
/FL=gb:BC001 778.1 
gb:M14016.1 gb:AF104421.1 
gb:AF1 04422.1 gb:AF1 04423.1 
gb:AF104424.1 gb:AF104425.1 
gb:AF1 04426.1 gb:AF1 04427.1 
gb:AF1 04428.1 gb:AF1 04429.1 
gb:AF1 04430.1 gb:AF1 04431.1 
gb:AF1 04432.1 gb:AF1 04433.1 
gb:AF104434.1 gb:AF104435.1 
gb:AF104436.1 gb:AF104437.1 
gb:AF1 04438.1 gb:AF1 04439.1 
gb:AF1 04440.1 
gb:NM_000374.2 


M14016 




NP_000365 
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208977_x_at 


0.007652 


gb:BC004188.1 /DEF=Homo 
sapiens, tubulin, beta, 2, 
clone MGC:2826, mRNA, 
complete cds. /FEA=mRNA 
/PROD=tubulin, beta, 2 

/DB XRFF=ni1^?7fift4R 

/UG=Hs.251653 tubulin, beta, 
2 /FL=gb:BC002783.1 
gb:BC002885.1 gb:BC001911.1 
gb:BC004188.1 
gb:NM_006088.1 


BC004188 




NP_006079 


208979_at 


7.63E-04 


gb:AF1 28458.1 /DEF=Homo 
sapiens nuclear receptor 
coactivator RAP250 mRNA, 
complete cds. /FEA=mRNA 
/PROD=nuclear receptor 
coactivator RAP250 
/DB_XREF=gi:7140573 
/UG=Hs.159613 thyroid 

hnrmonp rpppntnr hinrlinn 

protein /FL=gb:AF1 77388.1 
gb:AF208227.1 gb:AF128458.1 

nh MM ni4n71 1 

gb:AF171667.1 gb:AF245115.1 


AF1 28458 




NP_054790 


208981_at 


7.25E-04 


platelet/endothelial cell adhesion 
molecule (CD31 antigen) 


AW574504 


Hs.78146 


NP_000433 


208982_at 


0.003009 


platelet/endothelial cell adhesion 
molecule (CD31 antigen) 


AW574504 


Hs.78146 


NP_000433 


208989_s_at 


0.012147 


gb:AF179221.1 /DEF=Homo 
sapiens F-box protein Lilina 
(LILINA) mRNA, complete 

rri<; /FFA=mRNA 

/GEN=LILINA /PROD=F-box 

protein Lilina 

/DB XREF=ai'5917729 

/UG=Hs.219614 f-box and 

leucine-rich repeat protein 11 

/FL=gb:AF179221.1 


AF 179221 




NP_036440 


208991_at 


0.03947 


signal transducer and activator 
of transcription 3 (acute-phase 
response factor) 


AA634272 


Hs.321677 
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208993_s_at 


0.003515 


Consensus includes 
gb:AW340788 /FEA=EST 

/DB XREF=nifift^7414 

/DB_XREF=est:ha12h05.x1 
/CLONE=IMAGE:2873529 
/UG=Hs.77965 peptidyl-prolyl 
isomerase G (cyclophilin G) 
/FL=gb:U40763.1 
gb:NMJ)04792.1 


NM_004792 




NP_004783 


208994_s_at 


0.002931 


Consensus includes 
gb:AI638762 /FEA=EST 

/DR XRFF=ni-4fiQnQQfi 

/DB_XREF=est:tt32a04.x1 
/CLONE=IMAGE:2242446 
/UG=Hs.77965 peptidyl-prolyl 
isomerase G (cyclophilin G) 
/FL=gb:U40763.1 
gb:NM_004792.1 


NM_004792 




NP_004783 


209003_at 


0.027672 


gb:AF070548.1 /DEF=Homo 
sapiens clone 24408 2- 
oxoglutarate carrier protein 
mRNA, complete cds. 
/FEA=mRNA /PROD=2- 
uxuy luidi die earner pruiein 
/DB_XREF=gi:3387910 
/UG=Hs. 184877 solute carrier 
family 25 (mitochondrial 
carrier; oxoglutarate carrier), 
member 11 
/FL=gb:AF070548.1 


AF070548 




NP_003553 


209004_s_at 


0.013527 


gb:AF14248H /DEF=Homo 
sapiens F-box protein FLR1 
(FLR1) mRNA, complete cds. 
/FEA=mRNA /GEN=FLR1 
/PROD=F-box protein FLR1 
/DB XREF=ai 7672733 
/UG=Hs.5548 f-box and 
leucine-rich repeat protein 5 
/FL=gb:AF1 99420.1 
gb:AF142481.1 gb:AF157323.1 


AF142481 




NP_277077 
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209005_at 


0.00643 


gb:AF1 57323.1 /DEF=Homo 
sapiens p45SKP2-like protein 
mRNA, complete cds. 
/FEA=mRNA /PROD=p45SKP2- 

I i \c o n rr\ to i n 
llr\C fJIUltJIII 

/DB_XREF=gi:7688696 
/UG=Hs.5548 f-box and 
leucine-rich repeat protein 5 
/FL=gb:AF1 99420.1 
gb:AF142481.1 gb:AF157323.1 


AF 157323 




NP_277077 


20901 5_s_at 


6.66E-04 


gb:BC002446.1 /DEF=Homo 
sapiens, MRJ gene for a 
member of the DNAJ protein 
family, clone MGC:1152, 
mRNA, complete cds. 
/FEA=mRNA /PROD=MRJ 
gene for a member of the 

UM/AJ yj\ UlCII Hal Mlly 

/DB_XREF=gi:12803262 

homolog, subfamily B, 
member 6 /FL=gb:BC002446.1 
gb:AB015798.1 


BC002446 




NP_490647 


209018_s_at 


0.003875 


PTEN induced putative kinase 1 


BF432478 


Hs.6163 


NP_1 15785 


209020_at 


0.002724 


gb:AF217514.1 /DEF=Homo 
sapiens uncharacterized bone 
marrow protein BM038 
mRNA, complete cds. 
/FEA=mRNA 

/PROD=uncharacterized bone 
marrow nrotein RMO^ft 
/DB_XREF=gi:7688970 
/UG=Hs.75798 hypothetical 
protein /FL=gb:AF161517.1 
gb:AF1 51 041.1 gb:AF21 7514.1 
gb:NM_016470.1 


AF217514 




NP_057554 
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209022_at 


0.014372 


Consensus includes 
gb:AK026678.1 /DEF=Homo 
sapiens cDNA: FLJ23025 fis, 
clone LNG01702, highly 
similar to HUMAUTOND 

Human Aiitnnnmni i^lv 
rpolipptinn Qpnupnpp fARS\ 

mRNA. /FEA=mRNA 
/DB_XREF=gi: 10439584 
/UG=Hs.8217 stromal antigen 
2 /FL=gb:BC001765.1 


AK026678 




NP_006594 


209024 s at 


0.010937 


NS1 -associated protein 1 


AI472757 


Hs.373499 


NP 006363 


209025_s_at 


0.011969 


gb:AF037448.1 /DEF=Homo 
sapiens RRM RNA binding 
protein Gry-rbp (GRY-RBP) 
mRNA romnlptp ed^ 
/FEA=mRNA /GEN=GRY-RBP 

/DB_XREF=gi:3037012 
/UG=Hs.155489 NS1- 
associated protein 1 
/FL=gb:AF037448.1 


AF037448 




NP_006363 


209027_s_at 


0.001835 


spectrin SH3 domain binding 
protein 1 


BF673013 


Hs.24752 


NP_005461 


209029_at 


0.01412 


gb:AF1 93844.1 /DEF=Homo 
sapiens COP9 complex 
subunit 7a mRNA, complete 
cds. /FEA=mRNA 
/PROD=COP9 complex 
subunit 7a 

/DB XREF=ar6120134 
/UG=Hs.3758 COP9 complex 
subunit 7a /FL=gb:AB033603.1 
gb:AF1 93844.1 gb:AF21 0052.1 
gb:NM_016319.1 


AF1 93844 




NP_057403 
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209033_s_at 


0.003393 


gb:D86550.1 /DEF=Human 
mRNA for serinethreonine 
protein kinase, complete cds. 
/FEA=mRNA /GEN=hMNB 
/PROD=serinethreonine protein 
kinase /DB_XREF=gi: 1772437 

11 If*— Lit* "7CQVIO ✓■Jll^l AMMAlfiAihl 

/Ub-ns. /oo4z dual-specificity 
tyrosine-(Y)-phosphorylation 
regulated kinase 1A 
/FL=gb:D85759.1 gb:D86550.1 


D86550 




NP_569122 


209034_at 


0.002603 


gb:AF279899.1 /DEF=Homo 
sapiens PNAS-145 mRNA, 
complete cos. /rtA-mKiNA 
/PROD=PNAS-145 
/DB_XREF=gi:12751123 
/UG=Hs.75969 proline-rich 
protein with nuclear targeting 
signal /FL=gb:AF279899.1 
gb:U03105.1 gb:NM 006813.1 


AF279899 




NP_006804 


209043_at 


0.009486 


gb:AF033026.1 /DEF=Homo 
sapiens bifunctional ATP 
sulfurylaseadenosine 5- 
phosphosulfate kinase mRNA, 
complete cds. /FEA=mRNA 
/PROD=bifunctional ATP 
sulfurylaseadenosineS- 
phosphosulfate kinase 
/DB_XREF=gi:3378100 
/UG=Hs.3833 3- 

phosphosulfate synthase 1 
/FL=gb:AF033026.1 
gb:AF01 6496.1 
gb:NM_005443.1 
gb:AF105227.1 


AF033026 




NP_005434 
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209044_x_at 


0.007895 


gb:BC004273.1 /DEF=Homo 
sapiens, splicing factor 3b, 
subunit 4, 49kD, clone 
MGC: 10828, mRNA, complete 
cds. /FEA=mRNA 
/PROD=<;r>lirinn fartnr 
subunit 4, 49kD 
/DB_XREF=gi: 13279088 
/UG=Hs.25797 splicing factor 
3b, subunit 4, 49kD 
/FL=gb:BC004273.1 
gb:NM_005850.1 


BC004273 




NP_005841 


209046_s_at 


6.66E-04 


gb:AB030710.1 /DEF=Homo 
sapiens FLC3A mRNA for 
MAPI light chain 3 related 
protein, complete cds. 
/FEA=mRNA /GEN=FLC3A 
/PROD=MAP1 light chain 3 
related protein 
/DB XREF=aM 2641 848 
/UG=Hs.6518 ganglioside 
expression factor 2 
/FL=gb:AB030710.1 
gb:AF087848.1 gb:AF077046.1 
gb:NM_007285.1 


AB030710 




NP_009216 


209054_s_at 


0.010975 


gb:AF083389.1 /DEF=Homo 
sapiens putative WHSC1 
protein (WHSC1) mRNA, 
alternative splice product with 
complete exon 12, complete 
cds. /FEA=mRNA 
/GEN=WHSC1 
/PROn=nutativp WH^PI 

protein /DB_XREF=gi:4378016 
/UG=Hs.1 10457 Wolf- 
Hirschhorn syndrome 
candidate 1 
/FL=gb:AF083389.1 


AF083389 




NP_579891 


209056_s_at 


0.043867 


CDC5 cell division cycle 5-like 
(S. pombe) 


AW268817 


Hs.155174 


NP_001244 



Page 422 of 780 



TABLE 3K 



Genes Corresponding 1 


*o Differentially Expressed Genes in Figure 18 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209060_x_at 


0.004814 


Consensus includes 
gb:AI438999 /FEA=EST 
/DB_XREF=gi:4301251 
/DB XREF=esttc84b12 x1 
/CLONE=IMAGE:2072831 
/UG=Hs.225977 nuclear 
receptor coactivator 3 
/FL=gb:AF01 0227.1 
gb:AF012108.1 gb:AF01 6031.1 


AF012108 




NP_006525 


209061_at 


0.045986 


Consensus includes 
gb:AI761748 /FEA=EST 
/DB_XREF=gi:51 77504 
/DR XRFF=p«?tu/nfi7hni *1 
/CLONE=IMAGE:2370193 
/UG=Hs.225977 nuclear 
receptor coactivator 3 
/FL=ahAF010227 1 
gb:AF012108.1 gb:AF016031.1 


AF012108 




NP_006525 


209063_x_at 


0.010713 


ESTs, Highly similar to 
polyadenylate binding protein- 
interacting protein 1 [Homo 
sapiens] [H. sapiens] 


BF248165 


Hs.374614 




209073_s_at 


0.001852 


gb:AF01 5040.1 /DEF=Homo 
sapiens NUMB protein 
(NUMB) mRNA, complete 
cds. /FEA=mRNA 
/GEN=NUMB /PROD=NUMB 

nrntein /nR YRFF-niA1 09704 

piUltflll /UD_Ar\Cr-yi,*t lutf 

/UG=Hs.78890 numb 
(Drosophila) homolog 
/FL=gb:AF01 5040.1 
gb:AF108092.1 gb:AF171939.1 


AF015040 




NP_003735 


209076_s_at 


0.004987 


gb:BC000974.2 /DEF=Homo 
sapiens, Similar to 
hypothetical protein 628, clone 
MGC:5116, mRNA, complete 
rrte /FFA=mRNA 
/PROD=Similar to hvDOthetical 
protein 628 

/DB_XREF=gi: 12803025 
/UG=Hs.181349 hypothetical 
protein 628 
/FL=gb:BC000974.2 


BC000974 




NP_062559 


209088 s at 


0.003315 


ubinuclein 1 


T70262 


Hs.21479 


NP 058632 
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209089_at 


0.002603 


gb:BC001267.1 /DEF=Homo 
sapiens, RAB5A, member 
RAS oncogene family, clone 
MGC:5048, mRNA, complete 

rrk /FFA=mRKIA 

/PROD=RAB5A, member RAS 
oncogene family 
/DB XREF=gi: 12654846 
/UG=Hs.73957 RAB5A, 
member RAS oncogene family 
/FL=gb:BC001 267.1 


BC001267 




NP_004153 


209090_s_at 


9.85E-04 


Consensus includes 
gb:AL049597 /DEF=Human 
DNA sequence from clone 
RP4-612B15 on chromosome 
1p22.2-31.1. Contains the 
(possibly pseudo) gene for a 
novel protein similar to 60S 
ribosomal protein L17 
(RPL17), the gene for CGI- 
61, endophilin B1 and 

r\irvAU*T%7 i , lo 1 o, o i Oo, 

GSSs and two CpG;;. 
/FEA=mRNA_3 
/DB_XREF=gi:9663352 
/UG=Hs. 136309 SH3- 
containing protein SH3GLB1 
/FL=gb:AF263293.1 


AL049597 






209091_s_at 


7.25E-04 


gb:AF263293.1 /DEF=Homo 
sapiens endophilin B1 mRNA, 
comDlete cds /FFA=mRNA 
/PROD=endophilin B1 
/DB_XREF=gi:81 18529 
/UG=Hs. 136309 SH3- 
containing protein SH3GLB1 
/FL=gb:AF263293.1 


AF263293 




NP_057093 
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209098_s_at 


0.025095 


gb:U61276.1 /DEF=Human 
transmembrane protein 
Jagged 1 (HJ1) mRNA, 
complete cds. /FEA=mRNA 
/GEN=HJ1 

/PROD=transmembrane protein 
Jagged 1 

/DB XREF=ar 1438936 
/UG=Hs.91143 jagged 1 
(Alagille syndrome) 
/FL=gb:U61276.1 gb:U73936.1 
gb:AF003837.1 gb:AF028593.1 
gb:NM_000214.1 


U61276 




NP_000205 


209099_x_at 


7.85E-04 


gb:U73936.1 /DEF=Homo . 
sapiens Jagged 1 (HJ1) 
mRNA, complete cds. 
/FEA=mRNA /GEN=HJ1 
/PROD=Jagged 1 
/DB XREF=ar 1695273 
/UG=Hs.91143 jagged 1 
(Alagille syndrome) 
/FL=gb:U61 276.1 gb:U73936.1 
gb:AF003837.1 gb:AF028593.1 
gb:NM_000214.1 


U73936 




NP_000205 


209102_s_at 


7.25E-04 


gb:AF019214.1 /DEF=Homo 
sapiens HMG box containing 
protein 1 mRNA, complete 

rri<i /FFA=mRNA 

/PROD=HMG box containing 
protein 1 

/DB_XREF=gi:2460168 
/UG=Hs. 10882 HMG-box 
containing protein 1 
/FL=gb:AF019214.1 


AF019214 




NP_036389 


209103_s_at 


0.004519 


gb:BC001 049.1 /DEF=Homo 
sapiens, Similar to ubiquitin 
fusion degradation 1 like, 
clone MGC:1385, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to ubiquitin 
fusion degradation 1 like 
/DB_XREF=gi: 12654446 
/UG=Hs.181369 ubiquitin 
fusion degradation 1 -like 
/FL=gb:BC001049.1 
gb:BC005087.1 gb:AF141201.1 


BC001049 




NP_005650 
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209105_at 


0.049282 


Consensus includes 
gb:AI672428 /FEA=EST 
/DB_XREF=gi:4852159 
/DB_XREF=est:wa03a1 1 .x1 
/CLONE=IMAGE:2296988 
/UG=Hs.740O2 nuclear 
receptor coactivator 1 
/FL=gb:U19179.1 


U19179 




NP_671766 


209112_at 


0.035692 


gb:BC001971.1 /DEF=Homo 
sapiens, Similar to cyclin- 
dependent kinase inhibitor 1B 
(p27, Kip1), clone MGC:5304, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar 
to cyclin-dependent kinase 
inhibitor 1B(p27, Kip1) 
/DB_XREF=gi:12805034 
/UG=Hs.238990 cyclin- 
dependent kinase inhibitor 1B 
( P 27, Kip1) 
/FL=gb:BC001971.1 
gb:NM_004064.1 gb:U10906.1 
gb:AF247551.1 gb:AY004255.1 


BC001971 




NP_004055 


209115_at 


0.03947 


gb:AL1 17566.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp566J164 (from clone 
DKFZp566J164); complete 
cds. /FEA=mRNA 
/GEN=DKFZp566J164 
/PROD=hypothetical protein 
/DB_XREF=gi:5912116 
/UG=Hs 154320 ubiauitin- 
activating enzyme E1C 
(homologous to yeast UBA3) 
/FL=gb:AF046024.1 
gb:AB012190.1 
gb:NM 003968.1 
gb:AL117566.1 


AL1 17566 




NP_003959 


209116_x_at 


0.001489 


gb:M25079.1 /DEF=Human 
sickle cell beta-globin mRNA, 
complete cds. /FEA=mRNA 
/PROD=beta-globin 
/DB_XREF=gi: 179408 
/UG=Hs. 155376 hemoglobin, 
beta /FL=gb:NM 000518.3 
gb:M25079.1 gb:AF117710.1 
gb:AF181989.1 


M25079 
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209117_at 


0.003976 


gb:U79458.1 /DEF=Human 
WW domain binding protein-2 
mRNA comDlete cds 

llll \ Mf\j wwlllUI^LW VvlO. 

/FEA=mRNA /PROD=WW 
domain binding protein-2 
/DB_XREF=gi:4205085 
/UG=Hs.231840 WW domain 
binding protein 2 
/FL=gb:U79458.1 


U79458 






209118_s_at 


0.01747 


gb:AF141347.1 /DEF=Homo 
sapiens hum-a-tub2 alpha- 
tubulin mRNA, complete cds. 

/FEA=mRNA /PROn=3lr>ha- 
tubulin /DB_XREF=gi:4929133 
/UG=Hs.272897 Tubulin, 
alpha, brain-specific 
/FL=gb:AF141 347.1 
gb:NM_006009.1 


AF141347 




NP_006000 


209124_at 


0.00109 


gb:U70451.1 /DEF=Human 
myleoid differentiation primary 
response protein MyD88 
mRNA, complete cds. 
/FEA=mRNA /PROD=MyD88 
/DB XRFF=oi-17fi^nQfl 
/UG=Hs.82116 myeloid 
differentiation primary 
response gene (88) 
/FL=gb:U70451.1 gb:U84408.1 
gb:NM_002468.1 


U70451 




NP_002459 


209129_at 


0.007461 


gb:AF000974.1 /DEF=Human 
zyxin related protein ZRP-1 
mRNA, complete cds. 
/FEA=mRNA /PROD=ZRP-1 
/DB_XREF=gi:2232135 
/UG=Hs.119498 thyroid 
hormone receptor interactor 6 
/FL=gb:BC002680.1 
gb:BC004249.1 gb:BC004999.1 
gb:AF000974.1 


AF000974 




NP_003293 
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209130_at 


0.007591 


gb:BC003686.1 /DEF=Homo 
sapiens, synaptosomal- 
associated protein, 23kD, 
clone MGC:5155 f mRNA, 
complete cds. /FEA=mRNA 
/PROD=synaptosomal- 
associated protein, 23kD 
/DB XREF=aM1?77*W 

/UG=Hs. 184376 synaptosomal- 
associated protein, 23kD 
/FL=gb:BC000148.2 
gb:BC003686.1 gb:U55936.1 
gb:Y09567.1 


BC003686 




NP_570710 


209140_x_at 


0.016179 


gb:L42024.1 /DEF=Homo 
sapiens MHC HLA-B39 
mRNA, complete cds. 
/FEA=mRNA /GEN=HLA-B39 
/PROD=major histocompatibility 
complex /DB_XREF=gi:804748 
/UG=Hs.77961 major 
histocompatibility complex, 
class I, B /FL=gb:L37880.1 
gb:U29057.1 gb:U29480.1 
gb:U63653.1 gb:D85761.1 
gb:D85762.1 gb:M77774.1 
gb:M77778.1 gb:M77777.1 
gb:M16102.1 gb:M84380.1 
gb:M32317.1 gb:M24033.1 
gb:L17005.1 gb:U88407.1 
gb:U29083.1 gb:L24373.1 

nh-l in^RQft 1 nh'l in47R7 1 

gb:U04244.1 gb:U04245.1 
gb:NM_005514.1 gb:L33922.1 
qbAF189017 1 obU21052 1 
gb:U21053.1 gb:L36318.1 
gb:U09912.1 gb:L42024.1 


L42024 




NP_005505 


209141_at 


0.00109 


ubiquitin-conjugating enzyme 
E2G 1 (UBC7 homolog, C. 
elegans) 


AW299555 


Hs.78563 


NP_003333 
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No. 


209142_s_at 


6.66E-04 


gb:BC002775.1 /DEF=Homo 
sapiens, Similar to CG9602 
gene product, clone 
MGC:3733, mRNA, complete 
cds. /FEA=mRNA 
/PROD=Similar to CG9602 

nono nrnH i iff 

/DB_XREF=gi: 12803862 

/I lf5=Hc 7R^fi^ i ihini litin- 
/UO-no./OuDO UUILjUIUIl 

conjugating enzyme E2G 1 
(homologous to C. elegans 
UBC7) /FL=gb:BC002775.1 
gb:NM_003342.1 gb:D78514.1 


BC002775 




NP_003333 


209149_s_at 


0.044597 


transmembrane 9 superfamily 
member 1 


BE899402 


Hs.91586 


NP_006396 


209150_s_at 


7.25E-04 


gb:U94831.1 /DEF=Homo 
sapiens multispanning 
membrane protein mRNA, 
complete cds. /FEA=mRNA 

/PRnHsmi ilticnanninri 
/ r r\ 1 1 U I LloJJcl 1 1 f 1 11 ly 

membrane protein 
/DB_XREF=gi:2276459 
/UG=Hs.91586 transmembrane 
9 superfamily member 1 
/FL=gb:U94831.1 
gb:NMJ)06405.1 


U94831 




NP_006396 


209154_at 


0.027672 


gb:AF234997.1 /DEF=Homo 
sapiens glutaminase-interacting 
protein 3 mRNA, complete 
cds. /FEA=mRNA 
/PROD=glutaminase-interacting 
orotein 3 

/DB_XREF=gi: 12005281 
/UG=Hs. 12956 Tax interaction 
protein 1 /FL=gb:AF028823.2 
gb:NM_014604.1 
gb:AF234997.1 


AF234997 




NP_055419 
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209155_s_at 


7.63E-04 


gb:BC001595.1 /DEF=Homo 
sapiens, 5-nucleotidase 
(purine), cytosolic type B, 
clone MGC:1109, mRNA, 
complete cds. /FEA=mRNA 

(purine), cytosolic type B 
/DB_XREF=gi: 12804388 
/UG=Hs. 138593 5-nucleotidase 
(purine), cytosolic type B 
/FL=gb:BC001 595.1 


BC001595 




NP_036361 


209165_at 


0.040104 


gb:AF083208.1 /DEF=Homo 
sapiens Che-1 mRNA, 
complete cds. /FEA=mRNA 

/DB_XREF=gi:5813798 
/UG=Hs.16178 apoptosis 
antagonizing transcription 
factor /FL=gb:BC000591.1 
gb:AF083208.1 
gb:NMJ312138.1 


AF083208 




NP_036270 


209166_s_at 


0.044764 


gb:U68567.1 /DEF=Human 
lysosomal acid alpha- 
mannosidase mRNA, complete 
cds. /FEA=mRNA 
/PROD=lysosomal acid alpha- 
mannosidase 

/HR YDCF- n i.iccQ070 

/UG=Hs.279854 mannosidase, 
alpha, class 2B, member 1 
/FL=gb:NM_000528.1 
gb:BC000736.1 gb:U05572.1 
gb:U68567.1 gb:U60266.1 


U68567 




NP_000519 


209175_at 


0.042697 


Consensus includes 
gb:AK001 135.1 /DEF=Homo 
sapiens cDNA FLJ 10273 fis, 
clone HEMBB1001137, highly 
similar to Homo sapiens 
mRNA for putative 
DhosDholioase /FEA=mRNA 
/DB_XREF=gi:7022202 
/UG=Hs.300208 Sec23- 
interacting protein p125 
/FL=gb:BC002540.1 
gb:AB01 9435.1 
gb:NM_007190.1 


AK001135 




NP_009121 



Page 430 of 780 



TABLE 3K 



Genes Corresponding 1 


fo Differentially Expressed Genes in Figure 18 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 
Accession 
No. ! 


209185_s_at 


0.003976 


gb:AF073310.1 /DEF=Homo 
sapiens insulin receptor 
substrate-2 (IRS2) mRNA, 
complete cds. /FEA=mRNA 

/RFNI=IR C ?? /PROD=in«iiilin 

receptor substrate-2 
/DB_XREF=gi:4511968 
/UG=Hs. 143648 insulin 
receptor substrate 2 
/FL=gb:NM_003749.1 
gb:AF073310.1 


AF073310 




NP_003740 


209186_at 


0.007271 


gb:M23114.1 /DEF=Homo 
sapiens calcium-ATPase 

/FEA=mRNA /GEN=HK1 
/DB_XREF=gi:184100 

transporting, cardiac muscle, 
slow twitch 2 
/FL=gb:M23114.1 


M23114 




NP_733765 


209187_at 


0.003976 


down-regulator of transcription 
1, TBP-binding (negative 
cofactor 2) 


AW516932 


Hs.283643 


NP_001929 


209188_x_at 


7.63E-04 


gb:BC002809.1 /DEF=Homo 
sapiens, down-regulator of 
transcription 1, TBP-binding 
(negative cofactor 2), clone 
MGC:4292, mRNA, complete 
cds. /FEA=mRNA 
/PROD=down-regulator of 

froncrri r\ti/~»r» 1 TRD_ 

u einscripiiun i , i or- 
binding(negative cofactor 2) 
/DB_XREF=gi: 12803924 
AJG=Hs. 16697 down-regulator 
of transcription 1, TBP-binding 
(negative cofactor 2) 
/FL=gb:BC002809.1 


BC002809 




NP_001929 


209190_s_at 


0.002559 


gb:AF051 782.1 /DEF=Homo 
sapiens diaphanous 1 
(HDIA1) mRNA, complete 
cds. /FEA=mRNA 
/GEN=HDIA1 
/PROD=diaphanous 1 
/DB_XREF=gi:2947237 
/UG=Hs.26584 diaphanous 
(Drosophila, homolog) 1 
/FL=gb:AF051 782.1 
gb:NM_005219.1 


AF051782 




NP_005210 
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209193_at 


0.034296 


gb:M24779.1 /DEF=Homo 
sapiens protein kinase-related 
oncogene (PIM1) mRNA, 
complete cds. /FEA=mRNA 
/GEN=PIM1 /PROD=Drotein 
kinase /DB_XREF=gi: 1066790 
/UG=Hs.81170 pim-1 
oncogene /FL=gb:M24779.1 
gb:M16750.1 gb:M54915.1 
gb:NM_002648.1 


M24779 




NP_002639 


209194_at 

V 


0.001763 


gb:BC005334.1 /DEF=Homo 
sapiens, centrin, EF-hand 
protein, 2, clone MGC:12421, 
mRNA, complete cds. 
/FEA=mRNA /PROD=centrin, 
EF-hand nrotein 2 
/DB XREF=gi:13529121 
/UG=Hs.82794 centrin, EF- 
hand protein, 2 
/FL=abBC005334 1 
gb:NM_004344.1 


BC005334 




NP_004335 


209199_s_at 


0.029624 


MADS box transcription 
enhancer factor 2, polypeptide C 
(myocyte enhancer factor 2C) 


N22468 


Hs.78995 


NP_002388 


209202_s_at 


0.015625 


gb:AF001690.1 /DEF=Homo 
sapiens EXT like protein 3 
(EXTL3) mRNA, complete 
cds. /FEA=mRNA 
/GEN=EXTL3 /PROD=EXT like 
protein 3 

/DB_XREF=gi:2897904 
/UG=Hs.9018 exostoses 
fmultinlpVlikp ^ 

^ 1 1 1 u i li j iir\w \J 

/FL=gb:AB007042.1 
gb:AF001690.1 gb:AB01 1091.1 
gb:AF029231.1 
gb:NM_001440.1 
gb:AF083551.1 


AF001690 




NP_001431 


209206_at 


0.001167 


SEC22 vesicle trafficking protein 
like 1 (S. cerevisiae) 


AV701283 


Hs.50785 


NP_004883 
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209207_s_at 


0.024403 


gb:BC001364.1 /DEF=Homo 
sapiens, SEC22, vesicle 
trafficking protein (S. 
cerevisiae)-like 1, clone 
MGC:1960, mRNA, complete 
cds. /FEA=mRNA 
/PROD=SEC22, vesicle 
trafficking protein 
(S.cerevisiae)-like 1 

/L/D Afxtr — y I . IaUJwUO^ 

/UG=Hs.50785 SEC22, vesicle 
trafficking protein (S. 
cerevisiae)-like 1 
/FL=gb:BC001 364.1 
gb:AF047442.1 
gb:NM_004892.1 


BC001364 




NP_004883 


20921 1_at 


9.35E-04 


gb:AF132818.1 /DEF=Homo 
sapiens colon Kruppel-like 
factor (CKLF) mRNA, 
complete cds. /FEA=mRNA 
/GEN=CKLF /PROD=colon 
Kruppel-like factor 
/DB_XREF=gi:6580834 

factor 5 (intestinal) 

/FL=gb:D 14520.1 

gb:NM_001 730.1 

gb:AF1 3281 8.1 gb:AB030824.1 

gb:AF287272.1 


AF132818 




NP_001721 


209215_at 


0.019679 


gb:L1 1669.1 /DEF=Human 
tetracycline transporter-like 
protein mRNA, complete cds. 
/FEA=mRNA 

/PROD=tetracvcline transnorter- 

11 1 \V- / L-/ LCll aUy wilt Iw LI Ul lOpwl ICI 

like protein 
/DB_XREF=gi:307501 
/UG=Hs.157145 tetracycline 
transporter-like protein 
/FL=gb:L1 1669.1 
gb:NM_001 120.1 


L11669 




NP_001111 
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209216_at 


9.85E-04 


gb:BC000464.1 /DEF=Homo 
sapiens, JM5 protein, clone 
MGC:8542, mRNA, complete 
cds. /FEA=mRNA /PROD=JM5 

r\rv\toin 
\Jl Ulcll 1 

/DB_XREF=gi:12653388 
/UG=Hs.21753 JM5 protein 
/FL=gb:BC000464.1 
gb:BC003037.1 gb:AJ005897.1 
gb:NM_007075.1 


BC000464 




NP_009006 


20921 7_s_at 


7.25E-04 


gb:BC000464.1 /DEF=Homo 
sapiens, JM5 protein, clone 
MGC:8542, mRNA, complete 
cds. /FEA=mRNA /PROD=JM5 

nrntpin 

/DB_XREF=gi: 12653388 
/UG=Hs.21753 JM5 protein 
/FL=gb:BC000464.1 
gb:BC003037.1 gb:AJ005897.1 
gb:NM_007075.1 


BC000464 




NP_009006 


20921 8_at 


0.00643 


gb:AF098865.1 /DEF=Homo 
sapiens squalene epoxidase 
(ERG1) mRNA, complete cds. 
/FEA=mRNA /GEN=ERG1 

/DB XREF=ar4204674 
/UG=Hs.71465 squalene 
epoxidase /FL=gb:D78130.1 
gb:AF098865.1 
gb:NM_003 129.2 


AF098865 




NP_003120 


209221 s at 


0.005574 


oxysterol binding protein-like 2 


AI753638 


Hs.15519 


NP 653081 
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209224_s_at 


7.63E-04 


gb:BC003674.1 /DEF=Homo 
sapiens, NADH 
dehydrogenase (ubiquinone) 1 
alpha subcomplex, 2 (8kD, 
B8), clone MGC:12315, 
mRNA, complete cds. 
/FEA=mRNA /PROD=NADH 
dehydrogenase (ubiquinone) 1 
alphasubcomplex, 2 (8kD, B8) 
/DB_XREF=gi: 13277539 
/UG=Hs. 163867 NADH 
dehydrogenase (ubiquinone) 1 

dlJJIlcJ bUULUI I ipicA, £. ^Or\U, 

do ) /ri_— yu.DuuuoD / h. i 
yu.nrut/ loo. f 

gb:NM_002488.1 
gb:AF077029.1 


BC003674 




NP_002479 


209234 at 


7.63E-04 


kinesin family member 1B 


BF939474 


Hs.375193 


NP 055889 


209238 at 


0.00109 


syntaxin 3 A 


BE966922 


Hs. 82240 


NP 004168 


209239_at 


0.002446 


gb:M55643.1 /DEF=Human 
factor KBF1 mRNA, complete 
cds. /FEA=mRNA /GEN=NF- 
kappa-B /PROD=factor KBF1 

/nR YRCP- nM ftQ17Q 

/UG=Hs. 83428 nuclear factor 
of kappa light polypeptide 
gene enhancer in B-cells 1 
(p105) /FL=gb:NM_003998.1 
gb:M58603.1 gb:M55643.1 


M55643 




NP_003989 


209248_at 


0.010713 


gb:AL1 3671 3.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp566K113 (from clone 
DKFZp566K113); complete 
cds. /FEA=mRNA 
/GEN=DKFZp566K113 
/PROD=hypothetical protein 
/DB_XREF=gi: 12052945 
/UG=Hs 182470 PTD010 
protein /FL=gb:AF060923.1 
gb:AL136713.1 gb:AF131820.1 
gb:AF078863.1 gb:AB009685.1 
gb:NM_0 14394.1 


AL136713 




NP_055209 
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209249_s_at 


9.85E-04 


gb:AF1 31 820.1 /DEF=Homo 
sapiens clone 25077 mRNA 
sequence, complete cds. 
/FEA=mRNA /PROD=Unknown 
/DB_XREF=gi:4406655 
/UG=Hs. 182470 PTD010 
nrntpin /Fl snh-AFOfinQ?^ 1 

gb:AL1 3671 3.1 gb:AF1 31 820.1 
gb:AF078863.1 gb:AB009685.1 
gb:NM_014394.1 


AF131820 




NP_055209 


209250_at 


0.004987 


gb:BC000961.2 /DEF=Homo 
sapiens, degenerative 
spermatocyte (homolog 
Drosophila; lipid desaturase), 
clone MGC:5079, mRNA, 
complete cds. /FEA=mRNA 
/PROD=degenerative 

<^nprmatnr\/tp I'homnlftfi 

Drosophila;lipid desaturase) 
/DB_XREF=gi: 1280301 8 
/UG=Hs. 185973 degenerative 
spermatocyte (homolog 
Drosophila; lipid desaturase) 
/FL=gb:BC000961.2 


BC000961 




NP_659004 


209251_x_at 


0.001406 


gb:BC004949.1 /DEF=Homo 
sapiens, tubulin alpha 6, 

rlnno M^P'in^1 mRMA 
L/IUIlt; IVIOO. IUOO 1, MlrxINM, 

complete cds. /FEA=mRNA 
/PROD=tubulin alpha 6 
/DB_XREF=gi: 13436316 
/UG=Hs.272897 Tubulin, 
alpha, brain-specific 
/FL=gb:BC004949.1 


BC004949 




NP_1 16093 


209258_s_at 


0.038384 


Consensus includes 
gb:AI373676 /FEA=EST 
IDB XREF=gi:41 53542 
/DB_XREF=est:qz53h1 1 x1 
/CLONE=IMAGE'2030661 
/UG=Hs.24485 chondroitin 
sulfate proteoglycan 6 
(bamacan) /FL=gb:AF020043.1 
gb:NM_005445.1 
gb:AF067163.1 


NM_005445 




NP_005436 
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209259_s_at 


0.037453 


gb:AF020043.1 /DEF=Homo 
sapiens chromosome- 
associated polypeptide (HCAP) 
mRNA, complete cds. 
/FEA=mRNA /GEN=HCAP 
/PROD=chromosome- 
associated polypeptide 
/DB_XREF=gi:3089367 
/UG=H<? 24485 chondroitin 
^iilfatp nmtpnnl\/f*?in fi 

(bamacan) /FL=gb:AF020043.1 
gb:NM 005445.1 
gb:AF067163.1 


AF020043 




NP_005436 


209269 s at 


0.003515 


spleen tyrosine kinase 


AW450910 


Hs.74101 




20927 1_at 


0.023096 


gb:AB032251.1 /DEF=Homo 
sapiens BPTF mRNA for 
bromodomain PHD finger 
transcription factor, complete 
cds. /FEA=mRNA /GEN=BPTF 
/PROD=bromodomain PHD 
finger transcription factor 
/DB XREF=ai'6683491 
/UG=Hs.99872 fetal Alzheimer 
antigen /FL=gb:AB032251.1 


AB032251 




NP_004450 


209273_s_at 


7.03E-04 


hypothetical protein MGC4276 
similar to CG8198 


BG387555 


Hs. 177776 


NP_1 12202 


209276_s_at 


0.001835 


gb:AF1 62769.1 /DEF=Homo 
sapiens thioltransferase 
mRNA, complete cds. 
/FEA=mRNA 
/PROD=thioltransferase 
/DB_XREF=gi:5442445 
/UG=Hs.28988 glutaredoxin 
(thioltransferase) 
/FL=gb:BC005304.1 
gb:AF162769.1 gb:D21238.1 


AF 162769 




NP_002055 
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209280_at 


0.005976 


gb:U58856.1 /DEF=Human 
chromosome 17 unknown 
product mRNA, complete cds. 
/FEA=mRNA /PROD=unknown 
/DB_XREF=gi:2209262 
/UG=Hs.7835 endocytic 
receptor (macrophage 

mannnQO ror*»ntnr family 

IIIcJInIUoC ItJOCJJlUl \al\\]\y) 

/FL=gb:U58856.1 
gb:AB014609.1 gb:AF134838.1 
gb:NM 006039.1 
gb:AF107292.1 


U58856 




NP_006030 


209281_s_at 


0.002621 


gb:M95541.1 /DEF=Homo 
sapiens adenosine 
triphosphatase mRNA, 
complete cds. /FEA=mRNA 
/PROD=adenosine 

trinho^nhataQP 

Li i \J i iuo[Ji laiaoc 

/DB_XREF=gi: 184269 
/UG=Hs.78546 ATPase, Ca++ 
transporting, plasma 
membrane 1 /FL=gb:M95541.1 
gb:NM_001682.1 gb:J04027.1 


M95541 




NP_001673 


£-K)i3L- OH- o a I 




Poncpncnc inrHiiHoc 
vUlloClloUo IIIUIUUco 

gb:AI922509 /FEA=EST 
/DB_XREF=gi:5658473 
/DB_XREF=est:wh1 3g1 1 .x1 
/CLONE=IMAGE:2380676 
/UG=Hs.23440 KIAA1105 
protein /FL=gb:AF1 80425.2 






MP O^fiO^Q 


£- U C7 z. o <J a a L 


D 007174 


L»UI loclloUo IIIOIUUt?o 

gb:N38985 /FEA=EST 
/DB XREF=ai 1162192 
/DB_XREF=est:yv21f02.s1 
/CLONE=IMAGE:243387 
/UG=Hs.23440 KIAA1105 
protein /FL=gb:AF1 80425.2 






MP O^fiOIQ 


209286_at 


0.003976 


CDC42 effector protein (Rho 
GTPase binding) 3 


AI754416 


Hs.260024 
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209288_s_at 


6.66E-04 


gb:AL1 36842.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434A0530 (from clone 
DKFZp434A0530); complete 
cds. /FEA=mRNA 
/GEN=DKFZp434A0530 
/PROD=hypothetical protein 
/DB_XREF=gi:6807668 
/UG=Hs 260024 Cdc42 
effector protein 3 
/FL=gb:AF094521.1 
gb:AF1 04857.1 
gb:NM 006449.1 
gb:AF164118.1 gb:AL136842.1 


AL1 36842 




NP_006440 


209293_x_at 


0.00884 


gb:U16153.1 /DEF=Human Id- 
4H protein mRNA, complete 
cds. /FEA=mRNA /PROD=ld- 
4H orotein 

/DB_XREF=gi:625095 
/UG=Hs.34853 inhibitor of 
DNA binding 4, dominant 
negative helix-loop-helix 
protein /FL=gb:NM 001546.1 
gb:U16153.1 gb:U28368.1 


U16153 




NP_001537 


209295_at 


0.002724 


gb:AF016266.1 /DEF=Homo 
sapiens TRAIL receptor 2 
mRNA, complete cds. 
/FEA=mRNA /PROD=TRAIL 
receptor 2 

/DB_XREF=gi:2529562 
/UG=Hs.51233 tumor necrosis 
factor receptor superfamily, 
member 10b 
/FL=gb:BC001281.1 
gb:AF01 8658.1 gb:AF01 6849.1 
gb:AF01 6266.1 


AF016266 




NP_671716 
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209296_at 


0.008874 


gb:AF1 36972.1 /DEF=Homo 
sapiens protein phosphatase 
2C-like protein mRNA, 
complete cds. /FEA=mRNA 
/PROD=protein phosphatase 
2C-like protein 
/DB XREF=ai* 12239323 
/UG=Hs.5687 protein 
phosphatase 1B (formerly 
2C), magnesium-dependent, 
beta isoform 
/FL=gb:AF1 36972.1 
gb:AF294792.1 


AF 136972 




NP_808908 


209300_s_at 


0.020369 


gb:BC002888.1 /DEF=Homo 
sapiens, Similar to 
DKFZP566B183 protein, clone 
MGC: 10356, mRNA, complete 
cds /FEA=mRNA 
/PROD=Similar to 
DKFZP566B183 protein 
/DB_XREF=gi: 12804070 
/UG=Hs.12305 

DKFZP566B183 protein u 
/FL=gb:BC002888.1 


BC002888 




NP_056324 


209304_x_at 


0.001972 


gb:AF087853.1 /DEF=Homo 
sapiens growth arrest and 
DNA damage inducible protein 
beta (GADD45B) mRNA, 
complete cds. /FEA=mRNA 
/GEN=GADD45B 
/PROD=growth arrest and 
DNA damage inducible 
proteinbeta 

/DB_XREF=gi: 1 2061 050 
/UG=Hs.1 10571 growth arrest 
and DNA-damage-inducible, 
beta /FL=gb:AF087853.1 
gb:AF078077.1 


AF087853 




NP_056490 
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209308_s_at 


6.66E-04 


gb:BC002461.1 /DEF=Homo 
sapiens, BCL2adenovirus E1B 
19kD-interacting protein 2, 
clone MGC:1529, mRNA, 
complete cds. /FEA=mRNA 
/PROD=BCL2adenovirus E1B 
19kD-interacting protein 2 
/DB_XREF=gi: 12803290 
/UG=Hs. 155596 
BCL2adenovirus E1B 19kD- 
interacting protein 2 
/FL=gb:BC002461.1 


BC002461 




NP_004321 


20931 1_at 


0.001108 


gb:D87461.1 /DEF=Human 
mRNA for KIAA0271 aene 
complete cds. /FEA=mRNA 
/GEN=KIAA0271 
/DB_XREF=gi: 194441 7 
/UG=Hs. 75244 BCL2-like 2 
/FL=gb:U59747.1 gb:D87461.1 
gb:NM 004050.1 


D87461 




NP_004041 


20931 2_x_at 


0.021869 


gb:U65585.1 /DEF=Homo 
sapiens MHC class II antigen 
(HLA-DRB1) mRNA, HLA- 
DRB1*PBL allele, complete 
cds. /FEA=mRNA /GEN=HLA- 
DRB1 /PROD=MHC class II 
antigen /DB_XREF=gi:5478215 
/UG=Hs. 180255 major 

hi^topomnatihilitv rnmnlpy 

class II, DR beta 1 
/FL=gb:M33600.1 
gb:NM_002124.1 gb:M28583.1 
gb:U65585.1 


U65585 




NP_002115 


209320_at 


0.019976 


gb:AF033861.1 /DEF=Homo 
sapiens type III adenylyl 
cyclase (AC-MI) mRNA, 
complete cds. /FEA=mRNA 
/GEN=AC-III /PROD=type III 
adenylyl cyclase 
/DB_XREF=gi:4104225 
/UG=Hs.8402 adenylate 
cyclase 3 

/FL=gb:NM_004036.2 
gb:AF033861.1 


AF033861 




NP_004027 
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209326_at 


0.007652 


gb:D84454.1 /DEF=Human 
mRNA for UDP-galactose 
translocator, complete cds. 
/FEA=mRNA /PROD=UDP- 

/ 1 1 — f\ II II Ml / \ It 1 \ \m/ I—/ \J |_/ | 

galactose translocator 
/DB_XREF=gi: 1526437 
AJG=Hs.21899 solute carrier 
family 35 (UDP-galactose 
transporter), member 2 
/FL=gb:D84454.1 


D84454 




NP_005651 


209333_at 


0.003515 


gb:AB01 8265.1 /DEF=Homo 
sapiens mRNA for KIAA0722 
protein, complete cds. 
/FEA=mRNA /GEN=KIAA0722 
/PROD=KIAA0722 protein 
/DB XREF=ai*3882164 
/UG=Hs.47061 unc-51 (C. 
elegans)-like kinase 1 
/FL=gb:AF045458.1 
gb:AB01 8265.1 
gb:NM_003565.1 


ABO 18265 




NP_003556 


209338_at 


6.66E-04 


gb:U03494.1 /DEF=Human 
transcription factor LSF 
mRNA, complete cds. 

/ppA=mRNA 

/PROD=transcription factor 
LSF /DB_XREF=gi:476098 
/UG=Hs. 154970 transcription 
factor CP2 
/FL=gb:BC003634.1 
gb:U03494.1 


U03494 




NP_005644 


209339_at 


0.001696 


gb:U76248.1 /DEF=Human 
hSIAH2 mRNA, complete cds. 
/FEA=mRNA /PROD=hSIAH2 
/DB_XREF=gi:2673967 
/UG=Hs.20191 seven in 
absentia (Drosophila) homolog 
2 /FL=gb:U76248.1 
gb:NM_005067.1 


U76248 




NP_005058 
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209357_at 


6.66E-04 


gb:AF109161.1 /DEF=Homo 
sapiens p35srj (MRG1) 
mRNA, complete cds. 
/FEA=mRNA /GEN=MRG1 
/PROD=p35srj 

/UG=Hs.82071 Cbpp300- 
interacting transactivator, with 
GluAsp-rich carboxy-terminal 
domain, 2 /FL=gb:BC004377.1 
gb:AF109161.1 


AF109161 




NP_006070 


209363_s_at 


0.047132 


gb:U46837.1 /DEF=Human 
RNA polymerase II 
holoenzyme component SRB7 
(SRB7) mRNA, complete cds. 
/FEA=mRNA /GEN=SRB7 

/ 1 r\uu-or\D / 

/DB_XREF=gi: 1197662 
/UG=Hs.286145 SRB7 
(suppressor of RNA 
polymerase B, yeast) homolog 
/FL=gb:U46837.1 gb:U52960.1 
gb:NM_004264.1 


U46837 




NP_004255 


209367_at 


0.01063 


gb:AB002559.1 /DEF=Homo 
sapiens mRNA for hunc18b2, 
complete cds. /FEA=mRNA 
/PROD=hunc18b2 
/UD_Ar\cr- gi. iy*t*t izy 
/UG=Hs.90535 syntaxin 
binding protein 2 
/FL=gb:BC002869.1 
gb:U63533.1 gb:AB002559.1 
gb:NM_006949.1 


AB002559 




NP_008880 


209369_at 


7.76E-04 


gb:M63310.1 /DEF=Human 1,2 
cyclic-inositol-phosphate 
phosphodiesterase (ANX3) 
mRNA, complete cds. 
/FEA=mRNA /GEN=ANX3 
/PROD=1 ?-rvrlir-ino^itnl- 
phosphate phosphodiesterase 
/DB_XREF=gi: 178696 
/UG=Hs.1378 annexin A3 
/FL=gb:BC000871.1 
gb:M63310.1 gb:M20560.1 
gb:NM 005139.1 


M63310 




NP_005130 
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209375_at 


0.021869 


gb:D21089.1 /DEF=Human 
mRNA for XP-C repair 
complementing protein (p125), 
complete cds. /FEA=mRNA 
/GEN=XPCC /PROD=XP-C 
repair complementing protein 
(D125J /DB XREF=ai475156 
/UG=Hs.320 xeroderma 
ninmento^um 

complementation group C 

/FL=gb:D21089.1 

gb:NM_004628.1 


D21089 




NP_004619 


209376_x_at 


0.003584 


splicing factor, arginine/serine- 
rich 2, interacting protein 


AW084759 


Hs.51957 


NP_004710 


209380_s_at 


0.007652 


gb:AF146074.1 /DEF=Homo 
sapiens ABC protein mRNA, 
complete cds. /FEA=mRNA 
/PROD=ABC protein 
/DB_XREF=gi:5006890 
/UG=Hs 108660 ATP-bindina 
cassette, sub-family C 
(CFTRMRP), member 5 
/FL=gb:AF1 04942.1 
gb:AB019002.1 gb:AF146074.1 
gb:NM_005688.1 gb:U83661.2 


AF1 46074 




NP_005679 


209382_at 


0.049173 


gb:U93867.1 /DEF=Human 
RNA polymerase III subunit 
(RPC62) mRNA, complete 
cds. /FEA=mRNA 
/GEN=RPC62 /PROD=RNA 
polymerase III subunit 
/DB_XREF=gi:2228747 
/UG=Hs.250745 polymerase 
(RNA) III (DNA directed) 
(62kD) /FL=gb:BC002586.1 
gb:NMJD06468.2 gb:U93867.1 


U93867 




NP_006459 


209384_at 


0.002446 


proline synthetase co- 
transcribed homolog (bacterial) 


AA1 76833 


Hs.301959 


NP_009129 
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209388_at 


0.013199 


gb:BC000927.1 /DEF=Homo 
sapiens, Similar to poly (A) 
polymerase, clone MGC:5378, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar 
to poly (A) polymerase 
IDE XREF=gi:12654216 
/UG=Hs.49007 poly(A) 
polymerase alpha 
/FL=gb:BC000927.1 


BC000927 




NP_1 16021 


209390_at 


0.043867 


gb:AF013168.1 /DEF=Homo 
sapiens hamartin (TSC1) 
mRNA, complete cds. 
/FEA=mRNA /GEN=TSC1 

/ 1 * * \ fill \ 1 ^# % # X^ I ^ I Vw/ V*X 1 

/PROD=hamartin 
/DB_XREF=gi:2331280 
/UG=Hs.79393 tuberous 
sclerosis 1 (hamartin) 
/FL=gb:AF013168.1 
gb:NM_000368.1 


AF013168 




NP_000359 


209392_at 


0.043634 


gb:L35594.1 /DEF=Human 
autotaxin mRNA, complete 
cds. /FEA=mRNA 
/PROD=autotaxin 
/DB_XREF=gi:537905 
/UG=Hs.174185 ectonucleotide 
pyrophosphatasephosphodieste 
rase 2 (autotaxin) 
/FL=gb:L35594.1 


L35594 


• 


NP_006200 


209393_s_at 


7.63E-04 


gb:AF047695.1 /DEF=Homo 
sapiens cap-binding protein 
4EHP mRNA, complete cds. 
/FEA=mRNA /PROD=cap- 
binding protein 4EHP 
/DB_XREF=gi:31 72338 
/UG=Hs.19122 eukaryotic 
translation initiation factor 4E- 
like 3 /FL=gb:BC005392.1 
gb:AF047695.1 gb:AF068117.1 
gb:AF038957.1 
gb:NM 004846.1 


AF047695 




NP_004837 
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209397_at 


7.76E-04 


gb:BC000147.1 /DEF=Homo 
sapiens, Similar to malic 
enzyme 2, NAD(+)-dependent, 
mitochondrial, clone 
MGC:5187, mRNA, complete 
cds. /FEA=mRNA 
/PROD=Similar to malic 

dependent.mitochondrial 
/DB_XREF=gi: 12652790 
/UG=Hs.75342 malic enzyme 
2, NAD(+)-dependent, 
mitochondrial 
/FL=gb:BC000147.1 


BC000147 




NP_002387 


209404_s_at 


0.001179 


gb:AF151867.1 /DEF=Homo 
saoiens CGI-109 orotein 
mRNA, complete cds. 
/FEA=mRNA /PROD=CGI-109 
protein /DB_XREF=gi:4929686 
/UG=Hs.278391 CGI-109 
protein /FL=gb:AF1 51 867.1 


AF1 51867 






209409_at 


7.76E-04 


gb:D86962.1 /DEF=Human 
mRNA for KIAA0207 gene, 

romnlpte cd^ /FFA=mRNIA 
/GEN=KIAA0207 
/DB_XREF=gi: 1503997 
/UG=Hs 81875 arowth factor 
receptor-bound protein 10 
/FL=gb:D86962.1 
gb:AF000017.1 


D86962 




NP_005302 


20941 1_s_at 


0.01132 


golgi associated, gamma 
adaptin ear containing, ARF 
binding protein 3 


AW008018 


Hs.87726 


NP_619525 


20941 8_s_at 


0.003393 


gb:BC003615.1 /DEF=Homo 
sapiens, gene from 
NF2meningioma region of 
22q12, clone MGC:1540, 
mRNA, complete cds. 
/FEA=mRNA /PROD=gene 
from NF2meningioma region 
of 22q12 

/DB_XREF=gi: 131 77658 
/UG=Hs.75361 gene from 
NF2meningioma region of 
22q12 /FL=gb:BC003615.1 
gb:NM_003678.1 
gb:AB023200.1 


BC003615 




NP_003669 



Page 446 of 780 



TABLE 3K 



Genes Corresponding 1 


fo Differentially Expressed Genes in Figure 18 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


209424_s_at 


0.017476 


Consensus includes ; 

gb:AI796120 /FEA=EST 

/DB_XREF=gi:5361583 

/DB XREF=estwh42f03 x1 

/CLONE=IMAGE:2383421 

/UG=Hs. 128749 alpha- 

methylacyl-CoA racemase 

/FL=gb:AF047020.1 

gb:AF1 58378.1 

gb:NM 014324.1 


NM_0 14324 




NP_055139 


209426_s_at 


0.037883 


gb:AF047020.1 /DEF=Homo 
sapiens alpha-methylacyl-CoA 
racemase mRNA, complete 
cds. /FEA=mRNA 
/PROD=alpha-methylacyl-CoA 

1 CI Owl 1 IC3 0C 

/DB_XREF=gi:4204096 
/UG=Hs. 128749 alpha- 
methylacyl-CoA racemase 
/FL=gb:AF047020.1 
gb:AF1 58378.1 
gb:NM_014324.1 


AF047020 




NP_055139 


209438_at 


0.018534 


Consensus includes 
gb:AL096700 /DEF=Human 
DNA sequence from clone 
RP3-499B10 on chromosome 
Xp22.31-22.13. Contains the 3 
end of the gene for 
serinethreonine protein 
phosphatase PPEF, the 3 end 
of the PHKA2 gene for liver 
phosphorylase kinase alpha 2, 
ESTs STSs and GSSs 
/FEA=mRNA_2 
/DB_XREF=gi:7077104 
/UG=Hs.54941 phosphorylase 
kinase, alpha 2 (liver) 
/FL=gb:D38616.1 
gb:NM_000292.1 


AL096700 
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209439_s_at 


0.002559 


gb:D38616.1 /DEF=Human 
mRNA for phosphorylase 
kinase alpha subunit, 
complete cds. /FEA=mRNA 
irT\\ju— pnospnoryiase Kinase 
alpha subunit 
/DB_XREF=gi: 13041 17 
AJG=Hs.54941 phosphorylase 
kinase, alpha 2 (liver) 
/FL=gb:D38616.1 
gb:NM_000292.1 


D38616 




NP_000283 


209446_s_at 


0.024231 


gb:BC001743.1 /DEF=Homo 
sapiens, Similar to 
hypothetical protein FLJ 10803, 
clone MGC:933, mRNA, 
complete cds. /FEA=mRNA 
iv r\\ju— oirniieir 10 nypoineuccii 
protein FLJ10803 
/DB_XREF=gi: 12804636 
AJG=Hs.8173 hypothetical 
protein FLJ10803 
/FL=gb:BC001743.1 


BC001743 




NP_060694 


209447_at 


0.023543 


gb:AF043290.1 /DEF=Homo 
sapiens lymphocyte membrane 
associated protein (8B7) 
mRNA, complete cds. 

/PPA-mPMA //^CM- QD7 
/rcA-mKlNM /otlN-OD/ 

/PROD=lymphocyte membrane 
associated protein 
/DB_XREF=gi:2895592 
/UG=Hs.8182 synaptic nuclei 
expressed gene 1b 
/FL=gb:AF043290.1 


AF043290 




NP_59841 1 


209448_at 


7.63E-04 


gb:BC002439.1 /DEF=Homo 
sapiens, Tat-interacting protein 
(30kD), clone MGC:1318, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Tat- 
interactinn nrotpin f^OkD^ 
/DB_XREF=gi: 1 2803250 
/UG=Hs.90753 Tat-interacting 
protein (30kD) 
/FL=gb:BC002439.1 
gb:AF039103.1 


BC002439 




NP_006401 
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209451_at 


0.044764 


gb:U59863.1 /DEF=Human 
i r\r\r-inier acting protein i- 
TRAF mRNA, complete cds. 
/FEA=mRNA /PROD=l-TRAF 
/DB_XREF=gi:1518017 
/UG=Hs. 146847 TRAF family 
member-associated NFKB 
activator /FL=gb:U59863.1 


U59863 




NP_597841 


209452_s_at 


0.001852 


gb:AF035824.1 /DEF=Homo 
sapiens vesicle soluble NSF 
attachment protein receptor 
(VTI1) mRNA, complete cds. 
/FEA=mRNA /GEN=VTI1 
/PROD=vesicle soluble NSF 
attachment protein receptor 
/DB_XREF=gi:2687399 
/UG=Hs.169206 vesicle- 
associated soluble NSF 

attach ment nrntein rAPAntnr 

SNARE; homolog of S. 
cerevisiae VTI1) 
/FL=gb:BC003142.1 
gb:AF035824.1 gb:AF060902.1 
gb:NM_006370.1 


AF035824 




NP_006361 
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209453_at 


0.013175 


gb:M81768.1 /DEF=Human 
NaH antiporter (APNH1) 
mRNA, complete cds. 
/FEA=mRNA /GEN=APNH 
/PROD=NaH antiporter 
/DB_XREF=gi: 178752 
/UG=Hs. 170222 solute carrier 
family 9 (sodiumhydrogen 
exchanger), isoform 1 
(antiporter, Na+H+, amiloride 
sensitive) /FL=gb:M81 768.1 
gb:AF141350.1 gb:AF141351.1 
gb:AF141 352.1 gb:AF141353.1 
gb:AF141354.1 gb:AF141355.1 
gb:AF141356.1 gb:AF141357.1 
gb:AF141358.1 gb:AF141359.1 
gb:AF146430.1 gb:AF146431.1 
gb:AF146432.1 gb:AF146433.1 
gb:AF146434.1 gb:AF146435.1 
gb:AF 146436.1 gb:AF 146437.1 
gb:AF146438.1 gb:AF146439.1 


M81768 




NP_003038 


209455_at 


7.63E-04 


F-box and WD-40 domain 
protein 1 B 


BE963245 


Hs.21229 


NP_387449 


209458_x_at 


0.001406 


gb:AF1 05974.1 /DEF=Homo 
sapiens alpha one globin 
(HBA1) mRNA, complete cds. 
/FEA=mRNA /GEN=HBA1 
/PROD=alpha one globin 
/DB_XREF=gi:4038449 
/UG=Hs.272572 hemoglobin, 
alpha 2 /FL=gb:AF097635.1 
gb:AF1 05974.1 
gb:NM_000517.2 


AF1 05974 




NP_000549 
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209463_s_at 


0.009035 


gb:D50544.1 /DEF=Human 
TFIID subunit p22 mRNA, 
complete cds. /FEA=mRNA 
/PROD=TFIID subunit p22 
/DB XREF=ar 1345403 
/UG=Hs.82037 TATA box 
binding protein (TBP)- 
associated factor, RNA 
polymerase II, J, 20kD 
/FL=gb:D50544.1 
gb:NM_005644.2 


D50544 




NP_005635 


209467_s_at 


0.002724 


gb:BC002755.1 /DEF=Homo 
sapiens, Similar to MAP 
kinase-interacting 
serinethreonine kinase 1, 
clone MGC:3690, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to MAP kinase 
interactinn^prinpthrponinp 
kinase 1 

/DB_XREF=gi: 12803828 
/UG=Hs.5591 MAP kinase- 
interacting serinethreonine 
kinase 1 /FL=gb:BC002755.1 


BC002755 




NP_003675 


209471_s_at 


0.008874 


gb:L00634.1 /DEF=Human 
farnesyl-protein transferase 
alpha-subunit mRNA, complete 
cds. /FEA=mRNA 

transferase alpha-subunit 
/DB XREF=gi:292030 
/UG=Hs. 138381 
farnesyltransferase, CAAX 
box, alpha /FL=gb:L00634.1 
gb:L10413.1 gb.NM 002027.1 


L00634 




NP_002018 


209472_at 


0.01289 


gb:BC000819.1 /DEF=Homo 
sapiens, Similar to CG6950 
gene product, clone 
MGC:5114, mRNA, complete 
cds. /FEA=mRNA 
/PROD=Similar to CG6950 

• I IX II 1 III V_-« I IV X^ \J w \s w 

gene product 
/DB_XREF=gi: 12654030 
/UG=Hs. 180378 hypothetical 
protein 669 
/FL=gb:BC000819.1 
gb:NM 019610.1 


BC000819 




NP_062556 
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209473_at 


7.63E-04 


ectonucleoside triphosphate 
diphosphohydrolase 1 


AV717590 


Hs.205353 


NP_001767 


209475_at 


0.018901 


gb:AF1 06069.1 /DEF=Homo 
sapiens deubiquitinating 
enzyme (UNPH4) mRNA, 
complete cds. /FEA=mRNA 
/GEN=UNPH4 

/PROn~rioi iKini litinotinn 
/r r\wL-' — UCUUItfUllll Id III I y 

enzyme /DB_XREF=gi:5814096 
AJG=Hs.23168 ubiquitin 
specific protease 15 
/FL=gb:AF013990.1 
gb:AF 106069.1 


AF1 06069 




NP_006304 


209476_at 


0.002446 


Consensus includes 
gb:AL080080.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564E1962 (from clone 
DKFZp564E1962); partial cds. 

/FFA=mRNA 
/GEN=DKFZp564E1962 
/PROD=hypothetical protein 
/DB_XREF=gi: 5262491 
/UG=Hs.24766 thioredoxin- 
related transmembrane protein 
/FL=gb:AB048246.1 


AL080080 




NP_1 10382 


209479_at 


7.63E-04 


gb:BC000758.1 /DEF=Homo 
sapiens, clone MGC:2698, 
mRNA, complete cds. 

/rCM-HIRINA /rnW- UnKnOWn 

(protein for MGC:2698) 
/DB_XREF=gi: 12653928 
/UG=Hs.44468 
DKFZP586D0623 protein 
/FL=gb:BC000758.1 


BC000758 




NP_056254 


209481_at 


0.024403 


gb:AF226044.1 /DEF=Homo 
sapiens HSNFRK (HSNFRK) 
mRNA, complete cds. 
/FEA=mRNA /GEN=HSNFRK 
/PROD=HSNFRK 
/DB_XREF=gi:9295326 
/UG=Hs.79025 KIAA0096 
protein /FL=gb:AF226044.1 


AF226044 




NP_060189 
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209482_at 


0.019244 


gb:BC001430.1 /DEF=Homo 
sapiens, POP7 (processing of 
precursor, S. cerevisiae) 
homolog, clone MGC:1986, 
mRNA, complete cds. 
/FEA=mRNA /PROD=POP7 
(processing of precursor, S. 

PQro\/iciao\hr»mnlnn 
L>ci cvioidc^i lUl FlUlUy 

/DB_XREF=gi:12655150 
/UG=Hs. 18747 POP7 
(processing of precursor, S. 
cerevisiae) homolog 
/FL=gb:BC001430.1 
gb:U94316.1 gb:NM_005837.1 


BC001430 




NP_005828 


209498_at 


0.002003 


Consensus includes 
gb:X16354.1 /DEF=Human 
mRNA for transmembrane 
carcinoembryonic antigen 
BGPa (formerly TM1-CEA). 
/FEA=mRNA /PROD=TM1- 

OF A nrpnrotAin 

/DB_XREF=gi:37197 
/UG=Hs.50964 u 
carcinoembryonic antigen- 
related cell adhesion molecule 
1 (biliary glycoprotein) 
/FL=gb:J03858.1 


X16354 




NP_001703 


209500_x_at 


0.007503 


gb:AF1 14012.1 /DEF=Homo 
sapiens tumor necrosis factor- 
related death ligand-1beta 
mRNA, complete cds. 
/FEA=mRNA /PROD=tumor 
necrosis factor-related 
deathligand-1 beta 
/DB_XREF=gi:7328555 
/UG=Hs.54673 tumor necrosis 
factor (ligand) superfamily, 
member 13 
/FL=gb:AF1 14012.1 


AF1 14012 




NP_742086 
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209510_at 


0.024696 


gb:AF064801.1 /DEF=Homo 
sapiens multiple membrane 
spanning receptor TRC8 
(TRC8) mRNA, complete cds. 
/FEA=mRNA /GEN=TRC8 
/PROD=multiple membrane 

Qnanninn rppAntnr TROft 
opcJiiiiiiiy icocjjiui i r\wO 

/DB_XREF=gi:3395786 
/UG=Hs.28285 patched related 
protein translocated in renal 
cancer /FL=gb:AF064801.1 
gb:NM_007218.1 


AF064801 




NP_009149 


209512_at 


0.00158 


gb:BC004331.1 /DEF=Homo 
sapiens, Similar to RIKEN 
cDNA 2610207116 gene, clone 
MGC:10940, mRNA, complete 
cds. /FEA=mRNA 
/PROD=Similar to RIKEN 
cDNA 2610207116 gene 
/DB XREF=aM 3279253 
/UG=Hs.47986 Homo sapiens, 
Similar to RIKEN cDNA ; 
2610207116 gene, clone 
MGC: 10940, mRNA, complete 
cds /FL=gb:BC004331.1 


BC004331 




NP_1 15679 


20951 3_s_at 


0.001406 


gb:BC004331.1 /DEF=Homo 
sapiens, Similar to RIKEN 
cDNA 2610207116 gene, clone 
MGC: 10940, mRNA, complete 
cds. /FEA=mRNA 
/PROD=Similar to RIKEN 
cDNA 2610207116 gene 

/DR XRFF=nM^?7Q?^ 

/ LJ D /\ IXLl — y 1 . 1 O/L 1 C/Z.vJO 

/UG=Hs.47986 Homo sapiens, 
Similar to RIKEN cDNA 

II 1 111 \*A 1 K\J 1^11% 1 ^ \J 1 ^ / \ 

2610207116 gene, clone 
MGC: 10940, mRNA, complete 
cds /FL=gb:BC004331.1 


BC004331 




NP_1 15679 


209514_s_at 


0.007271 


RAB27A, member RAS 
oncogene family 


BE502030 


Hs.50477 


NP_004571 
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20951 5_s_at 


0.001179 


gb:U38654.3 /DEF=Homo ; 
sanipn^ Rah?7a mRNA 
complete cds. /FEA=mRNA 
/PROD=Rab27a 
/DB_XREF=gi:4887230 
/UG=Hs.50477 RAB27A, 
member RAS oncogene family 
/FL=gb:U38654.3 


U38654 




NP_004571 


20951 7_s_at 


0.001763 


gb:AB020982.1 /DEF=Homo 
sapiens ASH2L mRNA, 
complete cds, similar to 
Drosophila ash2 sequence. 
/FEA=mRNA /GEN=ASH2L 

/DR XRFF=nr441790Q 

/UG=Hs.6856 ash2 (absent, 
small, or homeotic, 
Drosophila, homolog)-like 
/FL=gb:AF056718.1 
gb:AB020982.1 
gb:NM_004674.1 


AB020982 




NP_004665 


209520_s_at 


0.030968 


gb:BC001450.1 /DEF=Homo 
sapiens, nuclear cap binding 
protein subunit 1, 80kD, clone 
MGC:2087, mRNA, complete 
cds. /FEA=mRNA 

/r r\v»/u - (iuut;ai oa|j uniuiiiy 

protein subunit 1, 80kD 
/DB_XREF=gi: 1 26551 86 
/UG=Hs.89563 nuclear cap 
binding protein subunit 1, 
80kD /FL=gb:BC001 450.1 
gb:D32002.1 gb:NM 002486.1 


BC001450 




NP_002477 


209525_at 


0.048207 


Consensus includes 
gb:BG285017 /FEA=EST 
/DB XREF=gi: 13036553 
/DB_XREF=est:602409285F1 
/CLONE=IMAGE:4538229 
/UG=Hs.127842 CGI-142 
/FL=gb:AF151900.1 
gb:AB029156.1 
gb:NM_016073.1 


NM_0 16073 




NP_057157 
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209549_s_at 


0.003842 


gb:BC001 121.1 /DEF=Homo 
sapiens, Similar to 
deoxyguanosine kinase, clone 
MGC:2111, mRNA, complete 
cds. /FEA=mRNA 
/PROD=Similar to 
deoxyguanosine kinase 
/DB XREF=aM 2654572 
/UG=Hs.326494 Homo 
sapiens, Similar to 
deoxyguanosine kinase, clone 
MGC:2111, mRNA, complete 
cds /FL=gb:BC001 121.1 


BC001121 




NP_550440 


209551_at 


0.001852 


gb:BC004875.1 /DEF=Homo 
sapiens, Similar to RIKEN 
cDNA 2310034L04 gene, 
clone MGC:11061, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to RIKEN 
cDNA 2310034L04 gene 
/DB XREF=ai13436109 
/UG=Hs.66309 Homo sapiens, 
Similar to RIKEN cDNA 
2310034L04 gene, clone 
MGC:11061, mRNA, complete 
cds /FL=gb:BC004875.1 


BC004875 




NP_1 15688 


209553_at 


7.63E-04 


gb:BC001001.2 /DEF=Homo 
sapiens, Similar to hBKLF for 
basic kruppel like factor, 
clone MGC 5362 mRNA 
complete cds. /FEA=mRNA 
/PROD=Similar to hBKLF for 
basic kruppel like factor 
/DB_XREF=gi: 12803042 
/UG=Hs.7316 KIAA0804 
protein /FL=gb:BC001001.2 


BC001001 






209555_s_at 


0.005896 


gb:M98399.1 /DEF=Human 
antigen CD36 (clone 21) 
mRNA, complete cds. 
/FEA=mRNA /GEN=CD36 
/PROD=antigen CD36 
/DB_XREF=gi:180112 
/UG=Hs.75613 CD36 antigen 
(collagen type I receptor, 
thrombospondin receptor) 
/FL=gb:M98399.1 


M98399 




NP_000063 
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209566_at 


0.004987 


Consensus includes 
gb:AL080184.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434O071 (from clone 
DKFZp434O071). /FEA=mRNA 
/DB_XREF=gi:5262661 
/UG=Hs.7089 insulin induced 
protein 2 /FL=gb:AF1 25392.1 


AL080184 




NP_057217 


209574_s_at 


0.007839 


chromosome 18 open reading 
frame 1 


AI349506 


Hs. 153498 


NP_004329 


209575_at 


0.034006 


gb:BC001903.1 /DEF=Homo 
sapiens, Similar to interleukin 
10 receptor, beta, clone 
MGC:2210, mRNA, complete 
cds. /FEA=mRNA 
/PROD=Similar to interleukin 
10 receptor, beta 
/DB_XREF=gi: 1 2804902 
/UG=Hs. 173936 interleukin 10 
receptor, beta 
/FL=gb:BC001903.1 
gb:NM_000628.1 


BC001903 




NP_000619 


209579_s_at 


0.005896 


methyl-CpG binding domain 
protein 4 


AL556619 


Hs.35947 


NP_003916 


209580_s_at 


0.014602 


gb:AF1 14784.1 /DEF=Homo 
sapiens methyl-CpG binding 
endonuclease (MED1) mRNA, 
complete cds. /FEA=mRNA 
/GEN=MED1 /PROD=methyl- 
CpG binding endonuclease 
/DB XREF=ai'4539758 
/UG=Hs.35947 methyl-CpG 
binding domain protein 4 
/FL=gb:AF072250.1 
gb:NM_003925.1 
gb:AF1 14784.1 


AF 114784 




NP_003916 


209593_s_at 


0.009378 


gb:AF317129.1 /DEF=Homo 
sapiens FKSG18 (FKSG18) 
mRNA, complete cds. 
/FEA=mRNA /GEN=FKSG18 
/PROD=FKSG18 
/DB_XREF=gi: 122761 23 
/UG=Hs.252682 torsin family 
1, member B (torsin B) 
/FL=gb:AF317129.1 


AF317129 




NP_055321 
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209595_at 


0.010979 


gb:BC001771.1 /DEF=Homo 
sapiens, general transcription 
factor I IF, polypeptide 2 
(30kD subunit), clone 
MGC:1502, mRNA, complete 
cds. /FEA=mRNA ! 
/PROD=general transcription 
factor I IF, polypeptide 2(30kD 
subunit^ 

/DB_XREF=gi: 12804688 
/UG=Hs.58593 general 
transcription factor I IF, 
polypeptide 2 (30kD subunit) 
/FL=gb:BC001771.1 
gb:NM_004128.1 


BC001771 




NP_004119 


209604_s_at 


0.01063 


gb:BC003070.1 /DEF=Homo 
sapiens, GATA-binding protein 
3, clone MGC:2346, mRNA, 
complete cds. /FEA=mRNA 
/PROD=GATA-binding protein 
3 /DB XREF=aM3111765 
/UG=Hs. 169946 GATA-binding 
protein 3 /FL=gb:BC003070.1 
gb:M69106.1 gb:NM_002051.1 


BC003070 




NP_002042 


209605_at 


0.030247 


gb:D87292.1 /DEF=Homo 
sapiens mRNA for rhodanese, 

pnrnnlptp cHq /FFA=mRMA 

/PROD=rhodanese 
/DB_XREF=gi: 1877030 
/UG=Hs 248267 thiosulfate 
sulfurtransferase (rhodanese) 
/FL=gb:D87292.1 


D87292 




NP_003303 


209610_s_at 


0.002839 


solute carrier family 1 
(glutamate/neutral amino acid 
transporter), member 4 


BF340083 


Hs.323878 


NP_003029 


20961 5_s_at 


0.01747 


gb:U51 120.1 /DEF=Human 

protein kinase PAK1 mRNA, 

complete cds. /FEA=mRNA 

/PROD=PAK1 

/DB_XREF=gi: 1256421 

/UG=Hs.62402 p21Cdc42Rad- 

activated kinase 1 (yeast 

Ste20-related) 

/FL=gb:U51 120.1 

gb:NM 002576.2 gb:U24152.1 


U51120 




NP_002567 
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20961 9_at 


0.001812 


gb:K01 144.1 /DEF=Human 
major histocompatibility class 
II antigen gamma chain 
mRNA, complete cds. 
/FEA=mRNA /PROD=class II 
antigen gamma chain 
/DB_XREF=gi: 188469 
/UG=Hs 84298 CD74 antiaen 
(invariant polypeptide of major 
histocompatibility complex, 
class II antigen-associated) 
/FL=gb:NM 004355.1 
gb:K01 144.1 


K01144 




NP_004346 


209628_at 


0.029279 


Consensus includes 
gb:AK023289.1 /DEF=Homo 
sapiens cDNA FLJ13227 fis, 
clone OVARC1 000071, weakly 
similar to Homo sapiens 
NTF2-related export protein 
NXT1 (NXT1) mRNA. 
/FEA=mRNA 
/DB_XREF=gi:10435160 
/UG=Hs.25010 hypothetical 
orotein P15-2 
/FL=gb:AF246 127.1 
gb:NM_01 8698.1 
gb:AF201 942.1 


AK023289 




NP_061168 


209630_s_at 


7.25E-04 


ESTs, Weakly similar to 
hypothetical protein FLJ20489 
[Homo sapiens] [H. sapiens] 


AL043967 


Hs.350947 




209640_at 


0.001812 


gb:M79462.1 /DEF=Human 
PML-1 mRNA, complete CDS. 
/FEA=mRNA /GEN=PML 
/DB_XREF=gi:190116 
/UG=Hs.89633 promyelocytic 
leukemia /FL=gb:M79462.1 


M79462 




NP_1 50253 
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209643_s_at 


0.004588 


gb:AF033850.1 /DEF=Homo 
sapiens phospholipase D2 
(PLD2) mRNA, complete cds. 
/FEA=mRNA /GEN=PLD2 
/PROD=phospholipase D2 
/DB_XREF=gi:2645857 
/UG=Hs 104519 DhosDholiDase 
D2 /FL=gb:AF033850.1 
gb:AF038440.1 gb:AF035483.1 
gb:NM_002663.1 


AF033850 




NP_002654 


209649_at 


0.015411 


gb:AL1 33600.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564C047 (from clone 
DKFZp564C047); complete 
cds. /FEA=mRNA 
/GEN=DKFZp564C047 
/PROD=hvDothetical orotein 
/DB XREF=gi:6599205 
/UG=Hs. 17200 STAM-like 
protein containing SH3 and 
ITAM domains 2 
/FL=gb:AF042273.1 
gb:AL1 33600.1 


AL1 33600 




NP_005834 


209653_at 


0.003423 


gb:U93240.1 /DEF=Human 
importin alpha 3 mRNA, 

pnmnlptp pHq /FFA=mRMA 

/PROD=importin alpha 3 
/DB_XREF=gi: 1928974 
/UG=Hs.302499 karyopherin 
alpha 4 (importin alpha 3) 
/FL=gb:AB002533.2 
gb:NM_002268.2 gb:U93240.1 


U93240 




NP_002259 


209666_s_at 


0.001213 


gb:AF080157.1 /DEF=Homo 
sapiens IkB kinase-a (IKK- 
alpha) mRNA, complete cds. 
/FEA=mRNA /GEN=IKK-alpha 
/PROD=lkB kinase-a 
/DB_XREF=gi:4 185272 
/UG=Hs. 198998 conserved 
helix-loop-helix ubiquitous 
kinase /FL=gb:U22512.1 
gb:AF01 2890.1 gb:AF009225.1 
gb:AF080157.1 
gb:NM 001278.1 


AF080157 




NP_001269 
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209667_at 


8.11E-04 


carboxylesterase 2 (intestine, 
liver) 


BF033242 


Hs.282975 




209670_at 


0.018248 


gb:M12959.1 /DEF=Human T- 
cell receptor active alpha- 
chain mRNA from JM cell 
line, complete cds. 
/FEA=mRNA /GEN=TCRA 

/UD Ar\Cr— yi.OOOr o*t 

/UG=Hs.74647 Human T-cell 
receptor active alpha-chain 
mRNA from JM cell line, 
complete cds 

/FL=gb:M1 2959.1 gb:M12423,1 


M 12959 






209671_x_at 


0.007944 


gb:M12423.1 /DEF=Human T- 
cell receptor active alpha- 
chain mRNA, complete cds, 
from Jurkat T-cell line. 
/FEA=mRNA /GEN=TCRA 

/L/D__Ar\ur-yi,ojOf jo 

/UG=Hs.74647 Human T-cell 
receptor active alpha-chain 
mRNA from JM cell line, 
complete cds 

/FL=gb:M12959.1 gb:M12423.1 


M 12423 






209678_s_at 


0.001213 


gb:L18964.1 /DEF=Human 
protein kinase C iota isoform 
(PRKCI) mRNA, complete 

r»Hc /PPA-mRNA 
UUo. / r tZr\— 111 r\ IN/A 

/GEN=PRKCI /PROD=protein 
kinase C iota 
/DB_XREF=gi:432273 
/UG=Hs.1904 protein kinase 
C, iota /FL=gb:L1 8964.1 
gb:NM_002740.1 gb:L33881.1 


L18964 




NP_002731 


20968 1_at 


0.020839 


gb:AF153330.1 /DEF=Homo 
sapiens thiamine carrier 1 
(TC1) mRNA, complete cds. 
/FEA=mRNA /GEN=TC1 
/PROD=thiamine carrier 1 
/DB XREF=ar5453325 
/UG=Hs. 30246 solute carrier 
family 19 (thiamine 
transporter), member 2 
/FL=gb:AF1 53330.1 
gb:AF135488.1 gb:AF160812.1 


AF 153330 




NP_008927 
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209682_at 


0.002749 


gb:U26710.1 /DEF=Human cbl- 
b mRNA comnlete cds 

k-/ till \ 1 ^ t \ - III W/ 1 \* LVj' \Ji \J . 

/FEA=mRNA /PROD=cbl-b 
/DB XREF=gi:862406 
/UG=Hs.3144 Cas-Br-M 
(murine) ectropic retroviral 
transforming sequence b 
/FL=gb:U26710.1 


U26710 




NP_733762 


209685_s_at 


0.008506 


gb:M13975.1 /DEF=Homo 
sapiens protein kinase C beta 
II type (PRKCB1) mRNA, 
comDlete cds /FEA=mRNA 
/GEN=PRKCB1 /PROD=protein 
kinase C beta-ll type 
/DB_XREF=gi: 189968 
/UG=Hs.77202 protein kinase 
C, beta 1 /FL=gb:M13975.1 


M13975 




NPJ302729 


209688_s_at 


0.010713 


gb:BC005078.1 /DEF=Homo 
sapiens, clone MGC: 13033, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(Drotein for MGC - 13033^ 
/DB_XREF=gi: 13477224 
/UG=Hs.26118 Homo sapiens 
clone 24766 mRNA sequence 
/FL=gb:BC005078.1 


BC005078 




NP_1 13635 


209689_at j 


0.04252 


gb:BC005078.1 /DEF=Homo 
sapiens, clone MGC: 13033, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
forotein for MGC 13033^ 
/DB_XREF=gi: 13477224 
/UG=Hs.26118 Homo sapiens 
clone 24766 mRNA sequence 
/FL=gb:BC005078.1 


BC005078 




NP_1 13635 


209707_at 


7.63E-04 


gb:AF022913.1 /DEF=Homo 
sapiens GPI transamidase 
mRNA, complete cds. 
/FEA=mRNA /PROD=GPI 
transamidase 
/DB_XREF=gi:2558890 
/UG=Hs.62187 
phosphatidylinositol glycan, 
class K /FL=gb:AF022913.1 


AF022913 




NP_005473 



Page 462 of 780 



TABLE 3K 



Genes Corresponding 1 


fo Differentially Expressed Genes in Figure 18 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


20971 1_at 


0.014263 


UDP-glucuronic acid/UDP-N- 
acetylgalactosamine dual 
transporter 


N80922 


Hs.82635 


NP_055954 


209734_at 


0.00121 


gb:BC001604.1 /DEF=Homo 
sapiens, hematopoietic protein 
1, clone MGC:2204, mRNA, 
complete cds. /FEA=mRNA 
/PROD=hematopoietic protein 
1 /DB XREF=ar 12804404 
/UG=Hs. 132834 hematopoietic 
protein 1 /FL=gb:BC00 1604.1 
gb:M58285.1 gb:NM_005337.1 


BC001604 




NP_005328 


209738_x_at 


0.039204 


gb:M31 125.1 /DEF=Human 
pregnancy-specific-beta 1- 
alvcoDrotein (PS1} mRNA 

\^ If V-/ 1 Vr W 111 11 If 1 1 1 1 \ ■ \ j 

comDlete cds clone hPS12 
/FEA=mRNA 
/DB_XREF=gi:190619 
/UG=Hs.252097 pregnancy 
specific beta-1 -glycoprotein 6 
/FL=gb:M31 125.1 


M31125 




NP_002773 


209753 s at 


0.004519 


thymopoietin 


BG391171 


Hs.11355 


NP 003267 


209754_s_at 


0.044214 


gb:AF1 13682.1 /DEF=Homo 
sapiens clone FLB3436 
PRO0868 mRNA comnlete 
cds. /FEA=mRNA 
/PROD=PRO0868 
/DB_XREF=gi:6855608 
/UG=Hs.11355 thymopoietin 
/FL=gb:U09087.1 
gb:AF1 13682.1 


AF 113682 




NP_003267 


209760_at 


7.63E-04 


gb:AL1 36932.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp586H1322 (from clone 
DKFZp586H1322); complete 
cds. /FEA=mRNA 
/GEN=DKFZp586H1322 
/PROD=hypothetical protein 
IDS XREF=gi: 12053358 
/UG=Hs.37892 KIAA0922 
protein /FL=gb:AL1 36932.1 


AL1 36932 




NP_056011 
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209761_s_at 


0.014602 


Consensus includes 
gb:AA969194 /FEA=EST 
/DB_XREF=gi:3144374 
/DB XREF=est oD51c02 s1 
/CLONE=IMAGE:1 580354 
/UG=Hs.38125 interferon- 
induced protein 75, 52kD 
/FL=gb:AF280094.1 


AF280094 




NP_536349 


209771_x_at 


6.66E-04 


CD24 antigen (small cell lung 
carcinoma cluster 4 antigen) 


AA761181 


Hs.381003 


NP_037362 


209772_s_at 


0.021256 


gb:X69397.1 /DEF=H.sapiens 
CD24 gene, complete CDS. 
/FEA=mRNA /GFN=CD24 
/PROD=cell surface antigen 
/DB_XREF=gi:396167 
/UG=Hs.286124 CD24 antigen 
(small cell lung carcinoma 
cluster 4 antigen) 
/FL=gb:X69397.1 


X69397 




NP_037362 


209773_s_at 


0.001004 


gb:BC001886.1 /DEF=Homo 
sapiens, ribonucleotide 
reductase M2 polypeptide, 
clone MGC:1551, mRNA, 
romnlptp rd^ /FFA=mRNA 

/PROD=ribonucleotide 
reductase M2 polypeptide 
/DB_XREF=gi: 12804874 
/UG=Hs.75319 ribonucleotide 
reductase M2 polypeptide 
/FL=gb:BC00 1886.1 


BC001886 




NP_001025 


209788_s_at 


0.007394 


gb:AF1 83569.1 /DEF=Homo 
sapiens aminopeptidase PILS 
(APPILS) mRNA, complete 
cds. /FEA=mRNA 
/GEN=APPILS 

/PROD=aminopeptidase PILS 
/DB_XREF=gi:6642986 
/UG=Hs.247043 type 1 tumor 
necrosis factor receptor 
shedding aminopeptidase 
regulator /FL=gb:AF1 83569.1 
gb:AF222340.1 
gb:NM_016442.1 


AF 183569 




NP_057526 
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209791_at 


0.036354 


Consensus includes 
gb:AL049569 /DEF=Human 
DNA sequence from clone 
RP1-37C10 on chromosome 
1p35.2-35.2t Contains the 
gene for the ortholog of 
mouse and rat PDI (protein- 
arginine deiminase (KIAA0994, 
EC 3.5.3.15, peptidylarginine 
deiminase)), the SDHB gene 

for Qiippinafp Hphv/rirnnpnziQP 
t\Ji ouubii laic vjci lyui uyci iaoc . . 

/FEA=mRNA_4 
/DB_XREF=gi:5263031 
/UG=Hs.33455 peptidyl 
arginine deiminase, type II 
/FL=gb:AB030 176.1 


AL049569 






209799_at 


0.006073 


gb:AF1 00763.1 /DEF=Homo 
sapiens AMP-activated kinase 
alpha 1 subunit mRNA, 
complete cds. /FEA=mRNA 
/PROD=AMP-activated kinase 
alpha 1 subunit 
/DB_XREF=gi:5410311 

/I l(n=HQ Q947 nrntpin kina^p 

AMP-activated, alpha 1 
catalytic subunit 
/FL=gb:AB022017.1 
gb:AF1 00763.1 
gb:NM_006251.1 


AF1 00763 




NP_006242 


209806_at 


7.63E-04 


gb:BC000893.1 /DEF=Homo 
sapiens, H2B histone family, 
member A, clone MGC:5132, 
mRNA, complete cds. 
/FEA=mRNA /PROD=H2B 
histone family, member A 
/DB_XREF=gi:12654150 
/UG=Hs.247817 H2B histone 
family, member A 
/FL=gb:BC000893.1 


BC000893 




NP_542160 
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209819_at 


0.041795 


gb:AF241 831.1 /DEF=Homo 
sapiens intracellular 
hyaluronan-binding protein 
mRNA, complete cds. 
/FEA=mRNA 

/PROD=intracellular hyaluronan 
binding protein 

/L-'D /\r\L.I — yi. (4 1 /Ji 1 

/UG=Hs.301839 intracellular 
antigen detected by 
monoclonal antibody KM; 
intracellular hyaluronan-binding 
protein /FL=gb:AF241 831.1 


AF241831 




NP_055097 


209829_at 


0.003393 


gb:AB002384.1 /DEF=Human 

mRNA fnr KIAAfHftfi npnp 

complete cds. /FEA=mRNA 
/GEN=KIAA0386 
/DB_XREF=gi:2224712 
/UG=Hs.101359 chromosome 
6 open reading frame 32 
/FL=gb:AB002384.1 


AB002384 




NP_056948 


209831_x_at 


0.006599 


gb:AB004574.1 /DEF=Homo 
sapiens mRNA for 
deoxyribonuclease II, complete 
cds. /FEA=mRNA 
/GEN=DNASE2 
/PROD=deoxyribonuclease II 
/DB_XREF=gi:31 84394 
/UG=Hs. 118243 

UtJUXy I lUUNUOIcdbc II, 

lysosomal /FL=gb:AF045937.1 
gb:AF047016.1 gb:AB004574.1 
gb:AF060222.1 
gb:NM_001375.1 


AB004574 




NP_001366 


209833_at 


7.25E-04 


gb:U79115.1 /DEF=Human 
death adaptor molecule 
RAIDD (RAIDD) mRNA, 
complete cds. /FEA=mRNA 
/GEN=RAIDD /PROD=death 
adaotor molecule RAIDD 
/DB_XREF=gi: 1785556 
/UG=Hs. 155566 CASP2 and 
RIPK1 domain containing 
adaptor with death domain 
/FL=gb:U79115.1 gb:U84388.1 
gb:NM 003805.1 


U79115 




NP_003796 
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209845_at 


0.007174 


gb:AF1 17233.1 /DEF=Homo 
sapiens znf-xp protein mRNA, 

r*nmnlptp pHq /FFA-mRMA 

OUI 1 ipicic wUIO. Ii \ — r\ 1 H 1 \ 1 x n 

/PROD=znf-xp protein 
/DB_XREF=gi:6563239 
/UG=Hs.7838 makorin, ring 
finger protein, 1 
/FL=gb:AF1 17233.1 


AF1 17233 




NP_038474 


209846_s_at 


9.85E-04 


gb:BC002832.1 /DEF=Homo 
sapiens, Similar to 
butyrophilin, subfamily 3, 
member A2, clone MGC:3790, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar 
to butyrophilin, subfamily 3, 
member A2 

/DR XRFF=ni"19ftn^QRR 

/UG=Hs.87497 butyrophilin, 
subfamily 3, member A2 
/FL=gb:BC002832.1 
gb:U90144.1 gb:U90546.1 
gb:NM_007047.1 


BC002832 




NP_008978 


209852_x_at 


6.66E-04 


gb:BC001423.1 /DEF=Homo 
sapiens, Similar to 
proteaseome (prosome, 
macropain) 28 subunit, 3, 
clone MGC:1394, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to 
proteaseome (prosome, 
macropain) 28subunit, 3 
/DB XREF=ai'12655138 
/UG=Hs.1 52978 proteasome 
(prosome, macropain) 
activator subunit 3 (PA28 
gamma; Ki) 
/FL=gb:BC001423.1 
gb:BC002684.1 


BC001423 




NP_789839 
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209853_s_at 


0.016588 


gb:BC002684.1 /DEF=Homo 
sapiens, proteaseome 
(prosome, macropain) 28 
subunit, 3, clone MGC:3572, 
mRNA, complete cds. I 
/FEA=mRNA 
/PROD=proteaseome 
(prosome, macropain) 28 
subunit, 3 

/DR XRFF=ni*1?ftn^RQR 

/UG=Hs. 152978 proteasome 
(prosome, macropain) 
activator subunit 3 (PA28 
gamma; Ki) 
/FL=gb:BC001423.1 
gb:BC002684.1 


BC002684 




NP_789839 


209858_x_at 


0.011487 


gb:BC002877.1 /DEF=Homo 
sapiens, Similar to 
hypothetical protein FLJ11585, 
clone MGC: 11258, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to hypothetical 
protein FLJ11585 
/DB_XREF=gi: 12804048 
/UG=Hs.315367 Homo 
sapiens, Similar to 
nypoineuccii prousin rLJi iooo, 
clone MGC: 11258, mRNA, 
complete cds 
/FL=gb:BC002877.1 


BC002877 




NP_075563 




o misfit? 


nh* 1 /HPF-Miiman 
yu.viUHOHj. i fucr— nui iicui 

synexin mRNA, complete cds. 
/FEA=mRNA 
/DB_XREF=gi:338243 
/UG=Hs.78637 annexin A7 
/FL=gb:BC002632.1 
gb:J04543.1 gb:NM 001156.2 






MP r\OA(\0^ 
IN r UU*f D 


209864_at 


0.018534 


gb:AB0451 1 8. 1 /DEF=Homo 
saDiens FRAT2 mRNA 
complete cds. /FEA=mRNA 
/GEN=FRAT2 /PROD=FRAT2 
/DB_XREF=gi: 13365650 
/UG=Hs.140720 GSK-3 
binding protein FRAT2 
/FL=gb:AB045118.1 


AB045118 




NP_036215 
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209868_s_at 


6.66E-04 


gb:D28482.1 /DEF=Human 
scr2 mRNA for RNA binding 
protein SCR2, complete cds. 
/FEA=mRNA /GEN=scr2 
/PROD=SCR2 
/DB_XREF=gi:520588 

motif, single stranded 
interacting protein 1 
/FL=gb:D28482.1 
gb:NM_016836.1 
gb:NM_01 6838.1 
gb:NM_002897.2 


D28482 




NP_058523 


209880_s_at 


0.044597 


gb:U02297.1 /DEF=Human P- 

colopiin linanH mRMA 

complete cds. /FEA=mRNA 
/PROD=ligand for P-selectin 
/DB_XREF=gi:435416 
/UG=Hs.79283 selectin P 
ligand /FL=gb:U02297.1 
gb:NM_003006.2 


U02297 




NP_002997 


209882_at 


0.00158 


gb:AF084462.1 /DEF=Homo 
sapiens GTP-binding protein 
ROC1 (ROC1) mRNA, 
complete cds. /FEA=mRNA 
/GEN=ROC1 /PROD=GTP- 
binding protein ROC1 

IUD Ar\Cr- L|l.*t^O*f J I / 

/UG=Hs.96038 Ric 
(Drosophila)-like, expressed in 
many tissues /FL=gb:U71203.1 
gb:U78 165.1 gb:AF084462.1 
gb:NM_006912.1 


AF084462 




NP_008843 


209892_at 


7.55E-04 


Consensus includes 
gb:AF305083.1 /DEF=Homo 
sapiens alpha(1,3)- 
fucosyltransferase IV (FUTIV) 
gene, 3 UTR. /FEA=mRNA 
/DB_XREF=gi: 11096240 
/UG=Hs.2173 

fucosyltransferase 4 (alpha 
(1,3) fucosyltransferase, 
myeloid-specific) 
/FL=gb:M58596.1 gb:M58597.1 
gb:NM_002033.1 


AF305083 




NP_002024 
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209894_at 


0.025457 


gb:U50748.1 /DEF=Homo 
saDiens leotin receritor short 
form (db) mRNA, complete 
cds. /FEA=mRNA /GEN=db 
/PROD=leptin receptor 
/DB_XREF=gi:3236285 
/UG=Hs.226627 leptin receptor 
/FL=gb:U50748.1 


U50748 




NP_002294 


209896_s_at 


0.037453 


gb:AF1 19855.1 /DEF=Homo 
saoipns PR01A47 mRNA 

complete cds. /FEA=mRNA 
/PROD=PR01847 
/DB_XREF=gi:7770146 
/UG=Hs.285196 hypothetical 
protein PR01847 
/FL=gb:AF1 19855.1 


AF1 19855 






209901_x_at 


0.002603 


gb:U 1971 3.1 /DEF=Human 
allograft-inflammatory factor-1 
mRNA, complete cds. 
/FEA=mRNA /PROD=allograft- 
inflammatory factor-1 
/DB_XREF=gi: 1122908 
/UG=Hs.76364 allograft 
inflammatory factor 1 
/FL=gb:U19713.1 gb:U49392.1 
gb:D86438.1 gb:NM_001623.2 


U19713 




NP_1 16573 


209906_at 


0.001179 


gb:U62027.1 /DEF=Human 
anaphylatoxin C3a receptor 
(HNFAG09) mRNA, complete 
cds. /FEA=mRNA 
/GEN=HNFAG09 

/PROD=ananh\/latnYin P^a 

receptor 

/DB_XREF=gi: 151 1643 
/UG=Hs. 155935 complement 
component 3a receptor 1 
/FL=gb:U28488.1 gb:U62027.1 
gb:NM 004054.1 


U62027 




NP_004045 


209907_s_at 


0.010277 


gb:AF182198.1 /DEF=Homo 
sapiens intersectin 2 long 
isoform (ITSN2) mRNA, 
complete cds. /FEA=mRNA 
/GEN=ITSN2 

/PROD=intersectin 2 long 
isoform /DB_XREF=gi:7329075 
/UG=Hs.166184 intersectin 2 
/FL=gb:AF182198.1 


AF1 82198 




NP_671494 
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20991 1_x_at 


0.004519 


gb:BC002842.1 /DEF=Homo 
sapiens, H2B histone family, 
member B, clone MGC:3802, 
mRNA, complete cds. 
/FEA=mRNA /PROD=H2B 

MIolUlIC? Idillliy, lilciTlUCI D 

/DB_XREF=gi: 12803984 
/UG=Hs. 180779 H2B histone 
family, member B 
/FL=gb:NM 021063.1 
gb:BC002842.1 


BC002842 




NP_6 19790 


209916_at 


0.001916 


gb:BC002477.1 /DEF=Homo 
sapiens, clone MGC:3090, 
mRNA, complete cds. 

/FFA=mRMA /PROn-l Inlmnu/n 
IV Cr\— \ 1 IrvlNM lr r\\JU— KJl II\|1UWI1 

(protein for MGC:3090) 
/DB_XREF=gi: 1 280331 8 
/UG=Hs.271586 hypothetical 
protein DKFZp762M115 
/FL=gb:BC002477.1 


BC002477 




NP_061176 


20991 9_x_at 


0.00121 


gb:L20490.1 /DEF=Human 
gamma-glutamyl 
transpeptidase mRNA, 
compieie cas. /rtM-mKiNM 
/PROD=gamma-glutamyl 
transpeptidase 
/DB_XREF=gi:306748 
/UG=Hs.284380 gamma- 
glutamyltransferase 1 
/FL=gb:J05235.1 gb:L20490.1 


L20490 




NP_543029 


209943_at 


0.007818 


gb:AF1 76699.1 /DEF=Homo 
sapiens F-box protein FBL4 
mRNA, complete cds. 
/FEA=mRNA /PROD=F-box 
□rotein FBL4 
/DB_XREF=gi:61 03636 
/UG=Hs.49526 f-box and 
leucine-rich repeat protein 4 
/FL=gb:AF1 76699.1 
gb:AF1 99355.1 
gb:NM 012160.1 


AF1 76699 




NP_036292 
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209944_at 


0.001835 


gb:BC000330.1 /DEF=Homo 
sapiens, Similar to clones 
23667 and 23775 zinc finger 
protein, clone MGC:8520, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar 
tn rlnnp<; 9^fifi7 and 9T77^ 

zinc fmgerprotein 
/DB_XREF=gi: 126531 26 
/UG=Hs.7137 clones 23667 
and 23775 zinc finger protein 
/FL=gb:BC000330.1 
gb:BC004357.1 


BC000330 




NP_067011 


209960_at 


0.006044 


Consensus includes 
gb:X16323.1 /DEF=Human 
mRNA for hepatocyte growth 
factor (HGF). /FEA=mRNA 

/UG=Hs.809 hepatocyte 
growth factor (hepapoietin A; 
scatter factor) 

/FL=gb:M60718.1 gb:M29145.1 
gb:M73239.1 gb:M73240.1 


X16323 




NP_000592 


209964_s_at 


0.030968 


gb:AF032105.1 /DEF=Homo 
sapiens ataxin-7 (SCA7) 
mRNA, complete cds. 
/FEA=mRNA /GEN=SCA7 

/r r\UU- a Id All 1-/ 

/DB_XREF=gi:31 92953 
/UG=Hs. 108447 
spinocerebellar ataxia 7 
(olivopontocerebellar atrophy 
with retinal degeneration) 
/FL=gb:AF032105.1 


AF032105 




NP_000324 


209972_s_at 


0.004192 


gb:AF1 16615.1 /DEF=Homo 
sapiens PRO0992 mRNA, 
complete cds. /FEA=mRNA 
/PROD=PRO0992 
/DB_XREF=gi:7959732 
/UG=Hs.258730 heme- 
regulated initiation factor 2- 
alpha kinase 
/FL=gb:AF1 1661 5.1 


AF1 16615 




NP_006294 
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209984_at 


0.013527 


gb:AB037901.1 /DEF=Homo 
sapiens GASC-1 mRNA, 
comnlpfp rrte /FFA=mRNA 
/GEN=GASC-1 
/DB_XREF=gi:10567163 
/UG=Hs.149918 gene 
amplified in squamous cell 
carcinoma 1; KIAA0780 
protein /FL=gb:AB037901.1 


AB037901 




NP_055876 


209992_at 


0.004067 


gb:AB044805.1 /DEF=Homo 
sapiens mRNA for 6- 
phosphofructo-2-kinase heart 
isoform, complete cds. 
/FEA=mRNA /PROD=6- 
phosphofructo-2-kinase heart 
ierjfnrm 

IOU 1 Ul III 

/DB_XREF=gi:1 1933148 
/UG=Hs.211585 6- 
phosphofructo-2-kinasefructose- 
2,6-biphosphatase 2 
/FL=gb:AB044805.1 


AB044805 




NPJD06203 


209997_x_at 


0.030904 


gb:BC000453.1 /DEF=Homo 
sapiens, Similar to 
pericentriolar material 1, clone 
MGC:8458, mRNA, complete 
cds. /FEA=mRNA 
/PROD=Similar to 
pericentriolar material 1 

/ U D /\ r\ L_ 1 ~~ y I . IZQUOODO 

/UG=Hs.315478 Homo 
sapiens, Similar to 
pericentriolar material 1, clone 
MGC:8458, mRNA, complete 
cds /FL=gb:BC000453.1 


BC000453 




NP_006188 


210004_at 


6.73E-04 


gb:AF035776.1 /DEF=Homo 
sapiens oxidized low-density 
lipoprotein receptor mRNA, 
complete cds. /FEA=mRNA 
/PROD=oxidized low-density 
lipoprotein receptor 
/DB XREF=ai'3941299 
/UG=Hs.77729 oxidised low 
density lipoprotein (lectin-like) 
receptor 1 /FL=gb:AB010710.1 
gb:AF035776.1 
gb:NM_002543.1 


AF035776 




NP_002534 
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210009_s_at 


0.034317 


gb:AF229796.1 /DEF=Homo 
sapiens golgi SNARE isoform 
B (GOSR2) mRNA, complete 
cds, alternatively spliced. 
/FEA=mRNA /GEN=GOSR2 
/PROD=golgi SNARE isoform 
B /DB XREF=aM2711466 
/UG= his. 100651 golgi SNAP 
receptor complex member 2 
/FL=gb:AF229796.1 
gb:AF007548.1 
gb:NM_004287.1 


AF229796 




NP_473363 


210031_at 


0.005386 


gb:J04132.1 /DEF=Human T 
cell receptor zeta-chain 
mRNA, complete cds. 
/FEA=mRNA /PROD=T-cell 
receDtor zeta chain 
/DB_XREF=gi:623041 
/UG=Hs.97087 CD3Z antigen, 
zeta polypeptide (TiT3 
complex) /FL=gb:NM_000734.1 
gb:J04132.1 


J04132 




NP_000725 


210044_s_at 


0.009597 


gb:BC002796.1 /DEF=Homo 
sapiens, lymphoblastic 
leukemia derived sequence 1, 
clone MGC:3943, mRNA. 
complete cds. /FEA=mRNA 

/PROD=l\/mnhnhlaQtir Ipiikpmia 

derived sequence 1 
/DB_XREF=gi: 12803898 
/UG=Hs.46446 lymphoblastic 
leukemia derived sequence 1 
/FL=gb:BC002796.1 
gb:NM_005583.1 


BC002796 




NP_005574 


210075_at 


8.83E-04 


gb:AF1 51 074.1 /DEF=Homo 
sapiens HSPC240 mRNA, 
complete cds. /FEA=mRNA 
/PROD=HSPC240 
/DB_XREF=gi:71 06869 
/UG=Hs. 132744 hypothetical 
protein /FL=gb:AF1 51 074.1 
gb:NM 016496.1 


AF1 51074 




NP_057580 
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210077_s_at 


0.034651 


gb:U30884.1 /DEF=Human 
splicing factor SRp40-2 
(SRd401 mRNA comnlete 
cds. /FEA=mRNA 
/GEN=SRp40 /PROD=SRp40-2 
/DB_XREF=gi: 1049089 
/UG=Hs. 166975 splicing factor, 
arginineserine-rich 5 
/FL=gb:U30884.1 


U30884 




NP_008856 


210088_x_at 


0.001236 


gb:M36172.1 /DEF=Human 
embryonic myosin alkali light 
chain (MLC1) mRNA, 
comnlptp rrte /FFA=mRNA 

/DB_XREF=gi: 188580 
/UG=Hs.298161 myosin, light 
polypeptide 4, alkali; atrial, 
embryonic /FL=gb:M36172.1 
gb:M24121.1 gb:NM_002476.1 


M36172 




NP_002467 


210101_x_at 


7.63E-04 


gb:AF257318.1 /DEF=Homo 
sapiens SH3-containing protein 
SH3GLB1 mRNA, complete 
cds. /FEA=mRNA /PROD=SH3 
containing protein SH3GLB1 
/DB_XREF=gi:8896091 

f\j\j — no. i juouvj o i i o 

containing protein SH3GLB1 

/FL=gb:AF350371.1 

gb:AF151819.1 

gb:NM_016009.1 

gb:AF257318.1 


AF257318 




NP_057093 


210102_at 


0.015272 


gb:BC001234.1 /DEF=Homo 
sapiens, Similar to loss of 
heterozygosity, 11, 
chromosomal region 2, gene 
A, clone MGC:4904, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to loss of 
heterozygosity, 
11, chromosomal region 2, 
gene A 

/DB XREF=gi: 12654782 
/UG=Hs. 152944 loss of 
heterozygosity, 11, 
chromosomal region 2, gene 
A /FL=gb:BC001234.1 


BC001234 




NP_055437 
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210113_s_at 


0.015605 


gb:AF310105.1 /DEF=Homo 
sapiens NALP1 mRNA, 
complete cds. /FEA=mRNA 
/PROD=NALP1 
/DB_XREF=gi: 11 096302 

/I lft=l-lc 1(14^0^ Heath offortnr 

filament-forming Ced-4-like 
apoptosis protein 
/FL=gb:AF310105.1 
gb:AF229059.1 gb:AB023143.1 
gb:NM_014922.1 


AF310105 




NP_1 27500 


210117_at 


0.005278 


gb:AF311312.1 /DEF=Homo 
sapiens infertility-related sperm 
protein mRNA, complete cds. 
/FEA=mRNA /PROD=infertility- 

rplofoH enprnri nrntoin 

I ClalCU opC.MII piULCIil 

/DB_XREF=gi: 10863767 
/UG=Hs. 153057 sperm 
associated antigen 1 
/FL=gb:AF31 1312.1 
gb:NM_003114.1 


AF311312 




NP_757367 


210119_at 


0.00158 


gb:U73191.1 /DEF=Human 
inward rectifier potassium 
channel (Kir1.3), complete 
cds. /FEA=mRNA /GEN=Kir1.3 
/PROD=inward rectifier 
puiassiurn cnannei 
/DB_XREF=gi: 1765984 
/UG=Hs. 17287 potassium 
inwardly-rectifying channel, 
subfamily J, member 15 
/FL=gb:U73191.1 
gb:NM_002243.1 


U73191 




NP_733933 


210128_s_at 


0.017209 


gb:U41070.1 /DEF=Human P2 
purinergic receptor mRNA, 
complete cds. /FEA=mRNA 
/PROD = P2 Durineraic recentor 
/DB_XREF=gi:1469913 
/UG=Hs.28408 leukotriene b4 
receptor (chemokine receptor- 
like 1) /FL=gb:U41 070.1 
gb:D89079.1 


U41070 




NP_000743 
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210131_x_at 


0.001852 


gb:D49737.1 /DEF=Homo 
sapiens mRNA for cytochrome 
b large subunit of complex II, 
complete cds. /FEA=mRNA 
/PROD=cytochrome b large 
subunit of complex II 

/DR XRFF=ni '9588778 
/UG=Hs.3577 succinate 
dehydrogenase complex, 
subunit C, integral membrane 
protein, 15kD 
/FL=gb:D49737.1 


D49737 




NP_002992 


210136_at 


0.002692 


ESTs, Moderately similar to 
MBPJHUMAN Myelin basic 
protein (MBP) (Myelin A1 
protein) (Myelin membrane 
encephalitogenic protein) 
[H. sapiens] 


AW070431 


Hs.409352 


NP_002376 


210140_at 


0.005896 


gb:AF031824.1 /DEF=Homo 
sapiens leukocystatin mRNA, 
complete cds. /FEA=mRNA 
/PROD=leukocystatin 
/DB_XREF=gi:3252857 

/I in=Hc 14^919 rwctatin F 

(leukocystatin) 
/FL=gb:AF031 824.1 
gb:AF036342.1 gb:AB015225.1 
gb:NM_003650.1 


AF031824 




NP_003641 


21014? y at 


3.QJL UH 


nh*AF1 179^4 1 /nFFzHnmn 
yu.rAi i i / tot. I — nuiiiu 

sapiens flotillin mRNA, 
complete cds. /FEA=mRNA 
/PROD=flotillin 
/DB_XREF=gi:6563241 
/UG=Hs. 179986 flotillin 1 
/FL=gb:AF1 17234.1 


AF1 179*^/1 
nr \ 1 / £.OH 




mp nnR7QA 


210144_at 


0.021165 


Consensus includes 
gb:AK000851.1 /DEF=Homo 
sapiens cDNA FLJ20844 fis, 
clone ADKA01904. 
/FEA=mRNA 
/DB_XREF=gi:7021173 
/UG=Hs.20017 chromosome 
22 open reading frame 4 
/FL=gb:BC002743.1 


AK000851 




NP_055161 
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210145_at 


0.006043 


gb:M68874.1 /DEF=Homo 
sapiens phosphatidylcholine 2- 
acylhydrolase (cPLA2) mRNA, 
complete cds. /FEA=mRNA 
/GEN=cPLA2 

/PROD=phosphatidylcholine 2- 

/DB_XREF=gi: 190003 
AJG=Hs.211587 phospholipase 
A2, group IVA (cytosolic, 
calcium-dependent) 
/FL=gb:M68874.1 gb:M72393.1 


M68874 




NP_077734 


210149_s_at 


7.76E-04 


gb:AF061 735.1 /DEF=Homo 
sapiens clone 023e08 My032 
protein mRNA, complete cds. 
/FEA=mRNA /PROD=My032 

/DB_XREF=gi: 12002005 
/UG=Hs.307099 Homo 
sapiens clone 023e08 My032 
protein mRNA, complete cds 
/FL=gb:AF061 735.1 


AF061735 




NP_006347 


210153_s_at 


0.00121 


gb:M55905.1 /DEF=Human 
mitochondrial NAD(P)+ 
dependent malic enzyme 
mRNA, complete cds. 
/FEA=mRNA /GEN=NAD(P)+ - 
dependent malic enzyme 
/PROD=mitochondrial NAD(P)+ 
-dependent malic enzyme 
/DB XREF=qM 87299 
/UG=Hs.75342 malic enzyme 
2, NAD(+)-dependent, 
mitochondrial 
/FL=gb:NM_002396.2 
gb:M55905.1 


M55905 




NP_002387 
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210154_at 


0.002595 


gb:M55905.1 /DEF=Human 
mitochondrial NAD(P)+ 
dependent malic enzyme 
mRNA, complete cds. 
/FEA=mRNA /GEN=NAD(P)+ - 
dependent malic enzyme 
/PROD=mitochondrial NAD(P)+ 
-dependent malic enzyme 
/UD_Ar\tr- gi.i 0/ zyy 
/UG=Hs.75342 malic enzyme 
2, NAD(+)-dependent, 
mitochondrial 
/FL=gb:NM_002396.2 
gb:M55905.1 


M55905 




NP_002387 


210156_s_at 


7.25E-04 


gb:D25547.1 /DEF=Homo 
sapiens mRNA for PIMT 
isozyme I, complete cds. 

/PPA-mRMA /PRnn-PIIVTIT 

isozyme I 

/DB_XREF=gi: 1332402 
/UG=Hs.79137 protein-L- 
isoaspartate (D-aspartate) O- 
methyltransferase 
/FL=gb:D25547.1 


D25547 




NP_005380 


210176_at 


0.006483 


gb:AL050262.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564l0682 (from clone 
DKFZp564l0682); complete 
cds. /FEA=mRNA 
/otiN— UI\rZ.poD4IUDOii 

/PROD=hypothetical protein 

/DB_XREF=gi:4886482 

/UG=Hs.2474 toll-like receptor 

1 /FL=gb:U88540.1 

gb:D1 3637.1 gb:NM 003263.1 

gb:AL050262.1 


AL050262 




NP_003254 


210187_at 


0.014347 


gb:BC005147.1 /DEF=Homo 
sapiens, FK506-binding protein 
1A (12kD), clone MGC:2167, 
mRNA, complete cds. 
/FFA=mRNA /PROD=FK506- 
binding protein 1A (12kD) 
/DB_XREF=gi: 13477342 
/UG=Hs.752 FK506-binding 
protein 1A (12kD) 
/FL=gb:BC005147.1 


BC005147 




NP_463460 
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210191_s_at 


7.25E-04 


gb:BC002447.1 /DEF=Homo 
sapiens, Similar to putative 
homeodomain transcription 
factor, clone MGC:1307, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar 
to putative homeodomain 
transcriptionfactor 
/DB_XREF=gi: 12803264 
/UG=Hs. 123637 putative 
homeodomain transcription 
factor /FL=gb:BC002447.1 


BC002447 




NP_006599 


210200_at 


0.003875 


gb:BC000108.1 /DEF=Homo 
sapiens, Similar to Nedd-4-like 
ubiquitin-protein ligase, clone 
MGC:2079, mRNA, complete 
cds. /FEA=mRNA 
/PROD=Similar to Nedd-4-like 
ubiquitin-protein ligase 
/DB XREF=ai* 1265271 6 
/UG=Hs. 19301 Homo sapiens, 
Similar to Nedd-4-like ubiquitin 
protein ligase, clone % 
MGC:2079, mRNA, complete 
cds /FL=gb:BC000108.1 


BC000108 




NP_008945 


210205_at 


0.023393 


gb:AB026730.1 /DEF=Homo 
sapiens B3GALT4 mRNA for 
beta-1 ,3-galactosyltransferase- 
4, complete cds. /FEA=mRNA 
/GEN=B3GALT4 /PROD=beta- 
1 ,3-galactosyltransferase-4 
/DB_XREF=gi:6683013 
/UG=Hs.21495 UDP- 
Gal:betaGlcNAc beta 1,3- 
galactosyltransferase, 
polypeptide 4 
/FL=gb:AF063595.1 
gb:NM_003782.1 
gb:AB026730.1 


AB026730 




NP_003773 
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210213_s_at 


0.002749 


gb:AF022229.1 /DEF=Homo 
sapiens translation initiation 
factor 6 (elF6) mRNA, 
complete cds. /FEA=mRNA 
/GEN=elF6 /PROD=translation 
initiation factor 6 
/DB_XREF=gi:2809382 
/UG=Hs.5215 integrin beta 4 
binding protein 
/FL=gb:AF022229.1 


AF022229 




NP_002203 


210218_s_at 


0.036818 


gb:U36501.1 /DEF=Human 
SP100-B (SP100-B) mRNA, 
comnlptp rds /FFA=mRNA 
/GEN=SP100-B /PROD=SP100 
B /DB_XREF=gi: 11 73655 
/UG=Hs.77617 nuclear antigen 
Sp100 /FL=gb:U36501.1 


U36501 




NP_003104 


210225_x_at 


0.049833 


gb:AF009635.1 /DEF=Homo 
sapiens clone 17.7 
immunoglobulin-like transcript 
5 protein mRNA, complete 
cds. /FEA=mRNA 
/PROD=immunoglobulin-like 
transcript 5 protein 
/DB_XREF=gi:2662429 
/UG=Hs. 105928 leukocyte 
immunoglobulin-like receptor, 
subfamily B (with TM and 
ITIM domains), member 3 
/FL=gb:AF000575.1 
gb:U91 928.1 gb:AF025533.1 
gb:AF009632.1 gb:AF009633.1 
gb:AF009635.1 gb:AF009638.1 
gb:AF009639.1 gb:AF009641.1 
gb:AF009642.1 gb:AF031553.1 
gb:AF031554.1 gb:AF031555.1 
gb:AF031 556.1 
gb:NM_006864.1 


AF009635 




NP_006855 
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210231_x_at 


7.63E-04 


gb:D45198.1 /DEF=Human 
mRNA for template acyivating 
factor-l alpha, complete cds. 
/FEA=mRNA /GEN=set 
/PROD=tpmolatp arvivatinn 

factor-l alpha 
/DB_XREF=gi:971271 
/UG=Hs.145279 SET 
translocation (myeloid 
leukemia-associated) 
/FL=gb:D45198.1 


D45198 




NP_003002 


210240_s_at 


0.012147 


gb:U20498.1 /DEF=Human 
p19 protein mRNA, complete 
cds. /FEA=mRNA /PROD=p19 
protein /DB_XREF=gi: 1161921 
/UG=Hs 29656 cvclin- 
dependent kinase inhibitor 2D 
(p19, inhibits CDK4) 
/FL=gb:U40343.1 gb:U20498.1 
gb:BC001822.1 gb:U49399.1 
gb:NM_001 800.1 


U20498 




NP_524145 


210244_at 


7.03E-04 


gb:U19970.1 /DEF=Human 
antimicrobial LPS-binding 
protein CAP18 precursor 
mRNA, complete cds. 

/FFA=mRNA /PROH^PAPIft 

pi CUUI OUI 

/DB_XREF=gi:643476 
/UG=Hs.51120 cathelicidin 
antimicrobial peptide 
/FL=gb:NM_004345.1 
gb:U19970.1 


U19970 ■ 




NP_004336 


210247 at 


0.010197 


synapsin II 


AW139618 


Hs.6439 


NP 598328 


210249_s_at 


0.00643 


gb:U59302.1 /DEF=Human 
steroid receptor coactivator-1 
F-SRC-1 mRNA, complete 
cds. /FEA=mRNA 
/PROD=steroid receptor 
coactivator-1 F-SRC-1 
/DB_XREF=gi: 1480645 
/UG=Hs.74002 nuclear 
receptor coactivator 1 
/FL=gb:U40396.1 gb:U59302.1 
gb:U90661.1 gb:NM 003743.1 


U59302 




NP_671766 
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210254_at 


7.03E-04 


gb:L35848.1 /DEF=Homo 
sapiens IgE receptor beta 
chain (HTm4) mRNA, 
complete cds. /FEA=mRNA 
/GEN=HTm4 /PROD=lgE 
receptor beta subunit 

/DR XRFF=oi 'ifi1fi^R 
/UG=Hs.99960 membrane- 
spanning 4-domains, subfamily 
A, member 3 (hematopoietic 
cell-specific) 
/FL=gb:NM_006138.1 
gb:L35848.1 


L35848 




NP_006129 


210255_at 


0.02649 


gb:U84138.1 /DEF=Homo 
sapiens DNA repair protein 
RAD51B mRNA, complete 
cds. /FEA=mRNA 
/PROn=DNIA rpnair nrntpin 
RAD51B 

/DB_XREF=gi:2801404 
/UG=Hs. 100669 RAD51 (S. 
cerevisiae)-like 1 
/FL=gb:NM_002877.1 
gb:U92074.1 gb:U84138.1 


U84138 




NP_598194 


210260_s_at 


0.044397 


gb:BC005352.1 /DEF=Homo 
sapiens, TNF-induced protein, 
clone MGC:12451, mRNA. 

rnmnlptp pHq /FFAzmRMA 

UUI 1 lyiCIC UUg. /If-A — 1 1 IIAINrA 

/PROD=TNF-induced protein 
/DB_XREF=gi: 13529163 
/UG=Hs. 17839 TNF-induced 
protein /FL=gb:BC005352.1 
gb:AF099935.1 


BC005352 . 




NP_055165 


210275_s_at 


0.001213 


gb:AF062347.1 /DEF=Homo 
sapiens zinc finger protein 
216 splice variant 2 (ZNF216) 
mRNA, complete cds. 
/FEA=mRNA /GEN=ZNF216 
/PROD=zinc finger protein 216 
splice variant 2 
/DB_XREF=gi: 3643810 
/UG=Hs.3776 zinc finger 
protein 216 
/FL=gb:AF062347.1 


AF062347 




NP_005998 
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210283_x_at 


0.003616 


gb:BC005295.1 /DEF=Homo 
sapiens, Similar to 
polyadenylate binding protein- 
interacting protein 1, clone 
MGC: 12360, mRNA, complete 
cds. /FEA=mRNA 
/PROD=Similar to 
Dolvadenvlate bindinanrotpin- 
interacting protein 1 
/DB_XREF=gi: 13529010 
/UG=Hs. 109643 polyadenylate 
binding protein-interacting 
protein 1 /FL=gb:BC005295.1 


BC005295 




NP_006442 


210285_x_at 


0.041179 


gb:BC000383.1 /DEF=Homo 
sapiens, Wilms tumour 1- 
associating protein, clone 
MGC:8419, mRNA, complete 
cds. /FEA=mRNA 
/PROD=Wilms tumour 1- 

/I 1 » V_/ 1— ' V VIII MO IUI 1 IUUI 1 

associating protein 
/DB_XREF=gi: 12653228 
/UG=Hs.119 Wilms tumour 1- 
associating protein 
/FL=gb:BC000383.1 
gb:BC004432.1 


BC000383 




NP_690597 


210288_at 


0.005896 


gb:AF081675.1 /DEF=Homo 
sapiens ITIM-containing 
receptor MAFA-L mRNA, 
complete cds. /FEA=mRNA 
/PROD=ITIM-containing 
receptor MAFA-L 
/DB_XREF=gi:3421400 
/UG=Hs.146322 killer cell 
lectin-like receptor subfamily 
G, member 1 
/FL=gb:AF034952.1 
gb:AF081675.1 gb:AF097358.1 
gb:NM_005810.1 


AF081675 




NP_005801 
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210293_s_at 


7.63E-04 


gb:BC005032.1 /DEF=Homo 
sapiens, Sec23 (S. cerevisiae) 
homolog B, clone 
MGC: 12666, mRNA, complete 
cds /FFA=mRNA 
/PROD=Sec23 (S. cerevisiae) 
homolog B 

/DB XREF=gi:13477148 
/UG=Hs. 173497 Sec23 (S. 
cerevisiae) homolog B 
/FL=gb:BC005032.1 


BC005032 




NP_1 16781 


210296_s_at 


0.002692 


gb:BC005375.1 /DEF=Homo 
sapiens, peroxisomal 
membrane protein 3 (35kD, 
Zellweger syndrome), clone 
MGC:12491, mRNA, complete 
cds. /FEA=mRNA 
/PROD=peroxisomal 
mpmbranp nrotf»in ^ ^SkD 

Zellwegersyndrome) 
/DB_XREF=gi: 13529226 
/UG=Hs.180612 peroxisomal 
membrane protein 3 (35kD, 
Zellweger syndrome) 
/FL=gb:BC005375.1 


BC005375 




NP_000309 


210299_s_at 


0.004092 


gb:AF063002.1 /DEF=Homo 
sapiens LIM protein SLIMMER 
mRNA, complete cds. 
/FEA=mRNA /PROD=LIM 

/DB_XREF=gi:3859848 
/UG=Hs.239069 four and a 
half LIM domains 1 
/FL=gb:AF098518.1 
gb:AF063002.1 


AF063002 




NP_001440 


210312_s_at 


7.63E-04 


gb:BC002640.1 /DEF=Homo 
sapiens, Similar to uterine 
protein, clone MGC:4279, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar 
to uterine protein 
/DB_XREF=gi:12803610 
/UG=Hs.4187 hypothetical 
protein 24636 
/FL=gb:BC002640.1 


BC002640 




NP_777547 



Page 485 of 780 



TABLE 3K 



Genes Corresponding 1 


fo Differentially Expressed Genes in Figure 1 


8 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


210314_x_at 


0.001167 


gb:AF1 14013.1 /DEF=Homo 
sapiens tumor necrosis factor- 
related death ligand-1 gamma 
mRNA, complete cds. 
/FEA=mRNA /PROD=tumor 
necrosis factor-related 
deathlioand-1 namma 
/DB_XREF=gi:7328557 
/UG=Hs.54673 tumor necrosis 
factor (ligand) superfamily, 
member 13 
/FL=gb:AF1 36294.1 
gb:AF1 14013.1 


AF114013 




NP_742086 


210320_s_at 


0.03947 


gb:AF077033.1 /DEF=Homo 
sapiens putative ATP- 
dependent RNA helicase 
ROK1 mRNA, complete cds. 
/FEA=mRNA /PROD=outative 

ft l— /» IMIMin It 1 \ V/Ly In/ULGIIIV^ 

ATP-dependent RNA helicase 
ROK1 /DB_XREF=gi:4689113 
/UG=Hs.99423 ATP-dependent 
RNA helicase 
/FL=gb:AF077033.1 


AF077033 




NP_689513 


210340_s_at 


0.005574 


gb:BC002635.1 /DEF=Homo 
sapiens, colony stimulating 
factor 2 receptor, alpha, low- 
affinity (granulocyte- 
macrophage), clone 
MGC:3848, mRNA, complete 
cds. /FEA=mRNA 
/PROD=colony stimulating 
factor 2 receptor, alpha, low- 
affinity (granulocyte- 
macrophage) 
/DB_XREF=gi: 12803600 
/UG=Hs. 182378 colony 
stimulating factor 2 receptor, 
alpha, low-affinity (granulocyte- 
macrophage) 
/FL=gb:BC002635.1 


BC002635 




NP_758452 
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210356_x_at 


0.015605 


gb:BC002807.1 /DEF=Homo 
sapiens, membrane-spanning 
4-domains, subfamily A, 
member 2, clone MGC:3969 t 
mRNA, complete cds. 
/FEA=mRNA 

/PROD=membrane-spanning 4- 
domains, subfamily A, 
member2 

/DB_XREF=gi: 12803920 
/UG=Hs.89751 membrane- 
bpanniny H-aornains, suDiamny 
A, member 2 (Fc fragment of 
IgE, high affinity l f receptor 
for; beta polypeptide) 
/FL=gb:NM_021950.1 
gb:BC002807.1 


BC002807 




NP_690606 


210386_s_at 


0.003373 


gb:BC001906.1 /DEF=Homo 

canionc Qimilor \r\ matovin "1 
odpicilo, OflTlilcir 10 mciaxin 1, 

clone MGC:2518, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to metaxin 1 
/DB_XREF=gi: 12804906 
/UG=Hs.247551 metaxin 1 
/FL=gb:BC001 906.1 


BC001906 




NP_002446 


210395_x_at 


0.001852 


gb:AF1 16676.1 /DEF=Homo 
sapiens PR01957 mRNA, 

r^r\ m nlofo r>r\ c /CCA — mDM A 

complete cos. /rtM- mr\i\iA 
/PROD=PR01957 
/DB_XREF=gi:7959850 
/UG=Hs.298161 myosin, light 
polypeptide 4, alkali; atrial, 
embryonic /FL=gb:AF1 16676.1 


AF1 16676 




NP_002467 


210401_at 


0.015926 


gb:U45448.1 /DEF=Human 
P2x1 receptor mRNA, 
complete cds. /FEA=mRNA 
/PROD=P2X1 receptor 
/DB XREF=aM314356 
/UG=Hs.41735 purinergic 
receptor P2X, ligand-gated ion 
channel, 1 /FL=gb:U45448.1 
gb:AF020498.1 
gb:NM_002558.1 


U45448 




NP_002549 
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210406_s_at 


7.76E-04 


gb:AL1 36727.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp566K144 (from clone 
DKFZp566K144); complete 
cds /PFA=mRMA 

/GEN=DKFZp566K144 
/PROD=hypothetical protein 
/DB_XREF=gi: 12052972 
/UG=Hs.5636 RAB6A, 
member RAS oncogene family 
/FL=gb:AL1 36727.1 


AL1 36727 




NP_1 15520 


210407_at 


0.047091 


gb:AF070670.1 /DEF=Homo 
sapiens protein phosphatase 
2C alpha 2 mRNA, complete 
cds. /FEA=mRNA 
/PROD=protein phosphatase 

t- v-» a I p I id £. 

/DB_XREF=gi:3372871 
/UG=Hs. 57764 protein 
phosphatase 1A (formerly 
2C), magnesium-dependent, 
alpha isoform 
/FL=gb:AF070670.1 


AF070670 




NP_808821 


210422_x_at 


0.044397 


gb:D50402.1 /DEF=Human 
mRNA for NRAMP1, complete 
cds. /FEA=mRNA 
/PROD=Nramp 
/DB_XREF=gi: 1000996 

l\ \C^— Mc i i cnln+ck warrior 

/uo- ns. i ozo \ i soiuie earner 
family 11 (proton-coupled 
divalent metal ion 
transporters), member 1 
/FL=gb:D50402.1 gb:D50403.1 
gb:NM_000578.1 gb:L32185.1 


D50402 




NP_000569 


210434_x_at 


0.035692 


gb:AF1 51 056.1 /DEF=Homo 
sapiens HSPC222 mRNA, 
complete cds. /FEA=mRNA 
/PROD=HSPC222 
/DB XREF=ai*71 06833 
/UG=Hs. 323093 Homo 
sapiens, jumping translocation 
breakpoint, clone MGC: 10274, 
mRNA, complete cds 
/FL=gb:AF1 51 056.1 


AF151056 




NP_006685 
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210453_x_at 


0.002559 


gb:AL050277.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp566G013 (from clone 
DKFZp566G013); complete 
cds. /FEA=mRNA 

/PROD=hypothetical protein 
/DB_XREF=gi:4886454 
/UG=Hs. 107476 ATP 
synthase, H+ transporting, 
mitochondrial F1F0, subunit g 
/FL=gb:AL050277.1 


AL050277 




NP_006467 


210460_s_at 


6.66E-04 


gb:AB033605.1 /DEF=Homo 
sapiens mRNA for pUb-R5, 

UUlilfJldt; uUo. /rCA — illr\l>l/A 

/GEN=hpUb-R5 /PROD=pUb- 
R5 /DB_XREF=gi:8918352 
/UG=Hs.148495 proteasome 
(prosome, macropain) 26S 
subunit, non-ATPase, 4 
/FL=gb:AB033605.1 


AB033605 




NP_722544 


210466_s_at 


0.004311 


gb:BC002488.1 /DEF=Homo 
sapiens, Similar to 
DKFZP564M2423 protein, 
clone MGC:1357, mRNA, 

rnmnlpfp rHc /ppA-mRMA 
UUINfJltUC UJo. / 1 ELr\—l\ IrxlNM 

/PROD=Similar to 
DKFZP564M2423 protein 
/DB_XREF=gi: 12803338 
/UG=Hs. 165998 PAI-1 mRNA- 
binding protein 
/FL=gb:BC002488.1 


BC002488 




NP_056455 


210479_s_at 


0.015605 


gb:L14611.1 /DEF=Human 
transcription factor RZR-alpha 
mRNA, complete cds. 
/FEA=mRNA 

/PROD=transcription factor 
/DB_XREF=gi:348240 
/UG=Hs.2156 RAR-related 
orphan receptor A 
/FL=gb:L14611.1 
gb:NM_002943.1 gb:U04899.1 


L14611 




NP_599024 
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210499_s_at 


0.026333 


gb:AB041 834.1 /DEF=Homo 
Q^nipn^ mRNA for PORP-1hr 

complete cds. /FEA=mRNA 
/PROD=PQBP-1bc 
/DB_XREF=gi: 10801 589 
/UG=Hs. 30570 polyglutamine 
binding protein 1 
/FL=gb:AB041 834.1 


AB041834 




NP_005701 


210504_at 


0.004984 


gb:U65404.1 /DEF=Human 
erythroid-specific transcription 
factor EKLF mRNA, complete 
cds. /FEA=mRNA 
iv r\v-'L/~ , eryifiruiQ"5peciTic 

transcription factor EKLF 
/DB_XREF=gi: 1552995 
/UG=Hs. 37860 Kruppel-like 
factor 1 (erythroid) 
/FL=gb:NM_006563.1 
gb:U65404.1 


U65404 




NP_006554 


210506_at 


0.016588 


gb:U1 1282.1 /DEF=Human 
alpha(1 ,3)fucosyltransferase 
mRNA, complete , cds. 
/FEA=mRNA 

/rixwU— caipild^ 1 ,0jTUu05yluciri5ie 

rase /DB_XREF=gi:520524 
/UG=Hs.457 fucosyltransferase 
7 (alpha (1,3) 
fucosyltransferase) 
/FL=gb:NM 004479.1 
gb:U08112.1 gb:U1 1282.1 


U11282 




NP_004470 


210512_s_at 


0.010012 


gb:AF022375.1 /DEF=Homo 
sapiens vascular endothelial 
growth factor mRNA, 
complete cds. /FEA=mRNA 
/PROD=vascular endothelial 
growth factor 
/DB_XREF=gi:3719220 
/UG=Hs 73793 vascular 
endothelial growth factor 
/FL=gb:M32977.1 
gb:AF022375.1 
gb:NM 003376.1 
gb:AB021221.1 gb:AF091352.1 


AF022375 




NP_003367 



Page 490 of 780 



TABLE 3K 



Genes Corresponding To Differentially Expressed Genes in Figure 18 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 
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210532_s_at 


7.76E-04 


gb:AF1 16639.1 /DEF=Homo 
sapiens PR01574 mRNA, 
complete cds. /FEA=mRNA 
/PROD=PR01574 
/DB_XREF=gi:7959779 
/UG=Hs. 109052 chromosome 
14 open reading frame 2 
/FL=gb:AF1 16639.1 


AF1 16639 






210542_s_at 


0.016463 


gb:BC000585.1 /DEF=Homo 
sapiens, Similar to solute 
carrier family 21 (organic 
anion transporter), member 
11, clone MGC:659, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to solute 
carrier family 21 (organicanion 
transoorteh member 1 1 
/DB_XREF=gi:12653614 
/UG=Hs. 14805 solute carrier 
family 21 (organic anion 
transporter), member 11 
/FL=gb:BC000585.1 


BC000585 




NP_037404 


210543_s_at 


0.044019 


gb:U34994.3 /DEF=Homo 
sapiens DNA dependent 
protein kinase catalytic subunit 
(PRKDC) mRNA, complete 
cds; alternatively spliced. 
/FEA=mRNA /GEN=PRKDC 
/PROD=DNA dependent 
nrntpin kins^p ratalvtir ^uhunit 

pi uivii i i\m iaoc wu LCI 1 V LI O OUUUI ML 

/DB_XREF=gi:1 3606055 
/UG=Hs. 155637 protein 
kinase, DNA-activated, 
catalytic polypeptide 
/FL=gb:U34994.3 


U34994 




NP_008835 


210555_s_at 


0.049282 


gb:U85430.1 /DEF=Human 
transcription factor NFATx4 
mRNA, complete cds. 
/FEA=mRNA 

/PROD=transcription factor 
NFATx4 

/DB_XREF=gi: 1835590 
/UG=Hs. 172674 nuclear factor 
of activated T-cells, 
cytoplasmic, calcineurin- 
dependent 3 /FL=gb:U85430.1 


U85430 




NP_775188 
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210556_at 


0.0341 


gb:U85430.1 /DEF=Human 
transcription factor NFATx4 
mRNA, complete cds. 
/FEA=mRNA 

/PROD=transcription factor 
NFATx4 

/DB_XREF=gi: 1835590 
/UG=Hs. 172674 nuclear factor 
of activated T-cells, 
cytoplasmic, calcineurin- 
dependent 3 /FL=gb:U85430.1 


U85430 




NP_775188 


210598_at 


0.018398 


gb:AF1 30051.1 /DEF=Homo 
sapiens clone FLB3535 
PRO0898 mRNA, complete 
cd<i /FFA=mRNA 

/PROD=PRO0898 
/DB_XREF=gi: 11493408 
/UG=Hs.306960 Homo 
sapiens clone FLB3535 
PRO0898 mRNA, complete 
cds /FL=gb:AF130051.1 


AF1 30051 






210621_s_at 


0.01263 


gb:M23612.1 /DEF=Human 
GTPase-activating protein 
(GAP) mRNA, complete cds. 
/FEA=mRNA /GEN=GAP 
/PROD=GTPase-activating 

/UG=Hs.758 RAS p21 protein 
activator (GTPase activating 
protein) 1 

/FL=gb:NM_022650.1 
gb:M23612.1 


M23612 




NP_072179 


210624_s_at 


0.03797 


gb:BC000109.1 /DEF=Homo 
sapiens, Similar to ilvB 
(bacterial acetolactate 
synthase)-like, clone 
MGC:1269, mRNA, complete 
cds. /FEA=mRNA 
/PROD=Similar to ilvB 
(bacterial acetolactatesynthase) 
like /DB_XREF=gi: 126527 18 
/UG=Hs.78880 ilvB (bacterial 
acetolactate synthase)-like 
/FL=gb:BC000109.1 


BC000109 




NP_789796 
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210629_x_at 


0.018901 


gb:AF000425.1 /DEF=Homo 
sapiens LST1 mRNA, cLSTIA 
SDlice variant comDlete cds 
/FEA=mRNA /GEN=LST1 
/DB_XREF=gi:21 45065 
/UG=Hs.88411 lymphocyte 
antigen 117 
/FL=gb:AF000425.1 


AF000425 




NP_009092 


210638_s_at 


7.63E-04 


gb:AF1 76704.1 /DEF=Homo 
^anipn^ F-box nrotpin FRXQ 
mRNA, complete cds. 
/FEA=mRNA /PROD=F-box 
protein FBX9 
/DB_XREF=gi:6103646 
/UG=Hs. 11050 F-box only 
protein 9 /FL=gb:AF1 76704.1 


AF 176704 




NP_258442 


210639_s_at 


0.001167 


gb:AF293841.1 /DEF=Homo 
sapiens apoptosis-related 
protein (APG5L) mRNA, 
complete cds, alternatively 
spliced. /FEA=mRNA 
/C5FN=APn^l 

/PROD=apoptosis-related 
protein 

/DB XREF=gi: 12006863 
/UG=Hs.11171 APG5 
(autophagy 5, S. cerevisiae)- 
like /FL=gb:AF293841.1 


AF293841 




NP_004840 


210644_s_at 


0.003965 


gb:AF1 09683.1 /DEF=Homo 
sapiens leukocyte-associated 
Ig-like receptor 1b mRNA, 
complete cds. /FEA=mRNA 
/PROD=leukocyte-associated 
Ig-like receptor 1 b 
/DB_XREF=gi:6563041 
/UG=Hs.1 15808 leukocyte- 
associated Ig-like receptor 1 
/FL=gb:AF251 509.2 
gb:NM_021 706.1 
gb:AF1 09683.1 


AF1 09683 




NP_068354 
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210646_x_at 


0.031624 


gb:BC001 675.1 /DEF=Homo 
sapiens, ribosomal protein 
L13a, clone MGC:2546, 
mRNA, complete cds. 

/FFA=mRMA /PROn=rihn«nmal 

protein L13a 
/DB_XREF=gi: 12804528 
/UG=Hs. 119122 ribosomal 
protein L13a 
/FL=gb:BC001675.1 
gb:BC001836.1 


BC001675 




NP_036555 


210647_x_at 


0.01747 


gb:AF102988.1 /DEF=Homo 
sapiens Ca2+-independent 
phospholipase A2 short 
isoform (iPLA2) mRNA, 
complete cds. /FEA=mRNA 
/GEN=iPLA2 /PROD=Ca2+- 
independent phospholipase A2 

chnrt i^rifnrm 

O! 1 \J 1 I I9UIUI 1 1 1 

/DB_XREF=gi:5305593 
/UG=Hs. 120360 phospholipase 
A2, group VI (cytosolic, 
calcium-independent) 
/FL=gb:AF102988.1 


AF1 02988 




NP_003551 


210648_x_at 


6.66E-04 


gb:AB047360.1 /DEF=Homo 
sapiens SNX 3A mRNA for 

cnriinn novin *5 A r^/^nnnlofo 
oUlllliy IIcaIIi On, OUIIipiclc 

cds. /FEA=mRNA /GEN=SNX 
3A /PROD=sorting nexin 3A 
/DB_XREF=gi: 129571 59 
/UG=Hs.12102 sorting nexin 3 
/FL=gb:AB047360.1 


AB047360 




NP_690041 


210667_s_at 


0.003688 


gb:D86062.1 /DEF=Human 
mRNA for KNP-lb comDlete 

1 1 II Al 1/ t 1 Vp/I 1 \M 1 1 KJ a WAV III k/lw L w 

cds. /FEA=mRNA /GEN=KNP-I 
/PROD=KNP-lb 
/DB_XREF=gi: 154581 4 
/UG=Hs.182423 ES1 
(zebrafish) protein, human 
homolog of /FL=gb:D86062.1 


D86062 




NP_004640 
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210679_x_at 


0.014263 


gb:BC002629.1 /DEF=Homo 
sapiens, clone MGC:3878, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC:3878) 
/DB_XREF=gi: 12803588 
/UG=Hs.211563 B-cell 
CLLIymphoma 7A 
/FL=gb:BC002629.1 


BC002629 






210685_s_at 


0.018137 


gb:AB028839.1 /DEF=Homo 
sapiens HDNB1(homzygously 
deleted in neuroblastoma- 
1)UFD2 mRNA, complete cds. 
/FEA=mRNA 
/GEN=HDNB1 UFD2 

/P R D D= hn m7vnfti i^\v c\f*\&i&r\ 

in neuroblastoma-1UFD2 
/DB_XREF=gi: 1351 6466 
/UG=Hs.24594 ubiquitination 
factor E4B (homologous to 
yeast UFD2) 
/FL=gb:AB028839.1 


AB028839 




NP_006039 


210686_x_at 


7.76E-04 


gb:BC001407.1 /DEF=Homo 
sapiens, Similar to 
cytochrome c-like antigen, 
clone MGC:2960, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Similar to cytochrome 
c-like antigen 

/OR XRFF=nM9fi c i^1 10 

/UG=Hs.253070 Homo 
sapiens, Similar to 
cytochrome c-like antigen, 
clone MGC:2960, mRNA, 
complete cds 
/FL=gb:BC001407.1 


BC001407 






210691_s_at 


0.002621 


gb:AF275803.1 /DEF=Homo 
sapiens PNAS-107 mRNA, 
complete cds. /FEA=mRNA 
/PROD=PNAS-107 
/DB_XREF=gi: 10834769 
/UG=Hs.27258 calcyclin 
binding protein 
/FL=gb:AF275803.1 


AF275803 




NP_055227 
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210692_s_at 


0.007147 


gb:BC003163.1 /DEF=Homo 
sapiens, Similar to selectively 
expressed in embryonic 
epithelia protein-1, clone 
MGC:4220, mRNA, complete 
cds. /FEA=mRNA 

/ 1 r\uu — on 1 1 iidi iu ocitJULiVtsiy 

expressed in 

embryonicepithelia protein-1 
/DB_XREF=gi:1 31 11980 
/UG=Hs.274453 hypothetical 
protein DKFZp762A227 
/FL=gb:BC003163.1 


BC003163 






210706_s_at 


0.003515 


gb:BC000213.1 /DEF=Homo 
sapiens, ring finger protein 
24, clone MGC:1815, mRNA, 

pnmnlpfA pHq /PPAzmPMA 

/PROD=ring finger protein 24 
/DB_XREF=gi:12802985 
/UG=Hs.30524 ring finger 
protein 24 /FL=gb:BC000213.1 


BC000213 




NP_009150 


210715_s_at 


0.049173 


gb:AF027205.1 /DEF=Homo 
sapiens Kunitz-type protease 
inhibitor (kop) mRNA, 
uuinpicic; uub. /rc/-\— rnr\i\i/\ 
/GEN=kop /PROD=Kunitz-type 
protease inhibitor 
/DB_XREF=gi:2598967 
/UG=Hs.31439 serine protease 
inhibitor, Kunitz type, 2 
/FL=gb:AF027205.1 


AF027205 




NP_066925 


210716_s_at 


7.63E-04 


gb:M97501.1 /DEF=Human 
cytoplasmic linker protein-1 70 
alpha-2 (CLIP-170) mRNA, 
complete cds. /FEA=mRNA 
/PROD=cytoplasmic linker 
protein-1 70 alpha-2 
IDS XREF=qr 180621 
/UG=Hs.31638 restin (Reed- 
Steinberg cell-expressed 
intermediate filament- 
associated protein) 
/FL=gb:M97501.1 


M97501 




NP_002947 
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210756_s_at 


0.017123 


gb:AF308601.1 /DEF=Homo 
sapiens NOTCH 2 (N2) 

mPMA rnmnlptp pHq 
/FEA=mRNA /GEN=N2 
/PROD=NOTCH 2 
/DB_XREF=gi: 11275977 
/UG=Hs.8121 Notch 
(Drosophila) homolog 2 
/FL=gb:AF308601.1 


AF308601 






210772_at 


0.042697 


gb:M88107.1 /DEF=Human 
formyl peptide receptor 
(FPR2) mRNA, complete cds. 
/FEA=mRNA /GEN=FPR2 
/PROD=formyl peptide 
receptor /DB_XREF=gi: 189862 
/l JR=H«; QQR'SS fnrmvl npntirlp 
receptor-like 1 

/FL=gb:M76672.1 gb:M84562.1 
gb:M88107.1 gb:U81501.1 
gb:AF054013.1 
gb:NM_001462.1 


M88107 




NP_001453 


210775_x_at 


0.003674 


gb:AB01 5653.1 /DEF=Homo 
sapiens mRNA for caspase-9 
beta, complete cds. 
/FEA=mRNA /PROD=caspase- 
9 beta /DB_XREF=gi:5103139 

/I l("5=He: lnnfi41 ra«;na<!P Q 

apoptosis-related cysteine 
protease /FL=gb:AF093130.1 
gb:AF1 10376.1 gb:AB015653.1 
gb:AB020979.1 


AB015653 




NP_1 27463 


210788_s_at 


6.66E-04 


gb:AF1 26782.1 /DEF=Homo 
sapiens retinal short-chain 
dehydrogenasereductase 
retSDR4 mRNA, complete 
cds. /FEA=mRNA 
/PROD=retinal short-chain 
dehydrogenasereductaseretSD 
R4 /DB_XREF=gi:6318547 
/UG=Hs. 109201 CGI-86 
protein /FL=gb:AF1 26782.1 


AF 126782 
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210793_s_at 


0.001942 


gb:U41815.1 /DEF=Human 
nucleoporin 98 (NUP98) 
mRNA, complete cds. 
/FEA=mRNA /GEN=NUP98 
/PROD=nucleoporin 98 
/DB_XREF=gi: 1184172 
/UG=Hs. 112255 nucleoporin 
98kD /FL=gb:U41815.1 


U41815 




NP_624358 


210840_s_at 


0.030968 


gb:D29640.1 /DEF=Human 
mRNA for KIAA0051 gene, 
complete cds. /FEA=mRNA 
/GEN=KIAA0051 
/DB XREF=gi:473930 
/UG=Hs.1742 IQ motif 
containing GTPase activating 
protein 1 /FL=gb:D29640.1 


D29640 




NP_003861 


210844_x_at 


0.001942 


gb:D14705.1 /DEF=Human 
mRNA for alpha-catenin, 
complete cds. /FEA=mRNA 
/PROD=human alpha-catenin 
/DB_XREF=gi:415305 
/UG=Hs. 178452 catenin 
(cadherin-associated protein), 
alpha 1 (102kD) 
/FL=gb:BC000385.1 
gb:D14705.1 gb:D13866.1 


D14705 




NP_001894 


210845_s_at 


0.007818 


gb:U08839.1 /DEF=Human 
urokinase-type plasminogen 
activator receptor mRNA, 
complete cds. /FEA=mRNA 
/PROD=urokinase-type 
plasminogen activator receptor 
/DB_XREF=gi:517197 
/UG=Hs. 179657 plasminogen 
activator, urokinase receptor 
/FL=gb:U08839.1 


U08839 




NP_002650 
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210858_x_at 


0.029624 


gb:U26455.1 /DEF=Human 
phosphatidylinositol 3-kinase 
homolog (ATM) mRNA, 
complete cds. /FEA=mRNA 
/GEN=ATM 

/PROD=phosphatidylinositol 3- 

kina^p hnmnlnn 

r\ii icioc i iui 1 1 uiuy 

/DB_XREF=gi:870785 
/UG=Hs. 194382 ataxia 
telangiectasia mutated 
(includes complementation 
groups A, C and D) 
/FL=gb:U26455.1 


U26455 




NP_612150 


210859_x_at 


0.006756 


gb:AF077973.1 /DEF=Homo 
sapiens clone 36 CLN3 
protein (CLN3) mRNA, 
complete cds. /FEA=mRNA 
/GEN=CLN3 /PROD=CLN3 
Drotein /DB XREF=ar5801864 

1 w III / !«/ l—f /M \ L— 1 N4 1. WWW 1 

/UG=Hs. 194660 ceroid- 
lipofuscinosis, neuronal 3, 
juvenile (Batten, Spielmeyer- 
Vogt disease) 
/FL=gb:AF077973.1 


AF077973 




NP_000077 


210872_x_at 


0.022752 


gb:BC001 152.1 /DEF=Homo 
sapiens, growth arrest-specific 
7, clone MGC:1347, mRNA, 

pnmnlptp pHq /FFArmRNA 

\*\J 1 1 IfJIdC? OLIO. / t UA 1 1 1 r\IN/\ 

/PROD=growth arrest-specific 
7 /DB_XREF=gi: 12654630 
/UG=Hs.226133 growth arrest- 
specific 7 /FL=gb:BC001152.1 


BC001152 




NP_005881 


210875_s_at 


0.005471 


gb:U12170.1 /DEF=Human 
zinc finger homeodomain 
protein mRNA, complete cds. 
/FEA=mRNA /PROD=zinc 
finger homeodomain protein 
/DB_XREF=gi:529172 
/UG=Hs.232068 transcription 
factor 8 (represses interleukin 
2 expression) 
/FL=gb:U12170.1 


U12170 




NP_1 10378 
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210878_s_at 


0.002214 


gb:BC001 202.1 /DEF=Homo 
sapiens, clone MGC:3185, 
mRNA, complete cds. 
/FEA=mRNA /PROD=l Jnknnwn 

It 1 1 1 1 \ 1 i r\ f n 1 \\/L/ Ul lr\I IUVVI 1 

(protein for MGC:3185) 
/DB_XREF=gi: 12654720 
/UG=Hs.24125 putative zinc 
finger protein 
/FL=gb:BC001202.1 


BC001202 




NP_057688 


210879_s_at 


0.01132 


gb:AF334812.1 /DEF=Homo 
sapiens Rab11 interacting 

nrntein Rin11a mRMA 

complete cds. /FEA=mRNA 
/PROD=Rab1 1 interacting 
protein Rip11a 
/DB_XREF=gi: 13377896 
/UG=Hs.24557 KIAA0857 
protein /FL=gb:AF334812.1 


AF334812 




NP_056285 


210891_s_at 


0.001641 


gb:AF035737.1 /DEF=Homo 
sapiens general transcription 
factor 2-I (GTF2I) mRNA, 
complete cds. /FEA=mRNA 

transcription factor 2-1; 
alternativesplice product 
/DB_XREF=gi:2827179 
/UG=Hs.278589 general 
transcription factor II, i 
/FL=gb:AF035737.1 


AF035737 




NP_1 27496 


210907_s_at 


7.25E-04 


gb:BC002506.1 /DEF=Homo 
sapiens, programmed cell 
death 10, clone MGC:1212, 
mRNA, complete cds. 
/FEA=mRNA 
/PROD=programmed cell 
death 10 

/DB_XREF=gi: 12803370 
/UG=Hs.28866 programmed 
cell death 10 
/FL=gb:BC002506.1 


BC002506 




NP_665859 
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210915_x_at 


0.003875 


gb:M15564.1 /DEF=Human T- 
cell receptor rearranged beta- 
chain V-reaion A/-D-J} mRNA 
complete cds. /FEA=mRNA 
/GEN=TCRB 
/DB_XREF=gi:339011 
/UG=Hs.303157 T cell 
receptor beta locus 
/FL=gb:M 15564.1 


M 15564 






210926_at 


0.005347 


gb:AY014272.1 /DEF=Homo 
sapiens FKSG30 (FKSG30) 
mRNA, complete cds. 

/FFA=mRNA /GEN=FKSR^0 
/PROD=FKSG30 
/DB_XREF=gi:12408251 
/UG=Hs.315492 Homo 
sapiens FKSG30 (FKSG30) 
mRNA, complete cds 
/FL=gb:AY014272.1 


AY014272 






210927_x_at 


0.003373 


gb:BC004239.1 /DEF=Homo 
sapiens, jumping translocation 
breakpoint, clone MGC: 10274, 
mRNA, complete cds. 
/FEA=mRNA /PROD=jumping 
translocation breakpoint 
/DB_XREF=gi: 13278986 

sapiens, jumping translocation 
breakpoint, clone MGC: 10274, 
mRNA, complete cds 
/FL=gb:BC004239.1 


BC004239 




NP_006685 


210942_s_at 


0.027176 


gb:AB022918.1 /DEF=Homo 
sapiens mRNA for alpha2,3- 
sialyltransferase ST3Gal VI, 
complete cds. /FEA=mRNA 
/GEN=ST3Gal VI 
/PROD=alpha2,3- 
sialyltransferase ST3Gal VI 
/DB_XREF=gi:4827246 
/UG=Hs.34578 alpha2,3- 
sialyltransferase 
/FL=gb:AB022918.1 


AB022918 




NP_006091 
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210943_s_at 


7.63E-04 


gb:U84744.1 /DEF=Human 
Chediak-Higashi syndrome 
protein short isoform (LYST) 
mRNA, complete cds. 
/FEA=mRNA /GEN=LYST 
/PROD=nhpfliak-Hina<5hi 

it i\V/L/ i icu iui\ i MUaOl II 

syndrome protein short 
isoform /DB_XREF=gi:2654473 
/UG=Hs.36508 Chediak- 
Higashi syndrome 1 
/FL=gb:U84744.1 


U84744 




NP_000072 


210944_s_at 


0.013527 


gb:BC003169.1 /DEF=Homo 
sapiens, Similar to calpain 3, 
(oQ4^ clone MGC 4403 
mRNA, complete cds. 
/FEA=mRNA /PROD=Similar 
to calpain 3, (p94) 
/DB_XREF=gi:131 11992 
/UG=Hs.40300 calpain 3, 
(p94) /FL=gb:BC003169.1 


BC003169 




NP_775113 


210950_s_at 


7.63E-04 


gb:BC003573.1 /DEF=Homo 
sapiens, farnesyl-diphosphate 
farnesyltransferase 1, clone 
MGC:2200, mRNA, complete 
cds. /FEA=mRNA 

/PROD— farnPQv/l-HinhnQnhatP 
it r\vy L-r—icii i icoyi uipi lUopi laic 

farnesyltransferase 1 
/DB_XREF=gi: 13097746 
/UG=Hs.48876 farnesyl- 
diphosphate 
farnesyltransferase 1 
/FL=gb:BC003573.1 


BC003573 




NP_004453 


210951_x_at 


0.001835 


gb:AF1 25393.1 /DEF=Homo 
sapiens Rab27 isoform 
mRNA, complete cds. 
/FEA=mRNA /PROD=Rab27 
isoform /DB_XREF=gi:5410356 
/UG=Hs.50477 RAB27A, 
member RAS oncogene family 
/FL=gb:AF1 25393.1 


AF1 25393 




NP_004571 
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210965_x_at 


0.010937 


gb:BC001274.1 /DEF=Homo 
sapiens, Similar to cell 
division cycle 2-like 5 
(cholinesterase-related cell 
division controller), clone 
MGC:5091, mRNA, complete 
cds. /FEA=mRNA 
/PROD=Similar to cell division 
cycle 2-like 5(cholinesterase- 
related cell division controller) 
/DB XRFF=aM 2654860 
/UG=Hs.59498 cell division 
cycle 2-like 5 (cholinesterase- 
related cell division controller) 
/FL=gb:BC001 274.1 


BC001274 




NP_1 12557 


210966_x_at 


0.020519 


gb:BC001460.1 /DEF=Homo 
sapiens, Similar to 
hypothetical protein FLJ 10378, 
clone MGC:2954, mRNA, 
rnmnlptp pHq /FFA=mRNA 

/PROD=Similar to hypothetical 
protein FLJ 10378 
/DB_XREF=gi: 12655204 
/UG=Hs.6214 KIAA0731 
protein /FL=gb:BC001460.1 


BC001460 




NPJ)56130 




\J.\J 1 oow 


yu./Ai i i ouojj. i /ULr~nuiiiu 

sapiens PRO2042 mRNA, 
complete cds. /FEA=mRNA 
/PROD=PRO2042 
/DB_XREF=gi:6650823 
/UG=Hs.69171 protein kinase 
C-like 2 /FL=gb:AF1 18089.1 


AF1 1R08Q 

/A I 1 1 OUOC/ 




MP 006947 


210972_x_at 


0.00121 


gb:M15565.1 /DEF=Human T- 
cell receptor rearranged alpha- 
chain V-region (V-D-J) mRNA, 
complete cds. /FEA=mRNA 
/GEN=TCRA 
/DBJ(REF=gi:338765 
/UG=Hs.74647 Human T-cell 
receptor active alpha-chain 
mRNA from JM cell line, 
complete cds 
/FL=gb:M 15565.1 


M 15565 
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210980_s_at 


7.63E-04 


gb:U47674.1 /DEF=Homo 
sapiens putative heart protein 
PHP mRNA, complete cds. 

/FFA=mRMA /PROn=PHP 

/DB_XREF=gi:3860239 
/UG=Hs.75811 N- 
acylsphingosine 
amidohydrolase (acid 
ceramidase) /FL=gb:U47674.1 


U47674 




NP_808592 


210981_s_at 


0.006756 


gb:AF040751.1 /DEF=Homo 
sapiens G protein-coupled 
receptor kinase 6, splice 
variant B (GRK6) mRNA, 
complete cds. /FEA=mRNA 

/nFN=nRKfi /PRODzfi 

/\jL-IN-Or\r\U / r r\\w/LJ— O 

protein-coupled receptor 
kinase 6, splicevariant B 
/DB_XREF=gi:3005015 
/UG=Hs.76297 G protein- 
coupled receptor kinase 6 
/FL=gb:AF040751.1 


AF040751 




NP_002073 


£- \ \J JOO o a I 




nh-794797 1 /DFF=H QpnipnQ 

tropomyosin isoform mRNA, 
complete CDS. /FEA=mRNA 
/PROD=tropomyosin isoform 
/DB_XREF=gi:854188 
/UG=Hs.77899 tropomyosin 1 

folnh^ /F! — nh-79A797 1 


794797 




nip nnn^^7 


210987_x_at 


6.66E-04 


gb:M1 9267.1 /DEF=Human 
tropomyosin mRNA, complete 
cds. /FEA=mRNA 
/DB_XREF=gi:339943 
/UG=Hs.77899 tropomyosin 1 
(alpha) /FL=gb:M19267.1 


M 19267 






210996_s_at 


0.001852 


gb:U43430.1 /DEF=Human 
epsilon isoform 14-3-3 protein 
mRNA, complete cds. 
/FEA=mRNA /PROD=14-3-3 
protein /DB__XREF=gi:4096984 
/UG=Hs.79474 tyrosine 3- 
monooxygenasetryptophan 5- 
monooxygenase activation 
protein, epsilon polypeptide 
/FL=gb:U43399.1 gb:U43430.1 


U43430 




NP_006752 
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211015_s_at 


0.001213 


gb:L1 2723.1 /DEF=Human 
heat shock protein 70 (hsp70) 
mRNA, complete cds. 
/FFA=mRNA /RFNI=h«;n70 

/PROD=heat shock protein 70 
/DB_XREF=gi:292159 
/UG=Hs.90093 heat shock 
70kD protein 4 
/FL=gb:L12723.1 


L12723 






211025_x_at 


7.63E-04 


gb:BC006229.1 /DEF=Homo 
sapiens, cytochrome c 

UAIUdoC ouUUllll VU, UlUllc 

MGC: 10622, mRNA, complete 
cds. /FEA=mRNA 
/PROD=cytochrome c oxidase 
subunit Vb 

/DB XREF=gi: 13623258 
/FL=gb:BC006229.1 


BC006229 




NP_001853 


211026_s_at 


0.010975 


gb:BC006230.1 /DEF=Homo 

^anipnQ Ix/Qnnhn^nhnlinflQP- 
oci|jici io, lyowjji iwopi iuiijjgoc? 

like, clone MGC: 10338, 
mRNA, complete cds,. 
/FEA=mRNA 

/PROD=lysophospholipase-like 
/DB_XREF=gi: 13623260 
/FL=gb:BC006230.1 


BC006230 




NP_009214 


211034_s_at 


0.022133 


gb:BC006270.1 /DEF=Homo 
ocipicno, clone ivioo. i izy i, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC:11291) 
/DB_XREF=gi: 13623331 
/FL=gb:BC006270.1 


BC006270 






211040_x_at 


0.018947 


gb:BC006325.1 /DEF=Homo 
sapiens, G-2 and S-phase 
exDressed 1 clone 
MGC: 12560, mRNA, complete 
cds. /FEA=mRNA /PROD=G-2 
and S-phase expressed 1 
/DB XREF=gi: 13623450 
/FL=gb:BC006325.1 


BC006325 




NP_057510 
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211043_s_at 


0.004987 


gb:BC006332.1 /DEF=Homo 
sapiens, clathrin, light 
poiypepnac ^luu^, cione 
MGC: 12930, mRNA, complete 
cds. /FEA=mRNA 
/PROD=clathrin, light 
polypeptide (Lcb) 
/DB_XREF=gi: 13623458 
/FL=gb:BC006332.1 


BC006332 




NP_009028 


211047_x_at 


0.041179 


gb:BC006337.1 /DEF=Homo 
sapiens, cione Mvjo.n^/yo, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC: 12798) 
/DB_XREF=gi: 13623468 
/FL=gb:BC006337.1 


BC006337 




NP_067586 






y u. duuudo / zf. \ /LJtZi— nui iiu 

sapiens, tubulin alpha 1, 
clone MGC:12832, mRNA, 
complete cds. /FEA=mRNA 
/PROD=tubulin alpha 1 
/DB_XREF=gi: 13623540 
/FL=gb:BC006379.1 


Rpnnfi^7Q 




mp nn^o7^ 

IN r_UUOU 1 o 


211060_x_at 


0.010937 


gb:BC006383.1 /DEF=Homo 
sapiens, cione iviou. izooo, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC: 12663) 
/DB XREF=gi: 13623546 
/FL=gb:BC006383.1 


BC006383 




NP_003792 


211067_s_at 


0.037276 


gb:BC006454.1 /DEF=Homo 
sapiens, growtn arrest-speciiic 
7, clone MGC: 1348, mRNA, 
complete cds. /FEA=mRNA 
/PROD=growth arrest-specific 
7 /DB_XREF=gi: 13623656 
/FL=gb:BC006454.1 


BC006454 




NP_005881 


211068_x_at 


0.03867 


gb:BC006456.1 /DEF=Homo 

mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC: 1426) 
/DB_XREF=gi: 13623660 
/FL=gb:BC006456.1 


BC006456 
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911079 y at 


0 001 Q49 


nh'RC00R4ft1 1 /DFF=Hnmn 
yu.Dvuuo*to i. i /ucr- nuinu 

sapiens, tubulin alpha 1, 
clone MGC.4387, mRNA, 
complete cds. /FEA=mRNA 
/PROD=tubulin alpha 1 
/DB XREF=gi: 13623706 
/FL=gb:BC006481.1 


RP00R4R1 




MP 00607^ 
IN r UUDU/ O 


211074_at 


0.011487 


gb:AF000381.1 /DEF=Homo 
Sapiens non-runcuonai roiate 
binding protein mRNA, 
complete cds. /FEA=mRNA 
/PROD=non-functional folate 
binding protein 
/DB_XREF=gi:2565195 
/FL=gb:AF000381.1 


AF000381 






911075 c at 

£. I I U f O O CI L 


7 95F-04 


nh795591 1 /nPF-M canbnc 

yu.txooz 1. 1 /ucr— n. sapiens 
integrin associated protein 
mRNA, complete CDS,. 
/FEA=mRNA /PROD=integrin 
associated protein 
/DB_XREF=gi:396704 
/FL=gb:Z25521.1 


795591 




KIP 0017fift 
rMr_UU I (OO 


9110ft5 c at 


0 00979A 


nh'7954^0 1 /nPP-U canione 

gu.iizD^fou. I /utr—n. sapiens 
protein-serinethreonine kinase 
gene, complete CDS. 
/FEA=mRNA /PROD=protein- 
serinethreonine kinase 
/DB_XREF=gi:405738 
/FL=gb:Z25430.1 






mp nnp07^ 


911087 v at 


U.UOOOOH 


go.z.zo^oz. i /utr—n. sapiens 
protein-serinethreonine kinase 
gene, complete CDS. 
/FEA=mRNA /PROD=protein- 
serinethreonine kinase 
/DB_XREF=gi:405742 
/FL=gb:Z25432.1 


Z.Z040Z 




lNr_OZU0OO 


211089 s at 


0 039351 


ab Z25434 1 /DFF=H sani>n<; 
protein-serinethreonine kinase 
gene, complete CDS. 
/FEA=mRNA /PROD=protein- 
serinethreonine kinase 
/DB XREF=gi:405746 
/FL=gb:Z25434.1 


795434 




NP 68QQ33 
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211097_s_at 


0.028228 


gb:BC003111.1 /DEF=Homo 
sapiens, Similar to pre-B-cell 
leukemia transcription factor 
2, clone MGC:2174, mRNA, 
complete cos. ;rtA-mKN/\ 
/PROD=Similar to pre-B-cell 
leukemia transcriptionfactor 2 
/DB_XREF=gi:13111886 
/UG=Hs.93728 pre-B-cell 
leukemia transcription factor 2 
/FL=gb:BC003111.1 


BC003111 






211098_x_at 


0.003584 


gb:AF277194.1 /DEF=Homo 

p^nian^ DM A O "IOC rvtDKI A 

sapiens riNAo-ioo idkina, 
complete cds. /FEA=mRNA 
/PROD=PNAS-136 
/DB_XREF=gi:12751112 
/UG=Hs.93832 putative 
membrane protein 
/FL=gb:AF277194.1 


AF277194 




NP_061899 


211121_s_at 


0.010702 


gb:AF1 80527.1 /DEF=Homo 
sapiens p22Dokdel (DOKDEL) 
mRNA, complete cds. 
/FEA=mRNA /GEN=DOKDEL 

/DDnn-nOonAi/rifti 
/rKUU-pii^UOKaei 

/DB_XREF=gi:6606314 
/UG=Hs. 103854 docking 
protein 1, 62kD (downstream 
of tyrosine kinase 1) 
/FL=gb:AF1 80527.1 


AF1 80527 




NP_001372 


211136_s_at 


0.02164 


gb:BC004865.1 /DEF=Homo 
sapiens, cleft lip and palate 
associated transmembrane 
protein 1, clone MGC: 10593, 
mRNA, complete cds. 
/FEA=mRNA /PROD=cleft lip 

dllU fJa IcJlC aooUOIdlcU 

transmembraneprotein 1 
/DB_XREF=gi: 13436079 
/UG=Hs. 106671 cleft lip and 
palate associated 
transmembrane protein 1 
/FL=gb:BC004865.1 


BC004865 




NP_001285 
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211144_x_at 


0.041086 


gb:M30894.1 /DEF=Human T- 
cell receptor Ti rearranged 

nsmin^-rhain mRNA \/_ LP* 
Ljallllllcl ^lldlll lilrvlN/A V-J-w 

region, complete cds. 
/FEA=mRNA /GEN=CD3G 
/DB_XREF=gi:339406 
/UG=Hs. 112259 T cell 
receptor gamma locus 
/FL=gb:M30894.1 


M30894 






211202_s_at 


0.027738 


gb:AF087481.1 /DEF=Homo 
sapiens retinoblastoma binding 
protein 2 homolog 1 
(RBBP2H1) mRNA, complete 
cds. /FEA=mRNA 

/PROD=retinoblastoma binding 
protein 2 homolog 1 
/DB_XREF=gi:4322487 
/UG=Hs. 143323 putative 
DNAchromatin binding motif 
/FL=gb:AF087481.1 


AF087481 




NP_006609 


211220_s_at 


0.038535 


gb:BC005329.1 /DEF=Homo 
sapiens, Similar to heat shock 
transcription factor 2, clone 
MGC:12415, mRNA, complete 

rHc /PFA-mRWA 

/PROD=Similar to heat shock 
transcription factor 2 
/DB_XREF=gi: 135291 06 
/UG=Hs.158195 heat shock 
transcription factor 2 
/FL=gb:BC005329.1 


BC005329 




NP_004497 


211251_x_at 


0.019643 


gb:U78774.1 /DEF=Human 
NFY-C mRNA comDlete cds 

1 1 1 1 V> II II Ml f \ | v/ w 1 1 1 *J 1 w lw wU w ■ 

/FEA=mRNA /PROD=NFY-C 
/DB_XREF=gi:2327008 
/UG=Hs.168157 nuclear 
transcription factor Y, gamma 
/FL=gb:U78774.1 


U78774 




NP_055038 
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211252_x_at 


0.035785 


gb:U36759.1 /DEF=Human pre 
T cell receptor alpha-type 
chain precursor, mRNA, 
complete cds. /FEA=mRNA 
/PROD=Dre-T cell receDtor 

t ■ IX %^ W 1 \* 1 II 1 \/ WW W IV 1 

alpha-type chain precursor 
/DB_XREF=gi:1 127580 
/UG=Hs. 169002 Human pre 
TCR alpha mRNA, partial cds 
/FL=gb:U36759.1 


U36759 




NP_612153 


211255_x_at 


0.014463 


gb:AF064605.1 /DEF=Homo 
sapiens KE05 protein mRNA, 
comolete cds /FEA=mRNA 
/PROD=KE05 protein 
/DB_XREF=gi:31 52663 
/UG=Hs. 169681 death effector 
domain-containing 
/FL=gb:AF064605.1 


AF064605 




NP J 27491 


211275_s_at 


7.63E-04 


gb:AF087942.1 /DEF=Homo 
saDiens alvcoaenin-1L mRNA 

wmwivi ■ w ■ y ww w| wi i ii i t w» iiii \ i *j 

complete cds. /FEA=mRNA 
/PROD=glycogenin-1 L 
/DB_XREF=gi:5814084 
/UG=Hs. 174071 glycogenin 
/FL=gb:AF087942.1 


AF087942 




NP_004121 


211286_x_at 


0.03335 


gb:L29349.1 /DEF=Homo 
sapiens granulocyte- 
macrophage colony-stimulating 
factor receptor alpha-subunit 3 
(GM-CSF-RA3) mRNA, 
complete cds. /FEA=mRNA 
/GEN=GM-CSF-RA3 
/PROD=granulocyte- 
macrophage colony-stimulating 
factorreceptor alpha-subunit 3 
/DB_XREF=gi:460284 
/UG=Hs. 182378 colony 
stimulating factor 2 receptor, 
alpha, low-affinity (granulocyte- 
macrophage) /FL=gb:L29349.1 


L29349 


- 


NP_758452 
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211287_x_at 


7.76E-04 


gb:M64445.1 /DEF=Human 
GM-CSF receptor mRNA, 
complete cds. /FEA=mRNA 
/GEN=GM-CSF receptor 
/PROD=GM-CSF receotor 
/DB_XREF=gi:183361 
/UG=Hs. 182378 colony 
stimulating factor 2 receptor, 
alpha, low-affinity (granulocyte- 
macrophage) /FL=gb:M64445.1 


M64445 




NP_758452 


211297_s_at 


7.41 E-04 


gb:L20320.1 /DEF=Human 
protein serinethreonine kinase 
stkl mRNA, complete cds. 
/FEA=mRNA /PROD=protein 
serinethreonine kinase 
/DB XREF=ai 348242 
/UG=Hs. 184298 cyclin- 
dependent kinase 7 (homolog 
of Xenopus M015 cdk- 
activating kinase) 
/FL=gb:L20320.1 


L20320 




NP_001790 


211307_s_at 


0.016001 


gb:U43677.1 /DEF=Human Fc 
alpha receptor, splice variant 
FcalphaR a.3 (CD89) mRNA, 
complete cds. /FEA=mRNA 
/GFN=nnftQ /PROn=Fr alnha 
receptor 

/DB_XREF=gi: 1439557 
/UG=Hs.193122 Fc fragment 
of IgA, receptor for 
/FL=gb:U43677.1 gb:D87854.1 
gb:D87856.1 . 


U43677 




NP_579814 


211318_s_at 


0.00121 


gb:U85943.1 /DEF=Homo 
sapiens mRNA-associated 
protein mrnp41 mRNA, 
complete cds. /FEA=mRNA 
/PROD=mRNA-associated 
protein mrnp41 
/DB_XREF=gi:2231591 
/UG=Hs. 196209 RAE1 (RNA 
export 1, S.pombe) homolog 
/FL=gb:U85943.1 


U85943 
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211325_x_at 


0.030752 


gb:U72518.1 /DEF=Human 
destrin-2 pseudogene mRNA, 

/PROD=destrin-2 
/DB_XREF=gi:1673523 
/UG=Hs. 199299 Human 
destrin-2 pseudogene mRNA, 
complete cds 
/FL=gb:U72518.1 


U72518 






211332_x_at 


0.023487 


gb:AF144241.1 /DEF=Homo 
sapiens hemochromatosis 
splice variant 861-2305del 
mRNA, complete cds. 
/FEA=mRNA /GEN=HFE 

/PROD=:hpmnphromatnQiQ 

/ 1 1 \WL/ 1 iCI i IUl/1 II Ul 1 lalUolo 

splice variant 861-2305del 

/DB_XREF=gi: 11094322 

/UG=Hs.20019 

hemochromatosis 

/FL=gb:AF144239.1 

gb:AF144241.1 


AF 144241 






211362_s_at 


0.016057 


gb:AF1 69949.1 /DEF=Homo 
sapiens headpin mRNA, 
complete cds. /FEA=mRNA 
/PROD=headpin 

/nR XRFF=ni^Q1 1 *3fiA 

/UG=Hs.241407 serine (or 
cysteine) proteinase inhibitor, 
clade B (ovalbumin), member 
13 /FL=gb:AF1 69949.1 
gb:NM_012397.1 


AF169949 




NP_036529 


211383_s_at 


0.00121 


gb:AL1 36827.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434F2427 (from clone 
DKFZp434F2427V comDlete 
cds. /FEA=mRNA 
/GEN=DKFZp434F2427 
/PROD=hypothetical protein 
/DB_XREF=gi:6807664 
/UG=Hs.27207 KIAA0982 
protein /FL=gb:AL1 36827.1 


AL1 36827 




NP_054742 
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211404_s_at 


7.63E-04 


gb:BC004371.1 /DEF=Homo 
sapiens, clone MGC: 10449, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC: 10449) 
/DB_XREF=gi: 133251 15 
/UG=Hs.279518 amyloid beta 
(A4) precursor-like protein 2 
/FL=gb:BC004371.1 


BC004371 




NP_001633 


211417_x_at 


7.63E-04 


gb:L20493.1 /DEF=Human 
gamma-glutamyl 
transpeptidase mRNA, 

pomnlptp pHq /FFA=mRMA 
uui i ipidc uud. /run — 1 1 1 1 \ i >ir\ 

/PROD=gamma-glutamyl 
transpeptidase 
/DB_XREF=gi:306754 
/UG=Hs.284380 gamma- 
glutamyltransferase 1 
/FL=gb:L20493.1 


L20493 






211426_x_at 


0.038584 


gb:U40038.1 /DEF=Human 
GTP-binding protein alpha q 
subunit (GNAQ) mRNA, 
complete cds. /FEA=mRNA 
/GEN=GNAQ /PROD=GTP- 

Hinriinn nmtoin alnha n 

UIMUMILJ piULCJII dlfJIld \J{ 

subunit /DB_XREF=gi:1 181670 
/UG=Hs.296261 guanine 
nucleotide binding protein (G 
protein), q polypeptide 
/FL=gb:U40038.1 


U40038 




NP_002063 


211429_s_at 


0.047167 


gb:AF1 19873.1 /DEF=Homo 
sapiens PR02275 mRNA, 
complete cds. /FEA=mRNA 
/PROD=PR02275 
/DB_XREF=gi:77701 82 
/UG=Hs.297681 serine (or 
cysteine) proteinase inhibitor, 
clade A (alpha-1 
antiproteinase, antitrypsin), 
member 1 /FL=gb:AF1 19873.1 


AF1 19873 




NP_000286 
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211433_x_at 


0.007591 


gb:AL583909.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp761J197 (from clone 
DKFZp761J197); complete 
cds /FEA=mRNA 

vm . it hum ir\ 

/GEN=DKFZp761J197 
/PROD=hypothetical protein 
/DB_XREF=gi: 13093772 
/UG=Hs.301696 hypothetical 
protein FLJ11560 
/FL=gb:AL583909.1 


AL583909 




NP_079458 


211454_x_at 


0.002559 


gb:AF336878.1 /DEF=Homo 
sapiens FKSG51 (FKSG51) 
mRNA, complete cds. 
/FFA=mRNA /C5FNI=FK < 5f5 I i1 
/PROD=FKSG51 
/DB_XREF=gi:1 33841 84 
/UG=Hs.326752 Homo 
sapiens FKSG51 (FKSG51) 
mRNA, complete cds 
/FL=gb:AF336878.1 


AF336878 






211474_s_at 


0.023543 


gb:BC004948.1 /DEF=Homo 
sapiens, clone MGC: 10846, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC: 10846) 

/DR XRFF=ni-1^4^fi^1^ 

/UG=Hs.41072 serine (or 
cysteine) proteinase inhibitor, 
clade B (ovalbumin), member 
6 /FL=gb:BC004948.1 


BC004948 






211475_s_at 


7.63E-04 


gb:AF1 16273.1 /DEF=Homo 
sapiens Bag1 protein variant 
mRNA, complete cds. 
/FEA=mRNA /PROD=Bag1 
protein variant 
/DB_XREF=gi:4583370 
/UG=Hs.41714 BCL2- 
associated athanogene 
/FL=gb:AF1 16273.1 


AF1 16273 




NP_004314 
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211505_s_at 


7.63E-04 


gb:AL1 36601.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564J1516 (from clone 
DKFZp564J1516); complete 
cds /FEA=mRNA 
/GEN=DKFZp564J1516 
/PROD=hypothetical protein 
/DB_XREF=gi: 13276702 
/UG=Hs.6113 staufen 
(Drosophila, RNA-binding 
protein) /FL=gb:AL1 36601.1 


AL1 36601 






211509 s at 

£.11 WV»/ O GIL 


7.25E-04 


abAB015639 1 /DEF=Homo 
sapiens ASY mRNA, complete 
cds. /FEA=mRNA /GEN=ASY 
/DB_XREF=gi:5821139 
/UG=Hs.65450 reticulon 4 
/FL=gb:AB01 5639.1 


AB015639 




NP 722550 

I'll f t— y-t \J 


211529_x_at 


0.024403 


gb:M90684.1 /DEF=Human 
lymphocyte antigen (HLA- 
G2 1^ mRNA comDlete cds 
/FEA=mRNA /GEN=HLA-G 
/PROD=b2 microglobulin 
/DB_XREF=gi: 188467 
/UG=Hs.73885 HLA-G 
histocompatibility antigen, 
class I, G /FL=gb:M90684.1 


M90684 




NP_002118 


211546_x_at 


7.83E-04 


gb:L36674.1 /DEF=Human 
(clone 2-5) synuclein (NACP) 
mRNA, complete cds. 
/FEA=mRNA /GEN=NACP 
/PROD=svnuclein 
/DB_XREF=gi:556211 
/UG=Hs.76930 synuclein, 
alpha (non A4 component of 
amyloid precursor) 
/FL=gb:L36674.1 


L36674 




NP_009292 


211578_s_at 


0.027 


gb:M60725.1 /DEF=Human 
p70 ribosomal S6 kinase 
alpha-ll mRNA, complete cds. 
/FEA=mRNA /PROD=p70 
ribosomal S6 kinase alpha-ll 
/DB_XREF=gi: 189509 
/UG=Hs.86858 ribosomal 
protein S6 kinase, 70kD, 
polypeptide 1 
/FL=gb:M60725.1 


M60725 
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211581_x_at 


0.031551 


gb:AF000426.1 /DEF=Homo 
sapiens LST1 mRNA, cLSTIE 
splice variant, complete cds. 
/FEA=mRNA /GEN=LST1 
/DB_XREF=gi:2145067 
/UG=Hs.88411 lymphocyte 
antigen 117 
/FL=gb:AF000426.1 


AF000426 




NP_009092 


211582_x_at 


0.049833 


gb:AF000424.1 /DEF=Homo 
sapiens LST1 mRNA, cLSTIC 
splice variant, complete cds. 
/FEA=mRNA '/GEN=LST1 
/DB_XREF=gi:2145063 
/UG=Hs.88411 lymphocyte 
antigen 117 
/FL=gb:AF000424.1 


AF000424 




NP_009092 


211609_x_at 


0.007271 


gb:U51007.1 /DEF=Human 
26S protease subunit S5a 
mRNA, complete cds. 
/FEA=mRNA /PROD=26S 
protease subunit S5a 
/DB_XREF=gi:1256400 
/FL=abU51007 1 


U51007 






211622_s_at 


0.016987 


gb:M33384.1 /DEF=Human 

ADP-ribosylation factor (ARF3) 

mRNA, complete cds. 

/FEA=mRNA 

/DB XREF=gi: 178980 

/FL=gb:M33384.1 


M33384 






211623_s_at 


0.020369 


gb:M30448.1 /DEF=Human 
casein kinase II beta subunit 
mRNA, complete cds. 
/FEA=mRNA /GEN=CSNK2B 
/DB XREF=gi:181154 
/FL=gb:M30448.1 


M30448 






211657_at 


0.001008 


gb:M18728.1 /DEF=Human 
nonspecific crossreacting 
antigen mRNA, complete cds. 
/FEA=mRNA /GEN=NCA; 
NCA; NCA /PROD=non- 
specific cross reacting antigen 
/DB XREF=gi: 189084 
/FL=gb:M18728.1 


M 18728 




NP_002474 
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211666_x_at 


0.008944 


gb:L22453.1 /DEF=Homo 
sapiens HIV-1 TAR RNA 
binding protein (TARBP-b) 
mRNA, complete cds. 
/FEA=mRNA /GEN=TARBP-b 
/DB_XREF=gi:347963 
/FL=gb:L22453.1 


L22453 




NP_000958 


211671_s_at 


0.024403 


gb:U01351.1 /DEF=Human 
glucocorticoid receptor alpha-2 
mRNA, complete cds. 
/FEA=mRNA 

/PROD=glucocorticoid receptor 
alpha-2 /DB_XREF=gi:458656 
/FL=gb:U01351.1 


U01351 




NP_000167 


211676_s_at 


7.25E-04 


gb:AF056979.1 /DEF=Homo 
sapiens clone YAN1 interferon 
gamma receptor mRNA, 
complete cds. /FEA=mRNA 
/PROD=interferon-gamma 
receptor 

/DB_XREF=gi: 13562048 
/FL=gb:AF056979.1 « 


AF056979 




NP_000407 


211684_s_at 


0.001763 


gb:AF250307.1 /DEF=Homo 
sapiens cytoplasmic dynein 
intermediate chain 2C mRNA 
complete cds. /FEA=mRNA 
/PROD=cytoplasmic dynein 
intermediate chain 2C 
/DB_XREF=gi: 1 3649464 
/FL=gb:AF250307.1 


AF250307 




NP_001369 


211685_s_at 


0.022707 


gb:AF251061.1 /DEF=Homo 
sapiens neurocalcin mRNA, 
complete cds. /FEA=mRNA 
/PROD=neurocalcin 
/DB_XREF=gi:13625183 
/FL=gb:AF251 061.1 


AF251061 




NP_1 14430 



Page 517 of 780 



TABLE 3K 



Genes Corresponding To Differentially Expressed Genes in Figure 18 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


211693_at 


0.028228 


gb:AF343666.1 /DEF=Homo 
sapiens translocation 
associated fusion protein 
IRTA1IGA1 (IRTA1IGHA1) 
mRNA, complete cds. 
/FEA=mRNA 

f 9 ^—i \ fill XI ^/ \ 

/GEN=IRTA1 IGHA1 

/PROD=translocation 

associated fusion 

proteinlRTA1IGA1 

/DB_XREF=gi:13591717 

/FL=gb:AF343666.1 


AF343666 






211696_x_at 


0.005347 


gb:AF349114.1 /DEF=Homo 
saoiens beta alobin chain 
variant (HBB) mRNA, 
complete cds. /FEA=mRNA 
/GEN=HBB /PROD=beta 
globin chain variant 
/DB_XREF=gi: 135491 11 
/FL=gb:AF349114.1 


AF349114 




NP_000509 


211699_x_at 


6.73E-04 


gb:AF349571.1 /DEF=Homo 
sapiens hemoglobin alpha-1 
alobin chain fHBA1^ mRNA' 
complete cds. /FEA=mRNA 
/GEN=HBA1 

/PROD=hemoglobin alpha-1 
globin chain 
/DB_XREF=gi: 13650073 
/FL=gb:AF349571.1 


AF349571 




NP_000549 


211702_s_at 


6.66E-04 


gb:AF350251.1 /DEF=Homo 

^anipn^ iihintiitin ^nprific 

protease mRNA, complete 
cds. /FEA=mRNA 
/PROD=ubiquitin specific 
protease 

/DB_XREF=gi: 13560796 
/FL=gb:AF350251.1 


AF350251 




NP_1 15971 


211703_s_at 


0.002724 


gb:AF353990.1 /DEF=Homo 
sapiens beta-amyloid binding 
protein precursor (BBP) 
mRNA, complete cds. 
/FEA=mRNA /GEN=BBP 
/PROD=beta-amyloid binding 
protein precursor 
/DB_XREF=gi: 13625458 
/FL=gb:AF353990.1 


AF353990 




NP_1 14416 
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211710_x_at 


0.032771 


gb:BC005817.1 /DEF=Homo 
sapiens, ribosomal protein L4 f 
clone MGC:11073, mRNA, 
complete cds. /FEA=mRNA 
/PROD=ribosomal protein L4 
/DB_XREF=gi: 13543303 
/FL=gb:BC005817.1 


BC005817 




NP_000959 


211711_s_at 


0.020419 


gb:BC005821.1 /DEF=Homo 
sapiens, phosphatase and 
tensin homolog (mutated in 
multiple advanced cancers 1), 
clone MGC:11227, mRNA, 
comolete cds /FEA=mRNA 
/PROD=phosphatase and 
tensin homolog (mutated 
inmultiple advanced cancers 
1) /DB_XREF=gi: 13543309 
/FL=gb:BC005821.1 


BC005821 




NP_000305 


211725_s_at 


7.25E-04 


gb:BC005884.1 /DEF=Homo 
saDiens clone MGC 4736 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC:4736) 
/DB_XREF=gi: 13543452 
/FL=gb:BC005884.1 


BC005884 






211729_x_at 


0.013803 


gb:BC005902.1 /DEF=Homo 
sapiens, Similar to biliverdin 
reductase A clone 
MGC:14491, mRNA, complete 
cds. /FEA=mRNA 
/PROD=Similar to biliverdin 
reductase A 
/DB_XREF=gi: 13543488 
/FL=gb:BC005902.1 


BC005902 




NP_000703 


211730_s_at 


0.005574 


gb:BC005903.1 /DEF=Homo 
sapiens, polymerase (RNA) II 
(DNA directed) polypeptide L 
(7.6kD), clone MGC:14494, 
mRNA, complete cds. 
/FEA=mRNA 

/PROD=polymerase (RNA) II 
(DNA directed) polypeptide 
L(7.6kD) v 
/DB_XREF=gi: 13543491 
/FL=gb:BC005903.1 


BC005903 




NP_066951 
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211733_x_at 


0.027176 


gb:BC005911.1 /DEF=Homo 
saDiens sterol carrier Drotein 
2, clone MGC:14505, mRNA, 
complete cds. /FEA=mRNA 
/PROD=sterol carrier protein 2 
/DB_XREF=gi: 13543502 
/FL=gb:BC005911.1 


BC005911 




NP_002970 


211742_s_at 


0.003393 


gb:BC005926.1 /DEF=Homo 
sapiens, ecotropic viral 
intea ration site 2B clone 
MGC: 14529, mRNA, complete 
cds. /FEA=mRNA 
/PROD=ecotropic viral 
integration site 2B 
/DB_XREF=gi: 13543535 
/FL=gb:BC005926.1 


BC005926 




NP_006486 


211744_s_at 


7.25E-04 


gb:BC005930.1 /DEF=Homo 
sapiens, Similar to CD58 
antigen, (lymphocyte function- 
associated antigen 3), clone 
MGC' 14538 mRNA comDlete 
cds. /FEA=mRNA 
/PROD=Similar to CD58 
antigen, (lymphocytefunction- 
associated antigen 3) 
/DB_XREF=gi: 13543544 
/FL=gb:BC005930.1 


BC005930 




NP_001770 


211745_x_at 


0.002603 


gb:BC005931.1 /DEF=Homo 
saniens hemoalobin alnha 2 
clone MGC:14541, mRNA, 
complete cds. /FEA=mRNA 
/PROD=hemoglobin, alpha 2 
/DB_XREF=gi: 13543547 
/FL=gb:BC005931.1 


BC005931 




NP_000508 


211746_x_at 


0.018947 


gb:BC005932.1 /DEF=Homo 
sapiens, proteasome 
(prosome, macropain) subunit, 
alpha type, 1, clone 
MGC: 14542, mRNA, complete 
cds. /FEA=mRNA 
/PROD=proteasome (prosome, 
macropain) subunit, alphatype, 
1 /DB_XREF=gi: 13543550 
/FL=gb:BC005932.1 


BC005932 




NP_683877 
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211750_x_at 


0.019976 


gb:BC005946.1 /DEF=Homo 
sapiens, clone MGC: 14580, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC: 14580) 
/DB_XREF=gi: 13543588 
/FL=gb:BC005946.1 


BC005946 




NP_1 16093 


211755_s_at 


0.005574 


gb:BC005960.1 /DEF=Homo 
sapiens, Similar to ATP 
synthase, H+ transporting, 
mitochondrial F0 complex, 
subunit b, isoform 1, clone 
MGC: 14609, mRNA, complete 
cds. /FEA=mRNA 
/PROD=Similar to ATP 
synthase, H+ 

transporting, mitochondrial F0 
complex, subunit b, isoform 1 
/DB_XREF=gi: 1354361 7 
/FL=gb:BC005960.1 


BC005960 




NP_001679 


211758_x_at 


0.025231 


gb:BC005968.1 /DEF=Homo 
sapiens, ATP binding protein 
associated with cell 
differentiation, clone 
MGC14620 mRNA comolete 
cds. /FEA=mRNA /PROD=ATP 
binding protein associated 
with celldifferentiation 
/DB_XREF=gi: 13543638 
/FL=gb:BC005968.1 


BC005968 




NP_005774 


211760_s_at 


7.63E-04 


gb:BC005974.1 /DEF=Homo 
sapiens, vesicle-associated 
membrane protein 4, clone 
MGC: 14658, mRNA, complete 
cds. /FEA=mRNA 
/PROD=vesicle-associated 
membrane protein 4 
/DB_XREF=gi: 13543647 
/FL=gb:BC005974.1 


BC005974 




NP_003753 
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211763_s_at 


0.003009 


gb:BC005979.1 /DEF=Homo 
sapiens, ubiquitin-conjugating 
enzyme E2B (RAD6 
homolog), clone MGC:14670, 
mRNA comnlpte cds 
/FEA=mRNA /PROD=ubiquitin- 
conjugating enzyme E2B 
(RAD6 homolog) 
/DB_XREF=gi: 13543659 
/FL=gb:BC005979.1 


BC005979 




NP_003328 


211764_s_at 


0.011969 


gb:BC005980.1 /DEF=Homo 
sapiens, ubiquitin-conjugating 
enzyme E2D 1 (homologous 
to yeast UBC45), clone 
MGC'14673 mRNA comolete 
cds. /FEA=mRNA 
/PROD=ubiquitin-conjugating 
enzyme E2D 1 (homologousto 
yeast UBC45) 
/DB_XREF=gi: 13543662 
/FL=gb:BC005980.1 


BC005980 




NP_003329 


211776_s_at 


0.007839 


gb:BC006141.1 /DEF=Homo 
sapiens, Similar to erythrocyte 
protein band 4.1 -like 3, clone 
MGC - 13087 mRNA comnlete 
cds. /FEA=mRNA 
/PROD=Similar to erythrocyte 
protein band 4.1 -like 3 
/DB XREF=gi: 13544008 
/FL=gb:BC006141.1 


BC006141 


• 


NP_036439 


211779_x_at 


7.25E-04 


gb:BC006155.1 /DEF=Homo 
sapiens, clone MGC: 13188, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC: 131 88) 
/DB_XREF=gi: 13544040 
/FL=gb:BC006155.1 


BC006155 




NP_036437 
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211782_at 


0.036502 


gb:BC006170.1 /DEF=Homo 
sapiens, Similar to iduronate 
2-sulfatase (Hunter syndrome), 
uiuNt? ivioo. io^loo, rnrviNM, 
complete cds. /FEA=mRNA 
/PROD=Similar to iduronate 2- 
sulfatase (Huntersyndrome) 
/DB_XREF=gi: 13544076 
/FL=gb:BC006170.1 


BC006170 




NP_006114 


211783_s_at 


0.003976 


gb:BC006177.1 /DEF=Homo 
sapiens, Similar to metastasis 
dbbociaiea i , cione 
MGC: 13258. mRNA, complete 
cds. /FEA=mRNA 
/PROD=Similar to metastasis 
associated 1 
/DB_XREF=gi: 13544097 
/FL=gb:BC006177.1 


BC006177 




NP_004680 


211794_at 


0.039561 


gb:AF198052.1 /DEF=Homo 
sapiens EVH1 domain binding 
protein mRNA, complete cds. 

irCA-V/Uo /rRUU-CVn I 

domain binding protein 
/DB_XREF=gi:7416992 
/UG=Hs.58435 FYN-binding 
protein (FYB-120130) 
/FL=gb:AF198052.1 


AF1 98052 




NP_001456 


211796_s_at 


0.006596 


gb:AF043179.1 /DEF=Homo 
sapiens T cell receptor beta 
chain (TCRBV13S1- 
TCRBJ2S1) mRNA, complete 
cds. /FEA=CDS 
/GEN=TCRBV1 3S1-TCRBJ2S1 
/PROD=T cell receptor beta 
chain /DB_XREF=gi:3002924 
/UG=Hs.303157 T cell 
receptor beta locus 
/FL=gb:AF043179.1 


AF043179 
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211816_x_at 


0.01812 


gb:D87858.1 /DEF=Homo 
sapiens mRNA for 
CD89JJ04, complete cds. 

/DB_XREF=gi: 1561 545 
/UG=Hs.193122 Fc fragment 
of IgA, receptor for 
/FL=gb:D87858.1 gb:D87860.1 


D87858 




NP_579814 


211822_s_at 


0.031451 


gb:AF229061.1 /DEF=Homo 
sapiens NAC-gamma splice 
variant (NAC) mRNA, 
complete cds, alternatively 
spliced. /FEA=CDS 

gamma splice variant 
/DB_XREF=gi:12656108 
/UG=Hs. 104305 death effector 
filament-forming Ced-4-like 
apoptosis protein 
/FL=gb:AF229061.1 


AF229061 




NP_1 27500 


211858_x_at 


7.63E-04 


gb:AF088184.1 /DEF=Homo 
sapiens guanine nucleotide- 
binding protein Gs alpha 
subunit isoform L2 mRNA, 
complete cds. /FEA=CDS 
/PROD=guanine nucleotide- 
binding protein Gs 
aipnasuDunii isororm 
/DB_XREF=gi:3552031 
/UG=Hs.273385 guanine 
nucleotide binding protein (G 
protein), alpha stimulating 
activity polypeptide 1 
/FL=gb:AF088184.1 


AF088184 




NP_536351 


211902_x_at 


0.007693 


gb:L34703.1 /DEF=Homo 
sapiens T-cell receptor alpha 
chain (TCRA) mRNA (HLA- 
A1, 24; B7, 8; DR 1, 3), 
complete cds. /FEA=CDS 
/GEN=TCRA /PROD=T-cell 

icocpiui dipi Id 

/DB_XREF=gi:1 100165 
/UG=Hs.74647 Human T-cell 
receptor active alpha-chain 
mRNA from JM cell line, 
complete cds /FL=gb:L34703.1 


L34703 
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211913 s at 

£— 1 1 yj \ \J O CI L 


0 033986 


abl_08961 1 /DEF=Homo 
sapiens transmembrane 
tyrosine kinase mRNA, 
complete cds. /FEA=CDS 
/PROD=tyrosine kinase 
/DB_XREF=gi:897614 
/FL=gb:L08961.1 


I 08961 






211Q21 x at 




sapiens fetal thymus 
prothymosin alpha mRNA, 
complete cds. /FEA=CDS 
/PROD=prothymosin alpha 
/DB_XREF=gi: 13560658 
/FL=gb:AF348514.1 


nru*tOJ IH 




kip nn?fti4 


211928_at . 


0.01747 


Consensus includes 
gb:AB002323.1 /DEF=Human 
mRNA for KIAA0^?5 npnp 
partial cds. /FEA=mRNA 
/GFN=KIAA0V5 
/DB_XREF=gi:2224590 
/UG=Hs.7720 dynein, 
cytoplasmic, heavy polypeptide 
1 


AB002323 




NP_001367 


211930_at 


0.01135 


Homo sapiens BX1 mRNA, 
partial cds 


BE867771 


Hs.249247 




211936_at 


0.003373 


Consensus includes 
gb:AF216292.1 /DEF=Homo 
sapiens endoplasmic reticulum 
lumenal Ca2+ binding protein 
grp78 mRNA, complete cds. 
/FEA=CDS 

/PROD=endoplasmic reticulum 
lumenal Ca2+ bindinaorotein 
grp78 /DB_XREF=gi:7229461 
/UG=Hs.75410 heat shock 
70kD protein 5 (glucose- 
regulated protein, 78kD) 
/FL=gb:AF21 6292.1 


AF216292 




NP_005338 
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211937_at 


0.011969 


Consensus includes 
gb:NM_001417.1 /DEF=Homo 
sapiens eukaryotic translation 
initiation factor 4B (EIF4B), 
mRNA. /FEA=CDS 
/riPN— pipar 

/r rvvju— BUKaryoiic translation 
initiation factor 4B 
/DB_XREF=gi:4503532 
/UG=Hs.93379 eukaryotic 
translation initiation factor 4B 
/FL=gb:NM_001417.1 


NM_001417 




NP_001408 


211941 s at 


0.044364 


prostatic binding protein 


BF686267 


Hs.80423 


NP 002558 


z i i y*f*f at 


U.U I ODUO 


L/Onsensus inciuues 
gb:BE729523 /FEA=EST 
/DB_XREF=gi: 1014351 5 
/DB XREF=est:601564896F1 
/CLONE=IMAGE:3926279 
/UG=Hs.69559 KIAA1096 
protein 


ALuyooo/ 




KID nKKQQ7 




U.uUOO 1 %J 


Pftnconciic inr^li iHqc 
V^UMocrioUo INUlUUco 

gb:BG261071 /FEA=EST 
/DB_XREF=gi: 12770887 
/DB XREF=est:602372693F1 
/CLONE=IMAGE:4480631 
/UG=Hs.69559 KIAA1096 
protein 






MP n^^QftT 


211950_at 


0.043116 


Consensus includes 
gb:AB007931.1 /DEF=Homo 
sapiens mRNA for KIAA0462 
protein, paniai cas. 
/FEA=mRNA /GEN=KIAA0462 
/PROD=KIAA0462 protein 
/DB_XREF=gi:3413885 
/UG=Hs.297641 KIAA0462 
protein 


AB007931 




NP_065816 


211960 s at 


7.63E-04 


Consensus includes 
gb:BG261416 /FEA=EST 
/DB_XREF=gi:1 2771232 
/DB_XREF=est:6023731 92F1 
/CLONE=IMAGE:4484422 
/UG=Hs.237955 hypothetical 
protein PRO2706 






IN r UUHUAO 
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211961_s_at 


6.66E-04 


Consensus includes 
ab*AK000826 1 /DEF=Homo 
sapiens cDNA FLJ20819 fis, 
done ADSF00S11 
/FEA=mRNA 
/DB_XREF=gi:7021139 
/UG=Hs.237955 hypothetical 
protein PRO2706 


AK000826 




NP_004628 


211963_s_at 


0.001942 


actin related protein 2/3 
complex, subunit 5, 16kDa 


AL5 16350 


Hs.82425 


NP_005708 


211976_at 


0.002109 


Consensus includes 
gb:AK026168.1 /DEF=Homo 
sapiens cDNA: FLJ22515 fis, 
clone HRC12122, highly 
similar to AF052101 Homo 
sapiens clone 23872 mRNA 
sequence. /FEA=mRNA 

/ vj i— > /\i\L_i yi. i uuujj i 

/UG=Hs. 188882 Homo 
sapiens cDNA: FLJ21862 fis, 
clone HEP02321, highly 
similar to AF052101 Homo 
sapiens clone 23872 mRNA 
sequence 


AK026168 






211Q84 at 

1 1 %70*t di 




CQTe (V/lnrlorotolw cimilor \f\ 
CO 1 o, iVIUUfcil dldy oillllldl IU 

apolipoprotein B mRNA editing 
enzyme, catalytic polypeptide- 
like 2; apolipoprotein B mRNA 
editing enzyme, catalytic 
polypeptide 2 [Homo sapiens] 
[H. sapiens] 




He 'KIAAAA 




?11Qft^ c at 
I 1 5uJ o_dl 


U.UUZ IUC7 


Co 1 o, IvIUUcl dltJiy oliMMdl IU 

apolipoprotein B mRNA editing 

ct idyllic, udidiyuo |JUiypc[JLiUc- 

like 2; apolipoprotein B mRNA 
editing enzyme, catalytic 
polypeptide 2 [Homo sapiens] 
[H. sapiens] 


MIDOO/ OU 


He X7AAAA 




211994_at 


6.66E-04 


protein kinase, lysine deficient 1 


AI742553 


Hs. 184592 


NP_061852 


211999_at 


0.037941 


Consensus includes 
ab Z48950 /DEF=H saoiens 
hH3.3B gene for histone H3.3 
/FEA=mRNA 
/DB_XREF=gi:761715 
/UG=Hs. 180877 H3 histone, 
family 3B (H3.3B) 
/FL=gb:NM 005324.1 


NMJJ05324 




NP_005315 
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212007 at 


0.044214 


Consensus includes 
gb:AI927512 /FEA=EST 
/DB_XREF=gi:5663476 
/DB XREF=est:wo90g11.x1 
/CLONE=IMAGE:2462660 
/UG=Hs.77495 UBX domain- 
containing 1 


D87684 




NP 055422 


212010_s_at 


0.005652 


Consensus includes 
gb:AK025647.1 /DEF=Homo 
sapiens cDNA: FLJ21994 fis, 

rlnnp HFPf)fiS77 hinhlv 

civile i ii i i i , iii^tiiy 

similar to AF1 03803 Homo 

^anipn^ plonp H41 unknown 

mRNA. /FEA=mRNA 
/DB_XREF=gi: 10438231 
/UG=Hs.283690 hypothetical 
protein /FL=gb:NM_01 7548.1 


AK025647 




NP_060018 


212020_s_at 


0.013264 


antigen identified by monoclonal 
antibody Ki-67 


BF001806 


Hs.80976 


NP_002408 


212024_x_at 


0.001022 


see GenBank Accession 
Number U01184 forcDNA; 
similar to Drosophila 

1 1 ICIdl lULjOOld .nil HI VJ5CI IDcJl lr\ 

Accession Number U01182 and 
Caenorhabditis elegans flil 
homolog in GenBank Accession 
Number U01183; Homo sapiens 
FLU gene, complete cds. 


NM_002018 




NP_002009 


212025_s_at 


0.004814 


see GenBank Accession 
Number U01184for cDNA; 
similar to Drosophila 

I MCldllUy dolcl INI HI Ocl I Dal lr\ 

Accession Number U01182 and 

wad itji i iduuiLio cieyai io mm 

homolog in GenBank Accession 
Number U01183; Homo sapiens 
FLU gene, complete cds. 


NM_002018 




NP_002009 


212027_at 


7.63E-04 


Homo sapiens cDNA: FLJ22454 
fis, clone HRC09703 


BE466128 


Hs.409075 




212034_s_at 


0.018901 


likely ortholog of mouse exocyst 
component protein 70 kDa 
homolog (S. cerevisiae) Exo70: 
exocyst component protein 70 
kDa homolog (S. cerevisiae) 


BE646386 


Hs.325530 


NP_056034 
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212036_s_at 


0.037941 


Consensus includes 
ab*AW1 52664 /FEA=EST 
/DB_XREF=gi:6200564 
IDS XREF=est:xf77g02.x1 
/CLONE=IMAGE:2624114 
/UG=Hs.44499 pinin, 
desmosome associated 
protein 


Y09703 




NP_002678 


212043_at 


0.001719 


Consensus includes 

LJU.vV/^Ujo /rcn-co 1 

/DB_XREF=est:zd66e04.s1 
/CLONE=IMAGE:345630 
/UG=Hs.110771 Homo 
sapiens cDNA: FLJ21904 fis, 
clone HEP03585 


AK025557 






212044 s at 


0.003976 


ribosomal protein L27a 


BE737027 


Hs.76064 


NP 000981 


212046_x_at 


0.047167 


Consensus includes 
gb:X60188.1 /DEF=Human 
ERK1 mRNA for protein 

SCI II ICll II CUI MUC IMIIdoC 

/FEA=mRNA /GEN=ERK1 
/PROD=protein serinethreonine 
kinase /DB_XREF=gi:31220 
/UG=Hs.861 mitogen-activated 
protein kinase 3 


X60188 






212051_at 


0.00109 


Consensus includes 
gb:AA676803 /FEA=EST 
/DB_XREF=gi:2657325 
/DB_XREF=est:zj65b04.s1 

/uo— ns, i oyyo nomo sapiens 
cDNA: FLJ23260 fis, clone 
COL05804, highly similar to 
HSU90911 Human clone 
23652 mRNA sequence 


AK026913 




NP_573571 


212055 at 


7.63E-04 


DKFZP586M1523 protein 


BF689173 


Hs.22981 


NP 056291 






^/UiiocnoUo inciuuco 
gb:AA206161 /FEA=EST 
/DB_XREF=gi:1801720 
/DB XREF=est za55f01 s1 
/CLONE=IMAGE:645529 
/UG=Hs.75909 KIAA0182 
protein 


nsnnri/i 

L/OUUUH 






212063_at 


0.001942 


ESTs, Weakly similar to 
TRHYJHUMAN Trichohyalin 
[H. sapiens] 


BE903880 


Hs.408878 


NPJ300601 
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212065_s_at 


0.015616 


Consensus includes 

ab AW502434 /FFA=FST 
/DB_XREF=gi:71 16911 
/DB_XREF=est:UI-HF-BR0p-ajs- 
g-03-O-UI.M 

/CLONE=IMAGE:3075652 
/UG=Hs. 180948 KIAA0729 
protein 


AB018272 






212066_s_at 


0.036998 


Consensus includes 
gb:AB018272.1 /DEF=Homo 
sapiens mRNA for KIAA0729 

nrf\toin r» artist pHc 
piUlClll, |Jdl Udl L/Uo. 

/FEA=mRNA /GEN=KIAA0729 

/PROn=KIAA079Q nrnfpin 

/DB_XREF=gi:3882178 
protein 


AB018272 






212071_s_at 


0.002931 


spectrin, beta, non-erythrocytic 
1 


BE968833 


Hs. 107164 


NP_842565 


212072_s_at 


0.004987 


casein kinase 2, alpha 1 
polypeptide pseudogene 


AI161318 


Hs.375587 




212076_at 


0.044214 


Consensus includes % 
gb:AI701430 /FEA=EST 
/DB_XREF=gi:4989330 
/DB_XREF=est:we29h08.x1 

/ \j LAJ IN C— 1 1 VlrNO C Z o*fZ 0 Oy 

/UG=Hs.199160 
myeloidlymphoid or mixed- 
lineage leukemia (trithorax 
(Drosophila) homolog) 
/FL=gb:L04284.1 
gb:NM_005933.1 


NM_005933 




NP_005924 


212081_x_at 


0.044597 


Consensus includes 
gb:AF1 29756 /DEF=Homo 
sapiens MSH55 gene, partial 
cds; and CLIC1, DDAH, G6b, 
G6c, G5b, G6d, G6e, G6f, 
BAT5, G5b, CSK2B, BAT4, 
G4, Apo M, BAT3, BAT2, AIF 
1 1C7 LST-1 LTB TNF 

1 J 1 * ) \v/ 1 If 1— 1 L_/ | fill | 

and LTA genes, complete cds 

/FEA=mRNA_20 

/DB XREF=gi:4337095 

/UG=Hs.25911 HLA-B 

associated transcript-2 


AF1 29756 
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n_\/al 1 1 a 


wt?owri|Jiiuii 


VJCl It* 

Accession 
No. 


1 Ininpnp 

Accession 
No. 


riuiciu 

Accession 
No. 


212082_s_at 


0.010065 


myosin, light polypeptide 6, 
alkali, smooth muscle and non- 
muscle 


BE734356 


Hs.77385 


NP_524149 


212098 at 


0.006864 


ESTs 


AL1 34724 


Hs.408961 




212101_at 


0.046445 


Consensus includes 
gb:AU154321 /FEA=EST 

/L/D Ar\Cr- yi. I I U I OOnZ 

/DB_XREF=est:AU 154321 
/CLONE=NT2RP4000774 
/UG=Hs.301553 karyopherin 
alpha 6 (importin alpha 7) 
/FL=gb:AF060543.1 
gb:NM_012316.1 


NM_012316 




NP_036448 


212102_s_at 


0.038728 


Consensus includes 
gb:AK002111.1 /DEF=Homo 
sapiens cDNA FLJ11249 fis, 
clone PLACE1 008790, highly 
similar to Homo sapiens 

imnortin alnha 7 Qiihiinit 

IlllpUIUli cJIfJI Id 1 oUUUMIl 

mRNA. /FEA=mRNA 
/DB_XREF=gi:7023792 
/UG=Hs.301553 karyopherin 
alpha 6 (importin alpha 7) 
/FL=gb:AF060543.1 
gb:NM_012316.1 


NM_012316 




NP_036448 


212112_s_at 


0.006483 


Consensus includes 

nh- AlftlfiOA'* /FPA-PQT 
yu.Mio IDZhO /rCn-Col 

/UD ArxCr- gi.0*+O I ( 0\d 

/DB XREF=est:au46a11.x1 
/CLONE=IMAGE:2517788 
/UG=Hs. 106823 H.sapiens 
gene from PAC 426I6, similar 
to syntaxin 7 


AL035306 




NP_803173 


212120 at 


7.25E-04 


ras-like protein TC10 


BF348067 


Hs.250697 


NP 036381 


212124 at 


0 002214 


Consensus includes 
gb:AF070622.1 /DEF=Homo 
sapiens clone 24800 mRNA 
sequence. /FEA=mRNA 
/DB_XREF=gi:3283888 
/UG=Hs.7252 KIAA1224 
protein 


AF070622 
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p-value 
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Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212132_at 


0.049173 


Consensus includes 
gb:AL1 17499.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434D1335 (from clone 

nKF7rLA1A.ri J iWi\- nartial rHc 
L-*r\l ^-P*tO*+LJ \OOD/ } pdlUdl UJo. 

/PPA-mRMA 

/PROD=hypothetical protein 

/r>R YRPP-ni-^QIOnn"? 
/L»D_At\Cr— yl.Oo IZUUO 

/UG=Hs.8258 
DKFZP434D1335 protein 


AL1 17499 




NP_056393 


212135 s at 


0.003875 


ribosomal protein L35a 


AW517686 


Hs.287361 


NP 001675 


212136 at 


0.008944 


ribosomal protein L35a 


AW517686 


Hs.287361 


NP 001675 


212137_at 


0.002621 


hypothetical protein MGC 19556 


AV746402 


Hs.356357 


NP_291029 


212159_x_at 


6.66E-04 


Consensus includes 

/DB_XREF=gi:3593794 
/DB_XREF=est:qd92c05.x1 
/CLONE=IMAGE:1736936 
/UG=Hs.19121 adaptor-related 
protein complex 2, alpha 2 
subunit 


AB020706 




NP_036437 


212163_at 


0.014602 


Consensus includes 
gb:AB033076.1 /DEF=Homo 
sapiens mRNA for KIAA1250 
protein, partial cds. 
/FEA=mRNA /GEN=KIAA1250 
/r'KvJu— t\iMM izou protein 
/DB_XREF=gi:6330860 
/UG=Hs.9873 likely homolog 
of rat kinase D-interacting 
substance of 220 kDa; 
KIAA1250 protein 


AB033076 






212165_at 


0.013527 


Consensus includes 

yD.MrU / UOO / . I /UCr- nOlTlO 

saDiens clone 24606 mRNA 

wUk/IUI 1 w VIVI 1 W fc.lV till \ 1 ^1/1 

sequence. /FEA=mRNA 
/DB_XREF=gi:3387894 
/UG=Hs. 17481 Homo sapiens 
clone 24606 mRNA sequence 


AL1 33052 




NP_612400 


212166 at 


0.001584 


RAN binding protein 16 


H38643 


Hs. 172685 


NP 055839 
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Gene 

Accession 

No. 


Unigene 

Accession 
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Protein 

Accession 

No. 


212168_at 


7.63E-04 


Consensus includes 
ab\AL514547 /FFA=FST 
/DB_XREF=gi: 12778041 
/DB_XREF=est:AL514547 
/CLONE=CL0BB004ZC07 (3 
prime) /UG= Hs.1 80895 
putative brain nuclearly- 
targeted protein 


AB018308 




NP_690051 


?1?175 <; at 


f) 016408 


PinnQPnQiiQ inr^lnH^Q 

UvilOCIlOUd lllOIUUCO 

gb:AL513611 /FEA=EST 
/DB_XREF=gi:12777105 
/DB_XREF=est:AL513611. 
/CLONE=XCL0BB001ZB07 (3 
prime) AJG=Hs.171811 
adenylate kinase 2 


rArxUt O f JO 






919177 at 

t it ii i a L 


U.UU3Jt v7 


OnncpriQi iq inch iHaq 

gb:AW081113 /FEA=EST 
/DB_XREF=gi:6036265 
/DB_XREF=est:xc29c08.x1 
/CLONE=IMAGE:2585678 
/UG=Hs. 18368 
DKFZP564B0769 protein 


ai nRmftfi 




MP HfiO^q 


212180_at 


7.76E-04 


Consensus includes 
gb:AK000311.1 /DEF=Homo 
sapiens cDNA FLJ20304 fis, 

OIUilc nCrUD/ty. /rCn- IIIr\INr\ 

/DB_XREF=gi:7020310 
/UG=Hs.5613 Homo sapiens 
mRNA; cDNA 

DKFZp564E2222 (from clone 
DKFZp564E2222) 


AK000311 




NP_005198 


212184_s_at 


0.005652 


Consensus includes 
gb:AL1 17407.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434D2050 (from clone 
DKFZd434D2050V Dartial cds 
/FEA=mRNA 
/GEN=DKFZp434D2050 
/PROD=hypothetical protein 
/DB_XREF=gi:5911992 
/UG=Hs. 109727 TAK1 -binding 
protein 2; KIAA0733 protein 


AL1 17407 




NP_663317 
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Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212192_at 


0.016179 


Consensus includes 
ab AI718937 /FEA=EST 
/DB_XREF=gi:5036193 
/DB XREF=est as50b04 x1 
/CLONE=IMAGE:2320591 
/UG=Hs. 109438 Homo 
sapiens clone 24775 mRNA 
sequence 


AF052169 




NP_612453 


212193_s_at 


0.017445 


likely ortholog of mouse la 
related protein 


BE881529 


Hs.6214 


NP_056130 


212198 <; at 


W . \J\J £-L- I "T 


P!nnQPnQi iq inch iHpq 

gb:AL515964 /FEA=EST 
/DB_XREF=gi:12779457 
/DB_XREF=est:AL51 5964 
/CLONE=CS0DA001YL22 (3 
prime) /UG=Hs.79305 
KIAA0255 gene product 


r\ l_ VJH <J O O 57 






212202 s at 


0 010277 


VUI IOCI IOUO II IvIUUCO 

gb:BG493972 /FEA=EST 
/DB XREF=gi: 13455486 
/DB XREF=est:602542252F1 
/CLONE=IMAGE:4673316 
/UG=Hs. 16492 
DKFZP564G2022 protein 


AF1^27T3 






212204_at 


9.85E-04 


Consensus includes 
gb:AL049944.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564G2022 (from clone 

/FEA=mRNA 
/GEN=DKFZp564G2022 
/PROD=hypothetical protein 
/DB_XREF=gi:4884189 
/UG=Hs. 16492 
DKFZP564G2022 protein 


AF 132733 




NP_056312 


212208_at 


0.003842 


Consensus includes 
gb:AK023837.1 /DEF=Homo 
sapiens cDNA FLJ13775 fis, 
clone PLACE4000369, 
moderately similar to Homo 
sapiens thyroid hormone 

rp ntn r-siQQnr'i a tpH nrntpin 

comDlex comDonent TRAP240 
mRNA. /FEA=mRNA 
/DB_XREF=gi: 10435894 
/UG=Hs.4084 KIAA1025 
protein 


AK023837 






212211_at 


7.63E-04 


gene trap ankyrin repeat 


Al 986295 


Hs.12329 


NP 115593 
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Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


21221 9_at 


0.013527 


Consensus includes 

abD38521 1 /DFF=Hiiman 
mRNA for KIAA0077 gene, 
partial cds. /FEA=mRNA 
/GEN=KIAA0077 
/DB_XREF=gi:559329 
/UG=Hs.1 12396 KIAA0077 
protein 


D38521 






212228_s_at 


0.046433 


Consensus includes 

sapiens Chromosome 16 BAC 
clone CIT987SK-A-152E5 
/FEA=mRNA_8 
/DB_XREF=gi:3252819 
/UG=Hs.4288 hypothetical 
protein DKFZp434K046 


AC004382 






212229_s_at 


0.003315 


Consensus includes 
gb:AK001 699.1 /DEF=Homo 
sapiens cDNA FLJ10837 fis, 
clone NT2RP4001260, highly 

oil I Midi l\J ViKJl 1 IU oaJJICIIo 

mRNA for KIAA0875 protein. 

/FEA=mRNA 

/DB XREF=gi:7023121 

/UG=Hs. 184227 F-box only 

protein 21 /FL=gb:AF1 74601.1 


AK001699 




NP_296373 


212240_s_at 


0.001167 


Consensus includes 
gb:AI679268 /FEA=EST 

/DR yRFF-niidRRQ/mn 
/ U D_/\ r\ C r — y I . H O O 

/DB_XREF=est:tu62e04.x1 

/ w LVJ IN C- 1 1 VlnO C J JU'tQ 

/UG=Hs.6241 phosphoinositide- 

O~l\lllaotr, 1 try UlaLUI y oUUUIIIL, 

polypeptide 1 (p85 alpha) 


M61906 




NP_852556 


212242_at 


0.001835 


tubulin, alpha 1 (testis specific) 


AL565074 


Hs.75318 


NP_005991 


212248_at 


0.009678 


Homo sapiens LYRIC mRNA, 
complete cds 


AI972475 


Hs.395896 




212249_at 


0.032548 


Consensus includes 
gb:AI934473 /FEA=EST 
/DB XREF=ai'5673433 
/DBlxREF=est:wp58d05.x1 
/CLONE=IMAGE:2465961 
/UG=Hs.6241 phosphoinositide- 
3-kinase, regulatory subunit, 
polypeptide 1 (p85 alpha) 


M61906 




NP_852556 
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Gene 

Accession 

No. 


Unigene 

Accession 

No 


Protein 
Accession 

Kirk 


212250_at 


7.63E-04 


Homo sapiens LYRIC mRNA, 

mmnlptp pH^ 


AI972475 


Hs.395896 




212256_at 


0.001942 


putative UDP- 

f^plNAcnnlx/npntiflp N- 

acetylgalactosaminyltransferase 
T9 


BE906572 


Hs.394578 


NP_060010 


212259_s_at 


0.007803 


hematopoietic PBX-interacting 
protein 


BF344265 


Hs.8068 


NP_065385 


212261_at 


0.003393 


trinucleotide repeat containing 
15 


AL045800 


Hs.323317 




212262_at 


6.66E-04 


Consensus includes 
gb:AA149639 /FEA=EST 
/DB_XREF=gi: 1720440 

/CLONE=IMAGE:504298 
/UG=Hs. 15020 homolog of 
mouse quaking QKI (KH 
domain RNA binding protein) 
/FL=gb:AF142419.1 
gb:AF1 42422.1 


AF142419 






212264 s at 


0 001852 


Con^pn^u^ inrlurtpQ 
gb:BE645850 /FEA=EST 
/DB XREF=gi:9970161 
/DB_XREF=est:7e77c03.x1 
/CLONE=IMAGE:3288484 
/UG=Hs. 154978 KIAA0261 
protein 


D87450 






212265_at 


0.002446 


Consensus includes 
gb:AL031781 /DEF=Human 
DNA sequence from clone 
51J12 on chromosome 6q26- 
27. Contains the 3 part of 
the alternatively spliced gene 
for the human orthologs of 
mouse QKI-7 and QKI-7B 
(KH Domain RNA Binding 
proteins) and zebrafish ZKQ-1 
(Quaking protein homolog). 
Con... /FEA=mRNA 1 
/DB_XREF=gi:4038570 
/UG=Hs. 15020 homolog of 
mouse quaking QKI (KH 
domain RNA binding protein) 
/FL=gb:AF142419.1 
gb:AF142422.1 


AF142419 







Page 536 of 780 



TABLE 3K 



Genes Correspondinq 1 


fo Differentially Expressed Genes in Figure 1 


8 - BladderCancer 


Gene 
Identifier 
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Accession 
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No. 


212268_at 


7.63E-04 


Consensus includes 
gb:NMJ)30666.1 /DEF=Homo 
sapiens serine (or cysteine) 
proteinase inhibitor, clade B 
(ovalbumin), member 1 
(SERPINB1), mRNA. 
/FEA=CDS /GEN=SERPINB1 
/PROD=serine (or cysteine) 
proteinase inhibitor, cladeB 

^UvdlUUI 1 III \) f IIIClllUCI 1 

/DB_XREF=gi: 13489086 

1 uo — no. ioojoo ociiiit; ^Ul 

oyoicinej proteinase inniDitor, 
clade B (ovalbumin), member 
1 /FL=gb:NM_030666.1 


NM_030666 




NP_1 09591 


212271_at 


7.76E-04 


mitogen-activated protein kinase 
1 


AA1 95999 


Hs. 324473 


NP_620407 


212273 x at 


0.001763 


GNAS complex locus 


AI591100 


Hs. 374523 


NP 536351 


212277_at 


0.011487 


Consensus includes 
gb:AB014547.1 /DEF=Homo 
sapiens mRNA for KIAA0647 
protein, partial cds. 
/FEA=mRNA /GEN=KIAA0647 

/DB_XREF=gi:3327107 
/UG=Hs.141727 myotubularin 
related protein 4 
/FL=gb:NM_004687.1 
gb:AF264717.1 


AB014547 




NP_004678 


at 


U.U^ 1 \J f H 


wLM loci loUo IMOIUUtro 

gb:BE779865 /FEA=EST 
/DB_XREF=gi: 10201 075 
/DB_XREF=est:601465390F1 
/CLONE=IMAGE:3868390 
/UG=Hs. 199695 hypothetical 
protein 


l iy ioo 






212?Q^ at 

£- i c-L-sj \j cat 


0 O^QR^I 
v.uoau j i 


qbBG1 11260 /FEA=EST 
/DB_XREF=gi: 12604766 
/DB_XREF=est:602281701F1 
/CLONE=IMAGE:4369057 
/UG=Hs. 12259 KIAA0630 
protein 


MDU I'fOOU 




MP RRQQOQ 

in n_ooyyuy 


212297 at 


7.25E-04 


hypothetical protein FLJ20986 


BF218804 


Hs.324507 


NP 078800 
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212301_at 


7.63E-04 


Consensus includes 

ahD87440 1 /nFF=Human 
mRNA for KIAA0252 gene, 
partial cds. /FEA=mRNA 
/GEN=KIAA0252 
/DB_XREF=gi: 1665770 
/UG=Hs.83419 KIAA0252 
protein 


D87440 




NP_055953 


212312_at 


8.28E-04 


Consensus includes 
gb:AL1 17381 /DEF=Human 
DNA sequence from clone 
RP5-857M17 on chromosome 
20 Contains ESTs, STSs, 
GSSs and CpG islands. 
Contains the 3 part of the 
ID1 gene for inhibitor of DNA 

hinHinn 1 ^Hnminsint npnativ/^ 
ui f i vj 1 1 ly i ^uuiiHiiaHi iieyauve 

helix-loop-helix protein), a 
gene for a novel protein 
simil... /FEA=mRNA 1 
/DB_XREF=gi: 11493211 
/UG=Hs.305890 BCL2-like 1 


AL1 17381 






£. I £.0 1 \J O CI I 


U.U^OOOD 


Poneonci ic in^hirloc 
OUlloclloUo IllOIUUcb 

gb:AA502912 /FEA=EST 

/DB_XREF=gi:2237879 

/DB_XREF=est:ne42d10.s1 

/CLONE=IMAGE:900019 

/UG=Hs. 56966 KIAA0906 

protein 






MP n7Q1QQ 


21231 7_at 


0.02217 


Consensus includes 
gb:AK022910.1 /DEF=Homo 
sapiens cDNA FLJ12848 fis, 

uiuiic in i tnriuuooy i , my illy 

similar to Homo sapiens 
mRNA for nuclear transport 
receptor. /FEA=mRNA 
/DB_XREF=gi: 10434575 
/UG=Hs.69235 transportin-SR 
/FL=gb:NM_012470.1 


NM_012470 




NP_036602 


212322_at 


0.007591 


Consensus includes 
ab BE999972 /FEA=EST 
/DB_XREF=gi: 10700248 
/DB_XREF=est:7h1 5b02.x1 
/CLONE=IMAGE:3316011 
/UG=Hs.186613 sphingosine-1- 
phosphate lyase 1 
/FL=gb:AF144638.1 


AF 144638 




NP_003892 
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Protein 
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No. 


212323 s at 


0 001406 


Onn^pn^u^ includp^ 

VUI I9UO II IUIUUvO 

ah AA524^53 /FFA=FST 

/DB_XREF=gi:2265481 

/DB_XREF=est:ng45h12.s1 

/UG=Hs.1 94737 KIAA0453 
protein 












tron cf^ri ration f o^tor r s ^n_'1 

11 ai lounpiioii lauiur up- 1 


rvOUOOO 


l_|c 7Q*^^^ 


INn uuyu*fZ 


212334_at 


6.66E-04 


ESTs, Weakly similar to 
[Homo sapiens] [H. sapiens] 


AW1 67793 


Hs.409152 


NP_002067 


219^^S at 


7 fi^F-04 


PQTc \A/oolflw cimilor 
CO 1 o, Vvcdrxiy olIMIldl LU 

hypothetical protein FLJ20489 
[noiTiu oapiciioj [n.sdpiensj 


A\A/1R77Q^ 
MVV I O f f 570 


ns.*fuy i oz 


mp nn9n^7 


912140 at 




ytillcidl UdfloUi ipilun IdULUr MM, 


AAlQRQ^fi 


ns. / oooz 




212341_at 


0.024403 


general transcription factor HA, 
2, 12kDa 


AA1 95936 


Hs.76362 




212342_at 


0.038584 


general transcription factor HA, 
2, 12kDa 


AA1 95936 


Hs.76362 




212355„at 


6.66E-04 


HCDI protein 


AI075450 


Hs.7911 




212356 at 


0.029441 


HCDI protein 


AI075450 


Hs.7911 




212367_at 


0.038202 


Consensus includes 
gb:AI799061 /FEA=EST 
/DB_XREF=gi:5364533 

/Uo-ns.OU'to r clvl- 1 

(C.elegans) homolog b 
/FL=gb:AF178632.1 
gb:NM_015322.1 
gb:AF204883.1 


NM_015322 




NP_056137 


212368 at 


0.047555 


hypothetical protein FLJ 13564 


AA972711 


Hs.173081 




212369_at 


0.001852 


zinc finger protein 384 


AI264312 


Hs.103315 


NP 597733 


212373_at 


0.004987 


Consensus includes 
gb:AW139179 /FEA=EST 
/DB_XREF=gi:61 43497 
/DB_XREF=est:UI-H-BI1-aet-f- 

UD-U-UI.5 I 

/CLONE=IMAGE*272041 1 
/UG=Hs.6048 FEM-1 
(C.elegans) homolog b 
/FL=gb:AF1 78632.1 
gb:NM_01 5322.1 
gb:AF204883.1 


NM_015322 




NP_056137 


212377 s at 


0.002214 


Notch homolog 2 (Drosophila) 


AU 158495 


Hs.131286 


NP 077719 
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Protein 
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212383_at 


0.018248 


Consensus includes 
gb:AL096733.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434E071 (from clone 
DKFZp434E071). /FEA=mRNA 
/DB XREF=gi:5419866 
/UG=Hs.267871 ATPase, H+ 
transporting, lysosomal 
(vacuolar proton pump) non- 
catalytic accessory protein 1A 
(110116kD) 


AL096733 




NP_005168 


212388_at 


0.017209 


Consensus includes 
gb:AB028980.1 /DEF=Homo 
sapiens mRNA for KIAA1057 
Drotein Dartial cds 
/FEA=mRNA /GEN=KIAA1057 
/PROD=KIAA1057 protein 
/DB_XREF=gi:5689450 
/UG=Hs.7243 ubiquitin specific 
protease 24 


AB028980 






212402_at 


0.017687 


KIAA0853 protein 


BE895685 


Hs. 1361 02 


NP 055885 


212403_at 


0.02217 


Consensus includes 
gb:AI749193 /FEA=EST 
/DB XREF=ar5127457 
/DB XREF=est:at40e04.x1 
/CLONE=IMAGE:2374494 
/UG=Hs. 17639 Homo sapiens 
ubiquitin protein ligase 
(UBE3B) mRNA, partial cds 


AL096740 




NP_569733 


212408_at 


6.66E-04 


Consensus includes 
gb:AK023204.1 /DEF=Homo 
sapiens cDNA FLJ13142 fis, 
clone NT2RP3003212, 
moderately similar to Rattus 
norvegicus lamina associated 
polypeptide 1C (LAP1C) 
mRNA. /FEA=mRNA 
/DB_XREF=gi: 10435025 
/UG=Hs.234265 
DKFZP586G011 protein 


AK023204 




NPJ356417 


212412_at 


0.013021 


amyloid beta (A4) precursor 
protein (protease nexin-ll, 
Alzheimer disease) 


AV715767 


Hs. 177486 
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212421_at 


0.007652 


Consensus includes 
gb:AB023147.1 /DEF=Homo 
sapiens mRNA for KIAA0930 

nrntpin nsrtial rHc 

|jividii, pen neat mjo. 

/FEA=mRNA /GEN=KIAA0930 
/PROD=KIAA0930 protein 
/DB_XREF=gi:4589503 
/UG=Hs. 13255 KIAA0930 
protein 


AB023147 








U.UU I OOJ 


vjronociibUo inuucico 
gb:AW001101 /FEA=EST 

/RR YRPF-ni -5848017 
/uD_Ar\cr- yi.oo*fou i / 

/CLONE=IMAGE:2520968 

protein 


MDUUZOOO 






212433_x_at 


0.011166 


cadherin 1, type 1, E-cadherin 
(epithelial) 


AA630314 


Hs.356360 


NP_002943 


212436 at 


0.004026 


tripartite motif-containing 33 


AI967961 


Hs.287414 


NP 148980 


212440_at 


0.047555 


putative nucleic acid binding 
protein RY-1 


BG252325 


Hs.54649 


NP_006848 


212441_at 


0.013527 


Consensus includes 
gb:D86985.2 /DEF=Homo 
sapiens mRNA for KIAA0232 
protein, partial cus. 

/PROD=KIAA0232 protein 
/DB XREF=gi:6634002 
/UG=Hs.79276 KIAA0232 
gene product 


D86985 






212449 s at 


9.85E-04 


lysophospholipase I 


BG288007 


Hs.409096 


NP 006321 


212452_x_at 


0.004516 


Consensus includes 
gb:AF113514.1 /DEF=Homo 
sapiens histone 
acetyltransferase MORF 

nrv DMA rrtmnloffl orlc 
illrxiNAA, UUliipiclc tUo. 

/FEA=CDS /PROD= histone 
acetyltransferase MORF 
/DB_XREF=gi:6002685 
/UG=Hs 27590 histone 
acetyltransferase 
/FL=gb:AF1 13514.1 


AF1 13514 




NP_036462 


212458_at 


0.001043 


ESTs, Weakly similar to 
SPY3_HUMAN Sprouty 
homolog 3 (Spry-3) [H. sapiens] 


AW1 38902 


Hs.392741 
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212460_at 


7.63E-04 


hypothetical protein MGC24447 


BE738425 


Hs.353161 


NP_612145 


212461_at 


7.63E-04 


protease, serine, 15 


BF793951 


Hs. 350265 


NP 680479 


212462_at 


0.007394 


Consensus includes 

nh'AI I14/19R7 /CPA-FQT 

/DB_XREF=gi: 11005788 

/DB_XREF=est:AU144267 

/CLONE=HEMBA1001396 

/I lf^— Uc 97^00 hictono 

/uo-nSx/oyu nisione 
ace ty lira nsie rase 
/FL=gb:AF1 13514.1 


AF113514 




NP_036462 


212463_at 


0.009486 


CD59 antigen p18-20 (antigen 
identified by monoclonal 
antibodies 16.3A5, EJ16, EJ30, 
EL32 and G344) 


BE379006 


Hs.42346 




212465 at 


0.02937 


hypothetical protein FLJ23027 


AA524500 


Hs.321766 


NP 115609 


212467_at 


7.63E-04 


Consensus includes 
gb:AB014578.1 /DEF=Homo 
sapiens mRNA for KIAA0678 
protein, paniai cus. 
/FEA=mRNA /GEN=KIAA0678 
/PROD=KIAA0678 protein 
/DB_XREF=gi:3327169 
/UG=Hs. 12707 KIAA0678 
protein 


AB014578 






212468_at 


0.001108 


Consensus includes 
gb:AK023512.1 /DEF=Homo 
sapiens cDNA FLJ 13450 fis, 
cione rLAotiuuou^i', nigniy 
similar to nomo sapiens 
itikima Tor kjaauo to protein. 

/CPA-mDMA 
/rtn- mKINA 

/DB_XREF=gi: 10435467 
/UG=Hs. 129872 sperm 
associated antigen 9 


AB011088 




NP_758853 


212472_at 


0.005574 


KIAA0750 gene product 


BE965029 


Hs.314434 




212473 s at 


0.020419 


KIAA0750 gene product 


BE965029 


Hs.314434 




212474_at 


0.01747 


KIAA0241 protein 


BE503381 


Hs. 150275 




212476_at 


0.01063 


Consensus includes 

mRNA for KIAA0041 gene, 
partial cds. /FEA=mRNA 
/GEN=KIAA0041 
/DB_XREF=gi:436227 
/UG=Hs.24340 centaurin beta2 


D26069 




NP_036419 
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212477_at 


0.005703 


Consensus includes 

nh-n?firifiQ 1 /nFF=Htiman 
y u. l/^.o\jd%7. i /ULr ~~nui I idi i 

mRNA for KIAA0041 gene, 
partial cds. /FEA=mRNA 
/GEN=KIAA0041 
/DB_XREF=gi:436227 
/UG=Hs.24340 centaurin beta2 


D26069 




NP_036419 


212479_s_at 


0.029279 


Consensus includes 

odpicMd CUIN/A rLJ IZ/OO MS, 

clone NT2RP2001226. 

/nR YRFF-nMnA^/1/1^9 

/I If^— Mc 7^977 hwnnthotiral 

nrntpin Fl inQin 

piUldll 1 l—\J IOC7 11/ 


AL050139 




NP_073617 


212481 s at 


0.002749 


tropomyosin 4 


AI2 14061 


Hs.250641 


NP 003281 


212484_at 


0.018841 


Mouse Mammary Turmor Virus 
Receptor homolog 1 


BF974389 


Hs.408223 


NP_690045 


212492 s at 


0.01263 


KIAA0876 protein 


AW237172 


Hs.301011 




212496 s at 


0.009378 


KIAA0876 protein 


AW237172 


Hs.301011 




212506^at 


0.00109 


ubiquitin specific protease 2 


AL1 35735 


Hs.199160 


NP 009097 


212507_at 


6.66E-04 


Consensus includes v 
yu.uo / *f**o. i /ucr- nurnan 

mRNA fnr k , IAAH9^7 none 

partial cds. /FEA=mRNA 
/GEN=KIAA0257 

/nR YRFF— ni-1ftRc;7ftn 

/UG=Hs.75912 KIAA0257 
protein 


D87446 






212511 at 


0.013803 


ubiquitin specific protease 2 


AL1 35735 


Hs. 199 160 


NP 009097 


212519_at 


0.007652 


ubiquitin-conjugating enzyme 
E2E 1 (UBC4/5 homolog, yeast) 


AL518159 


Hs.7766 


NP_003332 


212527 at 


0 001719 


Cfin^pn^i]^ inrlnrlp^ 

WUI lOvl IOUO II IvIUUUO 

gb:BF057059 /FEA=EST 
/DB_XREF=gi: 1081 0955 
/DB_XREF=est:7k1 5c07.x1 
/CLONE=IMAGE:3444468 
/UG=Hs.12421 hypothetical 
protein 


AL023553 
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212531_at 


0.001763 


Consensus includes 
gb:NM_005564.1 /DEF=Homo 
sapiens lipocalin 2 (oncogene 
24p3) (LCN2), mRNA. 
/rbA-UUo /(jcN-LuN2 

/PROD=lipocalin 2 (oncogene 
24p3) /DB_XREF=gi:5031852 
/UG=Hs.204238 lipocalin 2 
(oncogene 24p3) 
/FL=gb:NM_005564.1 


NM_005564 




NP_005555 


212535_at 


0.001406 


MADS box transcription 
enhancer factor 2, polypeptide A 
(myocyte enhancer factor 2A) 


AA1 42929 


Hs.277806 


NP_005578 


212536_at 


7.63E-04 


Consensus includes 
gb:AB023173.1 /DEF=Homo 
sapiens mRNA for KIAA0956 
protein, partial cds. 
/FEA=mRNA /GEN=KIAA0956 
/PROD=KIAA0956 protein 
/DB_XREF=gi:4589555 
/UG=Hs.75478 ATPase, Class 
VI, type 11B 


AB023173 






212543_at 


7.63E-04 


Consensus includes 
gb:U83115.1 /DEF=Human 
non-lens beta gamma- 
crystallin like protein (AIM1) 
mRNA, partial cds. 
/FEA=mRNA /GEN=AIM1 
/PROD=non-lens beta gamma- 
crystallin like protein 
/DB_XREF=gi:2072424 
/UG=Hs.161002 absent in 
melanoma 1 


U83115 






212549_at 


0.003009 


Consensus includes 
gb:BE645861 /FEA=EST 
/DD_AKth-gi. 99701 72 
/DB_ARcr-eSt.7e77d05.Xl 
/CLONE=IMAGE:3288489 
/UC3-ns.240o4 Homo sapiens 

mRNA- r»RMA 

DKFZp586N1323 (from clone 
DKFZp586N1323) 


AL080218 






212552 at 


0.004987 


hippocalcin-like 1 


BE617588 


Hs.3618 


NP 602293 


212560_at | 


0.03359 


cytochrome c oxidase subunit 
Vlb 


AV728268 


Hs.174031 




212561 at 


0.011969 


RAB6 interacting protein 1 


AA349595 


Hs.26797 
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212570_at 


0.035997 


KIAA0830 protein 


AL573201 


Hs.167115 




212572 at 


0 001835 

V/. \J\J 1 \J\J\J 


Consensus includes 
gb:AW779556 /FEA=EST 
/DB XREF=gi:7794159 
/DB_XREF=est:hn81f05.x1 
/CLON E=l MAGE: 3034305 
/UG=Hs. 184523 KIAA0965 
protein 


AB023182 




MP 055815 


212583_at 


0.04252 


Consensus includes 
gb:AB011132.2 /DEF=Homo 
sapiens mRNA for KIAA0560 

nrntpin nartial rri^ 

/FEA=mRNA /GEN=KIAA0560 
/PROD=KIAA0560 protein 
/DB_XREF=gi:6635202 
/UG=Hs. 129952 KIAA0560 
gene product 


AB011132 






212584 at 


0 019607 


Consensus includes 
gb:BG260519 /FEA=EST 
/DB XREF=ar 12770335 
/DB_XREF=est:602372065F1 
/CLONE=IMAGE:4480024 
/UG=Hs. 129952 KIAA0560 
gene product 


AB01 1 132 






212590_at 


0.003305 


related RAS viral (r-ras) 
oncogene homolog 2 


BG1 68858 


Hs.206097 


NP_036382 


212597_s_at 


7.63E-04 


Consensus includes 
gb:AL079310.1 /DEF=Novel 

chomosome 22. /FEA=mRNA 
/PROD=hypothetical protein 
/DB_XREF=gi:51 02629 
/UG=Hs.92260 high-mobility 
group protein 2-like 1 


AL079310 






212599_at 


0.007591 


Consensus includes 
gb:AK025298.1 /DEF=Homo 
sapiens cDNA: FLJ21645 fis, 
clone COL08436. /FEA=mRNA 
/DB_XREF=gi: 10437785 
/UG=Hs.32168 KIAA0442 
protein 


AK025298 




NP_056385 
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212601_at 


0.017687 


Consensus includes 
gb:AB007859.2 /DEF=Homo 
sapiens mRNA for KIAA0399 

nrntpin n^rtial rH^ 

fJIVJLdll, |JGH UGH V/vlO. 

/FFA=mRNA /GFN=KIAA0399 
/PROD=KIAA0399 protein 
/DB XREF=gi:6634028 
/UG=Hs. 100955 KIAA0399 
protein 


AB007859 




NP_055928 


212602 at 


0.00121 


ALFY 


AI806395 


Hs.198135 


NP 848700 


212604 at 


7 25E-04 


C!nnQpnQiiQ inMiirip^ 

OUI IOCI IOUO II IWlUUCO 

nh AIQ^77Q4 /FFA=F C 5T 

/DB_XREF=gi:5676664 

/DB_XREF=est:wp82g10.x1 

/CLONE=IMAGE:2468322 

/UG=Hs. 154655 imogen 38 

/FL=gb:NM_005830.1 


mm nnsfi^n 




NP 00^891 


212606_at 


6.66E-04 


ALFY 


AI806395 


Hs.198135 


NP 848700 


212608 s at 

Cm 1 Am\J\J\J O GIL 


0 016179 


FST^ MoHpratph/ similar tn 

Z254_HUMAN Zinc finger 
protein 254 (Bone marrow zinc 
finger 5) (BMZF-5) 
(Hematopoietic cell derived zinc 
finger protein 1) (HD-ZNF1) 
[H.sapiens] 


W8SQ1? 






919610 at 

£- 1 £-\J 1 \J Ctl 


o nni7fn 

U.wU 1 I UO 


f^nncpnciiQ inrHiiHoc 

uUlloClloUb IllUIUUtro 

gb:U79291.1 /DEF=Human 
clone 23721 mRNA sequence. 
/FEA=mRNA 
/DB_XREF=gi:1710271 
/UG=Hs.83572 Human clone 
23721 mRNA sequence 








212612_at 


6.66E-04 


Consensus includes 
gb:D31888.1 /DEF=Human 
mRNA for KIAA0071 npnp 

iiii\i>i/^ iui rxinAUwi i yciic, 

partial cds. /FEA=mRNA 
/GEN=KIAA0071 
/DB_XREF=gi:506340 
/UG=Hs.78398 KIAA0071 
protein /FL=gb:AF1 55595.1 
gb:NM_015156.1 


D31888 




NP_055971 


212613_at 


0.01132 


butyrophilin, subfamily 3, 
member A2 


AI991252 


Hs.167741 


NP_008978 
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Protein 

Accession 

No. 


212623 at 


0 005347 


Consensus inrlurips 

gb:AU153138 /FEA=EST 

/DB_XREF=gi:11014659 

/DB_XREF=est:AU153138 

/CLONE=NT2RP3002507 

/UG=Hs. 174905 KIAA0033 

protein 










0 0051 fiQ 


V/UII9CI I9UO llll>IUUt?o 

gb:AI633689 /FEA=EST 
/DB_XREF=gi:4685019 
/DB_XREF=est:th71d03.x1 
/CLONE=IMAGE:2124101 
/UG=Hs.69171 protein kinase 
C-like 2 








212631_at 


0.036689 


Consensus includes 

yu.nijuuuo^ / 1 1 i_o 1 

/DR XRFF=nr45945^4 
/ 1— / l) Ar\i_r — yi.HJttJj*! 

/DB XRFF=p<?t tn^M? y1 

/CLONE=IMAGE:21 72095 

/IJG=H^ RQDfi Hnmn «;anipn<; 

plnnp 94ftftQ mRMA QPnnpnrp 


AF131808 




NP_003560 


212634 at 


0.006756 


KIAA0776 protein 


AW298092 


Hs.5460 


NP 056138 


?1?fiVi at 




L_0 1 O 


AW1R1K9R 
nVV 1 u I 


ns.*fuyuoH 




212638_s_at 


0.00121 


WW domain-containing protein 
1 


BF131791 


Hs.409154 


NP_008944 


212639 x at 


0.002214 


tubulin, alpha, ubiquitous 


AL581768 


Hs.334842 


NP 006073 


212644_s_at 


0.003373 


likely ortholog of mouse MAPK- 
interacting and spindle- 
stabilizing protein 


AI671747 


Hs.388281 


NP_653179 


212649_at 


0.016179 


Consensus includes 
gb:AL079292.1 /DEF=Homo 
sapiens mRNA full length 
insert cDNA clone 
EUROIMAGE 48814. 
/FEA=mRNA 

/PROD=h\/nnthptippl nrntpin 

similar to (AC007017)putative 

RNA hplipaQP A Arahirloncic 

thaliana 

/DB XRFF=nr 5 1097^9 
/UG=Hs.95665 hypothetical 
protein 


AL079292 




NP_061903 


212657_s_at 


0.005119 


interleukin 1 receptor antagonist 


AW083357 


Hs.81134 


NP_776215 


212658_at 


0.034632 


lipoma HMGIC fusion partner- 
like 2 


N66633 


Hs.79299 




212660 at 


7.25E-04 


KIAA0239 protein 


AI735639 


Hs.9729 


NP 056103 
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212663_at 


0.004519 


Consensus includes 
gb:AB014574.1 /DEF=Homo 
sapiens mRNA for KIAA0674 
Drotein oartial cds 
/FEA=mRNA /GEN=KIAA0674 
/PROD=KIAA0674 protein 
/DB_XREF=gi:3327161 
/UG=Hs. 14799 KIAA0674 
protein 


AB014574 






212665 at 


0.049392 


DKFZP434J214 protein 


AL556438 


Hs.12813 


NP 056323 


212666_at 


0.003616 


Consensus includes 
gb:AB046845.1 /DEF=Homo 
sapiens mRNA for KIAA1625 
protein, partial cds. 
/FEA=mRNA /GEN=KIAA1625 
/PROD=KIAA1625 protein 
/DB_XREF=gi: 1 0047326 
/UG=Hs.1 19120 E3 ubiquitin 
ligase SMURF1 


AB046845 




NP_851994 


212669_at 


0.01412 


calcium/calmodulin-dependent 
protein kinase (CaM kinase) II 
gamma 


AI093569 


Hs. 153406 


NP_751913 


212671_s_at 


0.011969 


major histocompatibility 
complex, class II, DQ alpha 1 


BG397856 


Hs. 198253 


NP_002113 


212674_s_at 


0.002621 


Consensus includes 
gb:AK002076.1 /DEF=Homo 
saDiens cDNA FLJ11214 fis 
clone PLACE1 007990. 
/FEA=mRNA 
/DB_XREF=gi:7023738 
/UG=Hs.281616 Homo 
sapiens cDNA FLJ11214 fis, 
clone PLACE 1007990 


AK002076 




NP_619520 


212677_s_at 


0 018947 


Consensus includes 
gb:BG530481 /FEA=EST 
/DB_XREF=gi: 1352201 8 
/DB_XREF=est:602559046F1 
/CLONE=IMAGE-4697218 
/UG=Hs.79507 KIAA0582 
protein 


AB011154 

ryXJ\J III \J~? 




NP 055962 


212678_at 


0.026604 


neurofibromin 1 
(neurofibromatosis, von 
Recklinghausen disease, 
Watson disease) 


AW293356 


Hs. 93207 




212683 at 


0.001696 


KIAA0446 gene product 


AL526243 


Hs. 158286 





Page 548 of 780 



TABLE 3K 



Genes Corresponding 1 


fo Differentially Expressed Genes in Figure 18 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


212685_s_at 


0.001406 


Consensus includes 
gb:AI608789 /FEA=EST 
/DB_XREF=gi:4617956 
/DB XREF=est:tw94g12.x1 
/CLONE=IMAGE:2267398 
/UG=Hs.52515 transducin 
(beta)-like 2 


AK026529 




NP 116783 


212687_at 


0.036998 


Consensus includes 
gb:AL1 10164.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp586l0324 (from clone 
DKFZD586I0324) /FEA=mRNA 
/DB XREF=gi:5817069 
/UG=Hs. 193700 Homo 
sapiens mRNA; cDNA 
DKFZp586l0324 (from clone 
DKFZp586l0324) 


AL1 10164 






212688_at 


7.63E-04 


Consensus includes 

gb:BC003393.1 /DEF=Homo 

sapiens, clone 

IMAGE:3447173, mRNA, 

partial cds. /FEA=mRNA 

/PROD=Unknown (Drotein for 

IMAGE:3447173) 

/DB XREF=ar 13097275 

/UG=Hs.239818 

nho^nhoinositidp-^-kinasp 

pi luopi IUII IUOIUUC \J l\ll luOC, 

catalytic, beta polypeptide 
/FL=abNM 006219 1 


BC003393 




NP_006210 


212689_s_at 


0.022439 


Human putative zinc finger 
protein mRNA 


AA524505 


Hs.383008 


NP_060903 


212697_at 


0.02937 


Lutheran blood group (Auberger 
b antigen included) 


AL515874 


Hs. 155048 


NP_835227 


212699_at 


0.012544 


secretory carrier membrane 
protein 5 


BE222801 


Hs.7934 




212702_s_at 


7.76E-04 


Consensus includes 
gb:N45111 /FEA=EST 
/DB_XREF=gi: 1186277 
/DB_XREF=est:yz1 2f 1 2.s1 
/CLONE=IMAGE:282863 
/UG=Hs.330988 Homo 
sapiens, Similar to Bicaudal D 
(Drosophila) homolog 1, clone 
IMAGE:3622452, mRNA, 
partial cds 


BC004296 




NP_056065 
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212717_at 


0.002214 


Consensus includes 
gb:AB002354.2 /DEF=Homo 
sapiens mRNA for KIAA0356 
orotein oartial cds 
/FEA=mRNA /GEN=KIAA0356 
/PROD=KIAA0356 protein 
/DB_XREF=gi:6634022 
/UG=Hs.32312 KIAA0356 
gene product 


AJ002220 






212723_at 


6.66E-04 


Consensus includes 
gb:AK021 780.1 /DEF=Homo 
sapiens cDNA FLJ 11718 fis, 
clone HEMBA1 005252 hiahlv 
similar to Homo sapiens 
mRNA for KIAA0585 protein. 
/FEA=mRNA 
/DB_XREF=gi: 10433034 
/UG=Hs.72660 
phosphatidylserine receptor 


AK021780 




NP_055982 


212726_at 


0.006596 


Consensus includes 
gb:AB014562.1 /DEF=Homo 
sapiens mRNA for KIAA0662 
orotein nartial cds 
/FEA=mRNA /GEN=KIAA0662 
/PROD=KIAA0662 Drotein 
/DB_XREF=gi:3327137 
/UG=Hs 93868 KIAA0662 
npnp nrnriuct 


AB014562 




NP_078793 


212737_at 


0.006596 


GM2 ganglioside activator 
protein 


AL513583 


Hs.289082 


NP_000396 


212740_at 


0.004519 


phosphoinositide-3-kinase, 
regulatory subunit4, p150 


BF740111 


Hs.83050 


NP_055417 


212742 at 


7.63E-04 


zinc finger protein 364 


AL530462 


Hs. 16537 




212743 at 


0 028847 


Consensus includes 
ab AV694093 /FEA=EST 
/DB_XREF=gi: 10295956 
/DB_XREF=est:AV694093 
/CLONE=GKCDSD10 
/UG=Hs.48297 
DKFZP586C1620 protein 


AL050144 




NP 056251 


212744 at 


0.011097 


Bardet-Biedl syndrome 4 


AI813772 


Hs.387416 


NP 149017 


212747 at 


8.00E-04 


KIAA0229 protein 


AI990523 


Hs.221332 
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212749 s at 


7.63E-04 


Consensus includes 

gb:AI096477 /FEA=EST 

/DB_XREF=gi:3445971 

/DB_XREF=est:qa03c06.x1 

/CLONE=IMAGE:1685674 

/UG=Hs.48297 

DKFZP586C1620 protein 


AL050144 




NP 056251 


212752 at 


0 003976 


cvtoolasmic linker associated 
protein 1 


AA1 76798 


Hs 392661 




212757_s_at 


0.038994 


calcium/calmodulin-dependent 
protein kinase (CaM kinase) II 
gamma 


BF1 11268 


Hs. 153406 


NP_751913 


212761_at 


0.018586 


transcription factor 7-like 2 (T- 
cell specific, HMG-box) 


AI703074 


Hs.348412 


NP_1 10383 


212768_s_at 


0.003564 


isoform 1 match: proteins: 
Sw:Q07081 Tr:095362 
Tr:Q9Z2Y4 Tr:095897 
Tr:O70624 Sw:Q99972 
Sw:Q99784 Sw:Q62609 
Tr:Q9TV76 Tr:Q9l9K5 
Sw:P01813Tr:Q9IAK4 
Tr:035429; Human DNA 
sequence from clone RP11- 
209J19 on chromosome 13 
Contains ESTs, STSs and 
GSSs. Contains the gene for the 
GW1 12 orotein with two 

VJVV 1 \ t- pi Ul^ll 1 Willi I W \J 

isoforms (GW112and 
KIAA4294), complete sequence. 


AL390736 






212769_at 


0.033358 


transducin-like enhancer of split 
3 (E(sp1) homolog, Drosophila) 


AI567426 


Hs.1 56183 


NP_005069 


212779_at 


0.016179 


Consensus includes 
gb:AB029032.1 /DEF=Homo 
sapiens mRNA for KIAA1109 
protein, partial cds. 
/FEA=mRNA /GEN=KIAA1109 
/PROD=KIAA1109 protein 
/DB XREF=gi:5689554 
/UG=Hs.6606 KIAA1109 
protein 


AB029032 




NP_1 15578 
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212780_at 


0.016408 


Consensus includes 
gb:AA700167 /FEA=EST 
/DB_XREF=gi:2703130 
/DB_XREF=est:zj36h12.s1 
/CLONE=IMAGE:452423 
/UG=Hs.326392 son of 
sevenless (Drosophila) 
homolog 1 /FL=gb:L1 3857.1 


L13857 




NP_005624 


212783 at 


7.63E-04 


Consensus includes 
ab'AI538172 /FEA=EST 
/DB XREF=ai 4452307 
/DB XREF=estti75f08 x1 
/CLONE=IMAGE:21 37863 
/UG=Hs.91065 hypothetical 
protein DKFZp761B2423 


AK026954 




NP 008841 

111 1 


212786 at 


0.026836 


KIAA0350 protein 


AA731693 


Hs.23263 




212787 at 


0.001835 


ZAP3 protein 


AI952986 


Hs. 159471 




212790 x at 


0.040104 


ribosomal protein L13a 


BF942308 


Hs.119122 


NP 775866 


212794_s_at 


0.044764 


Consensus includes 
qb*AK001728 1 /DEF=Homo 
sapiens cDNA FLJ10866 fis, 
clone NT2RP4001614. 
/FEA=mRNA 
/DB XREF=gi:7023169 
/UG=Hs.12144 KIAA1033 
protein 


AL1 37753 






212799_at 


0.001763 


Consensus includes 
abBE217875 /FEA=EST 
/DB_XREF=gi:8905193 
/DB XREF=est:hv31a03.x1 
/CLONE=!MAGE:31 74988 
/UG=Hs.12311 Homo sapiens 
clone 23570 mRNA sequence 


AF038202 




NP_005810 


212802_s_at 


0.003976 


Consensus includes 
gb:AK023841.1 /DEF=Homo 
sapiens cDNA FLJ13779 fis, 
clone PLACE4000445, highly 
similar to Homo sapiens 
mRNA- cDNA DKFZd434C212 
(from clone DKFZd434C212^ 

l II VI I I wlwl Iw L/l\l \J~ £— 1 «_ J . 

/FEA=mRNA 
/DB_XREF=gi: 10435900 
/UG=Hs. 172069 
DKFZP434C212 protein 


AK023841 






212807 s at 


0.001812 


sortilin 1 


BE742268 


Hs.351872 


NP 002950 


212808 at 


0.047167 


hypothetical protein FLJ 14639 


AA1 52202 


Hs.334788 


NP 116204 
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I Iniflpnp 

Accession 
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Profpin 

1 1 UlCII 1 

Accession 
No. 


21281 1_x_at 


0.002692 


solute carrier family 1 
(glutamate/neutral amino acid 
transporter), member 4 


BG032165 


Hs.323878 


NP_003029 


212823 s at 


0.029223 


KIAA0599 protein 


AU147160 


Hs. 198037 




212827_at 


7.63E-04 


Consensus includes 
gb:X17115.1 /DEF=Human 

mRMA fnr InM Hpsva/ phain 
iiir\i>iAA iui iyi*i i icdvy wiidiii 

complete sequence. 
/FEA=mRNA 
/DB_XREF=gi:33450 
/UG=Hs.302063 
immunoglobulin heavy 
constant mu 


X17115 










vUlloClloUo IIIOlUUCo 

nh*AA1Q1^7^ /FFA=F^T 
/DR XRFF=nM7R097? 
/DB_XREF=est:zp81b09.s1 
/CLONE=IMAGE:626585 
/UG=Hs.61289 synaptojanin 2 


Al 1^7494 




Mp nn^ftftQ 
v*\ uuoooy 


212829 at 


0.032771 


ESTs 


BE878277 


Hs.57079 




212830_at 


0.001179 


EGF-like-domain, multiple 5 


BF1 10421 


Hs.5599 








wUI loci loUo IIIUIUUco 

gb:M74089.1 /DEF=Human 
TB1 gene mRNA, 3 end. 
/FEA=mRNA /GEN=TB1 
/DB_XREF=gi: 182400 
/UG=Hs.75639 Human TB1 
gene mRNA, 3 end 


M740RQ 
ivi i '♦uoy 




MP R9019R 


212836_at 


0.027935 


Consensus includes 

y u. i o. i /L/L_r — nuiiidii 

mRNA for KIAA0039 gene, 
partial cds. /FEA=mRNA 
/GEN=KIAA0039 
/DB_XREF=gi:436221 
/UG=Hs.82502 polymerase 
(DNA directed), delta 3 


D26018 






212838_at 


0.019726 


Consensus includes 
gb:AB023227.1 /DEF=Homo 
sapiens mRNA for KIAA1010 
protein, partial cds. 
/FEA=mRNA /GEN=KIAA1010 
/PROD=KIAA1010 protein 
/DB_XREF=gi:4589669 
/UG=Hs.23860 KIAA1010 
protein 


AB023227 
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212854_x_at 


0.01412 


Consensus includes 
gb:AB051480.1 /DEF=Homo 
sapiens mRNA for KIAA1693 
protein, partial cds. 

/PROD=KIAA1693 protein 
/DB_XREF=gi:1 2697930 
/UG=Hs.323463 KIAA1693 
protein; hypothetical protein 
FLJ20719 


AB051480 




NP_060410 


212856_at 


7.63E-04 


Consensus includes 
gb:AB018310.1 /DEF=Homo 
sapiens mRNA for KIAA0767 
protein, partial cus. 
/FEA=mRNA /GEN=KIAA0767 

iv r\\JU— T\tr\r\\Jf Of piUlcln 

/DB XREF=gi:3882254 
/UG=Hs.95180 KIAA0767 
piuieif 1 


AB018310 






212861_at 


0.010713 


hypothetical protein MGC11308 


BF690150 


Hs.19210 


NP_1 16278 


212864_at 


0.007174 


CDP-diacylglycerol synthase 
(phosphatidate 
cytidylyltransferase) 2 


AL568982 


Hs.24812 


NP_003809 


212867 at 


0.005652 


nuclear receptor coactivator 2 


AI040324 


Hs.29131 


NP 006531 


212870_at 


6.66E-04 


son of sevenless homolog 2 
(Drosophila) 


AI628605 


Hs.348496 




212872_s_at 


0.020369 


Consensus includes 
gb:AK023092.1 /DEF=Homo 
sapiens cDNA FLJ 13030 fis, 
cione in i zr\rouu i hi, nigniy 
similar tn Homn ^anipn^ TRF- 

proximal protein mRNA. 
/FEA=mRNA 
/DB_XREF=gi:10434851 
/UG=Hs.93796 
DKFZP586D2223 protein 


AK023092 




NP_061031 


212877 at 


0.017002 


kinesin 2 60/70kDa 


AA284075 


Hs.11 7977 


NP 005543 
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212882_at 


0.001835 


Consensus includes 
gb:AB01 8338.1 /DEF=Homo 
sapiens mRNA for KIAA0795 
Drotein nartial pris 
/FEA=mRNA /GEN=KIAA0795 
/PROD=KIAA07Q5 nrntpin 
/DB XREF=gi:3882310 
/UG=Hs.22926 KIAA0795 
nrntpin 


AB018338 




NP_079286 


212887 at 


7 fi^F-04 


Spp2^ hnmnlnn A 
cprpx/i^ipp^ 




U Q 979Q97 


mp nnR^*\^ 


212888_at 


0.024696 


ESTs, Highly similar to A3291 5 
nucleophosmin - human 
[H.sapiens] 


BG1 09746 


Hs.409325 




212890_at 


0.013527 


hypothetical protein MGC 15523 


BF663461 


Hs.381200 


NP_612637 


212895 s at 


0.003616 


active BCR-related gene 


AL527773 


Hs.408408 


NP 068781 


212899_at 


0.003616 


Consensus includes 
gb:AB028951.1 /DEF=Homo 
sapiens mRNA for KIAA1028 
nrntpin nartial nrta 

/FEA=mRNA /GEN=KIAA1028 
/PROD=KIAA1028 protein 
/DB_XREF=gi:5689392 
/UG=Hs. 129836 KIAA1028 
protein 


AL1 22055 




NP_055891 


212911_at 


0.047167 


Consensus includes 
gb:AB023179.1 /DEF=Homo 
sapiens mRNA for KIAA0962 

nrntpin nartial r*Hc 

\J\ ULCII 1, pal Udl OUo. 

/FFA=mRNA /<^FN=KIAAnQfi9 

/PROD=KIAA0962 protein 
/DB XRFF=ai , 4*i89'567 

protein 


AB023179 






212916 at 


0.002724 


KIAA1111 protein 


AW249934 


Hs.285641 




212917_x_at 


0.014263 


RecQ protein-like (DNA helicase 
Q1-like) 


BF219234 


Hs.235069 


NP_079130 


212920 at 


0.036689 


ESTs 


AV682285 


Hs.227630 




212926_at 


0.032827 


Consensus includes 
gb:AW1 83677 /FEA=EST 
/DB_XREF=gi:6452191 
/DB_XREF=est:xj86e07.x1 
/CLONE=IMAGE:26641 32 
/UG=Hs. 103283 KIAA0594 
protein 


AB011166 




NP 055925 
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212931_at 


0.01063 


Consensus includes 
gb:AB006630.1 /DEF=Homo 
sapiens mr\i\ir\ Tor i\i/v\uzyz 
gene, partial cds. 
/FEA=mRNA /GEN=KIAA0292 
/DB_XREF=gi:2564331 
/UG=Hs.201668 transcription 
factor 20 (AR1) 


AB006630 






212932_at 


0.047091 


Consensus includes 
gb:AK022494.1 /DEF=Homo 
sapiens cDNA FLJ 12432 fis, 
clone NT2RM 100001 8, highly 
similar to numan mK[\iA Tor 
KIAA0066 gene. /FEA=mRNA 

/UG=Hs.227881 RAB3 

\j 1 rase-MO 1 1 VM 1 IINO 

PROTEIN 


AK022494 






212934_at 


7.25E-04 


ESTs, Weakly similar to p47 
[Homo sapiens] [H.sapiens] 


AI245523 


Hs. 131 357 




212936_at 


0.029624 


hypothetical protein 
DKFZp564D172 


AI927701 


Hs.25307 


NP_1 14431 


212947_at 


0.022439 


Consensus includes 
gb:AL031685 /DEF=Human 
DNA sequence from clone 
RP5-963K23 on chromosome 
20q13.1 1-13.2 Contains a 
KRT18 (Keratin type I, 
Cytoskeletal 18 (Cytokeratin 
18, CK18.CYK18)) 
pseudogene, a gene for a 
novel protein, the gene for 
spermatogenesis associated 
protein PD1 (KIAA0... 

/FFA=mRNA ^ 

/DB_XREF=gi:9368423 
/UG=Hs. 12785 KIAA0939 
protein 


AL031685 






212953 x at 


0.016042 


calreticulin 


BE251303 


Hs. 16488 


NP 004334 


212958_x_at 


0.008757 


peptidylglycine alpha-amidating 
monooxygenase 


AI022882 


Hs.83920 


NP_620177 
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212961_x_at 


0.003315 


Consensus includes 

ntvl 47«V7ft 1 /nFP=Hnmr> 
yu.Lto^f o. i / L/cr — nui i iu 

sapiens (Clone i looyzj 

mRNA. /FEA=mRNA 

/DB_XREF=gi:899067 

/uo-ns.oz i / i nomo sapiens 

(clone 115392) mRNA 


L43578 




NP_835225 


212971 at 


0.018839 


cysteinyl-tRNA synthetase 


AI769685 


Hs. 159604 


NP 644802 


212973_at 


0.001763 


ribose 5-phosphate isomerase A 
(ribose 5-phosphate epimerase) 


AI692341 


Hs.79886 


NP_653164 


212975_at 


0.024696 


Consensus includes 
gb:AB020677.2 /DEF=Homo 
sapiens mRNA for KIAA0870 
protein, pamai cus. 

irCJ\— iTlr\ IN M /OCIN — rxIMMUO / U 

/PROD=KIAA0870 protein 
/DB_XREF=gi:6635136 
/UG=Hs.18166 KIAA0870 
protein 


AB020677 






212982 at 


0.001763 


Huntingtin interacting protein H 


AI621223 


Hs.4014 


NP 056151 


212987_at 


6.66E-04 


Consensus includes 
gb:AL031178 /DEF=Human 
DNA sequence from clone 
341 E1 8 on chromosome 
6p1 1.2-12.3. Contains a 
SerineThreonine Protein 
Kinase gene (presumptive 
isolog of a Rat gene) and a 
novel aiiernauveiy spnceu 
gene. Contains a putative 
CpG island, ESTs and GSSs 
/FEA=mRNA_2 
/DB_XREF=gi:3550040 
/UG=Hs. 11050 F-box only 
protein 9 


AL1 37520 




NP_258442 


212990_at 


7.76E-04 


Consensus includes 
gb:AB020717.1 /DEF=Homo 
sapiens mRNA for KIAA0910 
nrotein nartial rrte 

/FEA=mRNA /GEN=KIAA0910 
/PROD=KIAA0910 protein 
/DB_XREF=gi:4240308 
/UG=Hs.127416 synaptojanin 
1 


AB020717 




NP_003886 
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212991_at 


0.010171 


Consensus includes 
gb:AL1 37520.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434C0118 (from clone 

DKFZD434C011ftV nartial rri<* 

i— 'ixi t»p*T\j*tv/u I % \j j t pal ileal L/Vio. 

/FEA=mRNA 
/GEN=DKFZp434C0118 

/DB_XREF=gi:6808183 

/llf5=H«; 1 m^n F-hrw nnl\/ 
pi men i 


AL1 37520 




NP_258442 


212993_at 


0.018398 


ESTs, Weakly similar to 
hypothetical protein FLJ12547 
[Homo sapiens] [H. sapiens] 


AA1 14166 


Hs.381190 




213006_at 


0.049833 


CCAAT/enhancer binding 
protein (C/EBP), delta 


AV655640 


Hs.76722 


NP_005186 


213011 s at 


0.001213 


triosephosphate isomerase 1 


BF1 16254 


Hs.83848 


NP 000356 


213012_at 


7.85E-04 


Consensus includes 
gb:D42055.1 /DEF=Human 
mRNA for KIAA0093 gene, 
nartial rd<> /FFA=mRNA 

pal uai ouo, it i-J\ 1 1 1 1 \ l N n 

/nFN=KiAAnnQ^ 

/DR XRFF=ni c >77'}19 > 

/UG=Hs.1565 neural precursor 
cell expressed, 

uevcujpii ici iictny uuwii- 

regulated 4 


D42055 






213015 at 


0.016045 


ESTs 


BF448315 


Hs. 171 553 






7 

1 .OJt.'UH 


E_0 i o 




no. I f 1 juJ 




213021_at 


0.043864 


ESTs, Moderately similar to 
2211404A B219/OB receptor 
[Homo sapiens] [H. sapiens] 


AI741876 


Hs.389088 




213027_at 


0.031624 


Sjogren syndrome antigen A2 
(60kDa, ribonucleoprotein 
autoantigen SS-A/Ro) 


AU 146655 


Hs.554 




213037_x_at 


0.001942 


Consensus includes 

gb:AJ 132258.1 /DEF=Homo 

sapiens mRNA for staufen 

nmtpin nartial /FFA=mRNA 
pi uicii i , pen Licii. / 1 — 1 1 1 r\ I >irA 

/GEN=staufen /PROD=staufen 
nmtein /DR XRFF=nr4'V795ft7 
/UG=Hs.6113 staufen 
(DrosoDhila RNA-bindina 
protein) 


AJ 132258 




NP_059348 


213044_at 


0.005574 


Rho-associated, coiled-coil 
containing protein kinase 1 


N22548 


Hs. 17820 


NP_005397 


213048_s_at 


7.63E-04 


SET translocation (myeloid 
leukemia-associated) 


W26593 


Hs. 145279 
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213056_at 


7.63E-04 


KIAA1 01 3 protein 


AU145019 


Hs.96427 




213061 s at 


0 006722 

W.WWWf r, m 


Homo sanien** Similar to N- 

■ iwi i iu oaptwi u, wiiiiiigh iu 

tprminal A^n amid^QP Hnnp 
ici 1 1 iii iut noil ci 1 1 \ doc , Liui ic 

MGC:29626 IMAGE:4872717 t 
mRNA, complete cds 


AA643304 


H<; 351573 


NP 775745 


213064_at 


0.049392 


hypothetical protein FLJ11806 


N64802 


Hs.323443 


NP 079100 


213084_x_at 


0.007652 


cadherin 1, type 1, E-cadherin 
(epithelial) 


BF125158 


Hs.356360 


NP_000975 


213086 s at 


0.039351 


casein kinase 1, alpha 1 


BF341845 


Hs.283738 


NP 001883 


213095_x_at 


0.001942 


Consensus includes 
gb:AF299327.1 /DEF=Homo 
sapiens allograft inflammatory 
factor- 1 splice variant G1 
mRNA, complete cds. 
/FFA=CDS /PROD=allnnraft 
inflammatory factor-1 splice 
variantC^I 

V CI 1 1 CI 1 1 LV ' I 

/DB XRFF=ai*1 161 1961 

/uu_Ai\i-r yi. i iu i i^u i 

/UG=Hs.76364 allograft 
inflammatory factor 1 
/FL=gb:AF299327.1 


AF299327 




NP_1 16573 


213102_at 


0.02217 


ARP3 actin-related protein 3 
homolog (yeast) 


Z78330 


Hs.5321 


NP_005712 


213109 at 


0.024115 


KIAA0551 protein 


N25621 


Hs. 170204 




213113_s_at 


0.023543 


likely ortholog of mouse 
embryonic epithelial gene 1 


AI630178 


Hs.274453 


NP_060081 
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213115_at 


0.015926 


Consensus includes 
gb:AL031177 /DEF=Human 
DNA sequence from clone 
889N15 on chromosome 
Xq22. 1-22.3. Contains part of 
the gene for a novel protein 
similar to X. laevis Cortical 
Thymocyte Marker CTX, the 
possibly alternatively spliced 
gene for 26S Proteasome 
subunit p28 (Ankyrin repea... 
/FEA=mRNA_3 
/DB XREF=gi:4071056 
/UG=Hs.8763 Human DNA 
sequence from clone 889N15 
on chromosome Xq22. 1-22.3. 
Contains part of the gene for 

a nrM/ol nrr\toin cimilar trt Y 
a liUVcl [JIULclll oIlTIHcti IU A. 

IdcVlD UUI Utdl MiyiMUUyLc 

Marker CTX, the possibly 
alternatively spliced gene for 
26S Proteasome subunit p28 
(Ankyrin repeat protei 


AL031177 






213117 at 


0.002692 


KIAA1354 protein 


AW1 38594 


Hs. 106283 


NP 061335 


213118_at 


0.001236 


Consensus includes 
gb:AL1 36821.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434M1526 (from clone 
ur\rZ.p z foHivl IDZO;. 

/CCA- mRM A 
/ P CM— 111 r\ INM 

/GEN=DKFZp434M1526 
/PROD=hypothetical protein 
/DB_XREF=gi:12053152 
/UG=Hs. 153293 KIAA0701 
protein 


AL1 36821 






213119 at 


0.013086 


ESTs 


AW058600 


Hs.392501 






U.UOOD^./ 


Prtnconci ic i n fl i iHdc 
V_/Ui IbclloUb IIIL/IUUcb 

gb:AA405798 /FEA=EST 

/nR YRPP-ni-9nR^7ft1 
/UD^ArvCr-yi.^UDOf O I 

/DB_XREF=est:zu57f04.s1 
/CLONE=IMAGE7421 1 1 
/UG=Hs. 153293 KIAA0701 
protein 


ML \ oOOZ I 






213123_at 


7.63E-04 


cytochrome c oxidase subunit 
Vb 


BE222709 


Hs.1342 




213127_s_at 


0.008345 


mediator of RNA polymerase II 
transcription subunit MED8 


BG230758 


Hs.301756 


NP_443109 
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n-value 


Deserintinn 


Accession 
No. 


1 Ininpnp 

Accession 
No. 


Prof pin 

Accession 
No. 


213128_s_at 


0.005347 


ubiquitin protein ligase E3A 
fhuman nanilloma viru^ Ffi- 

\ « i 1 1 tea 1 1 fjci^iiivji i ica vii uo l— \J 

associated protein, Angelman 
svndromp^ 


AA527499 


Hs. 180686 


NP_570854 


213133_s_at 


0.004764 


ESTs, Highly similar to GCHUH 
glycine cleavage system protein 
H precursor - human 
[H.sapiens] 


BE908931 


Hs.356054 




213137_s_at 


0.015739 


protein tyrosine phosphatase, 
non-receptor type 2 


AI828880 


Hs.82829 


NP_536348 




VJ. \J\J 1 


gb:AI934125 /FEA=EST 

/DB_XREF=gi:5672995 

/DB_XREF=est:wn97c08.x1 

/CLONE=IMAGE:2453774 

/UG=Hs. 17411 KIAA0699 

protein 


ARni4«)Q 
nDU I*fuyi7 




MP ORRnRR 


213159_at 


0.001291 


Consensus includes 
gb:AB01 8348.1 /DEF=Homo 
sapiens mRNA for KIAA0805 

nrnfpin nartipl priQ 

jjiuiciu, yjai Lid I iajo. 

/FEA=mRNA /GEN=KIAA0805 
/PROD=KIAA0805 protein 
/DB_XREF=gi:3882330 
/UG=Hs.55947 KIAA0805 
protein 


AB018348 

V 




NP_055797 


213160_at 


7.63E-04 


Consensus includes 

nh 1 /DFF=Hiim»n 
y v. uowvjh. i /Lscr~nuiiiaii 

mRNA for KIAA0209 gene, 

martial rHc /PPArmPMA 
jJal Ual LUb. / 1 l/A — 1 1 1 r\IN/A 

/GEN=KIAA0209 
/DB_XREF=gi: 1504001 
/UG=Hs. 17211 dedicator of 
cyto-kinesis 2 


D86964 




NP_004937 


213165_at 


0.009678 


centrosome-associated protein 
350 


AI041204 


Hs.92200 




213173 at 




OnnQPnQiiQ inr»liiripQ 

V-/UI lOd lOUo II lUIUUCO 

ab AI815033 /FEA=EST 

M ^ - ' »i\>/ i vy vy vy \»y * i 1 l« ^y i 

/DB_XREF=gi:5426248 
/DB_XREF=est:wk70c01 x1 
/CLONE=IMAGE:2420736 
/UG=Hs. 55947 KIAA0805 
protein 


ARri1R34R 

AALJVJ 1 OOHO 




MP ntt7Q7 


213193 x at 


0.007818 


T cell receptor beta locus 


AL559122 


Hs. 155664 
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p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


213198_at 


7.63E-04 


Consensus includes 
gb:AL1 17643.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434M245 (from clone 

r>KF7n4'}4M945\ /FFA=mRNA 

/UD_Ar\tr — y I . %Jv3 I L.C.OO 

/UG=Hs.5288 Homo sapiens 
mRNA; cDNA DKFZp434M245 

/from Hnno nKF7nA'*4M94^ , \ 


AL1 17643 




NP_064733 


213208 at 


0.01289 


KIAA0240 protein 


AI801951 


Hs. 196275 




213215_at 


0.01063 


Homo sapiens, clone 
IMAGE:4157286, mRNA, partial 
cds 


AI910895 


Hs.392619 




213225_at 


7.63E-04 


Consensus includes 
gb:AJ271 832.1 /DEF=Homo 
sapiens mRNA for protein 
phosphatase 1B2 (PPM1B2 
gene). /FEA=mRNA 
/GEN=PPM1B2 /PROD=protein 
phosphatase 1B2 53 kDa 
i so to r m 

/DB_XREF=gi: 12666516 
/Uu- ns.ooor protein 
phosphatase 1B (formerly 
2C), magnesium-dependent, 
beta isoform 
/FL=gb:NM_002706.1 


AJ271832 




NP_808908 


213229_at 


0.001179 


Dicerl , Dcr-1 homolog 
(Drosophila) 


BF590131 


Hs.87889 


NP_803187 


213239_at 


0.03947 


Consensus includes 
gb:NM_006346.1 /DEF=Homo 

Cfanione D 1 D C "1 nana r\rr\r\\ if*k 

sapiens rior i gene prouuci 
(PIBF1), mRNA. /FEA=CDS 
/GEN=PIBF1 /PROD=PIBF1 
gene product 
/DB_XREF=gi:5453889 
/UG=Hs.43913 PIBF1 gene 
product /FL=gb:NM_006346.1 


NM_006346 




NP_006337 


213241_at 


6.66E-04 


Consensus includes 

go.MrUOOoU ( . I /UCr-nOillO 
^anipn<> rlnnp 9^7ftS mRNA 

sequence. /FEA=mRNA 
/DB_XREF=gi:2661068 
/UG=Hs. 184697 Homo 
sapiens clone 23785 mRNA 
sequence 


AF035307 






213246 at 


7.63E-04 


DKFZP564F1123 protein 


AI346504 


Hs.275352 
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Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


213254 at 


0.002692 


KIAA1093 protein 


N64803 


Hs. 11 7333 




213264_at 


0.015389 


mitogen-activated protein kinase 
kinase kinase 12 


AW025150 


Hs.211601 


NP_006292 


213279_at 


0.007652 


Consensus includes 
gb:AL050217.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp586l0523 (from clone 

nKF7n s 5ftRir)S9^\ /FFA=mRNIA 
/DB_XREF=gi:4884458 

/I in=Hc ^C\RA&7 Mnmn 
/UO-nb.OUCrtD/ nUlliU 

OdpitMlo lllrxIN/A, OL-MNM 
nKFyn^ftfiin^^ /from Hnno 

DKFZp586l0523) 


AL050217 






213281_at 


0.035454 


v-jun sarcoma virus 17 
oncogene homolog (avian) 


BE327172 


Hs.78465 




213288_at 


8.83E-04 


ESTs 


AI761250 


Hs.396081 




213292 s at 


0.005347 


sorting nexin 13 


AA908770 


Hs.283881 


NP 055947 


213301_x_at 


0.00917 


transcriptional intermediary 
factor 1 


AL538264 


Hs. 183858 


NP_003843 


213305_s_at 


0.024932 


Consensus includes 
gb:L42375.1 /DEF=Homo 
sapiens protein phosphatase 
2A B56-gamma1 (PP2A) 
mRNA, 3 end of cds. 
/FEA=mRNA /GEN=PP2A 
/r^r\\ju— pr ULciii pnuopriaiaoc 
2A B56-gamma1 
/DB_XREF=gi: 1000891 
/UG=Hs.171734 protein 
phosphatase 2, regulatory 
subunit B (B56), gamma 
isoform 


L42375 




NP_848703 


213309_at 


0.014602 


Consensus includes 
gb:AL1 17515.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434L0735 (from clone 

/FFA=mRNA 
/GEN=DKFZp434L0735 
/PROD=hypothetical protein 
/DB XREF=ai 5912029 
/UG=Hs.54886 phospholipase 
C, epsilon 2 


AL117515 




NP_055999 


213311 s at 


0.015605 


KIAA1049 protein 


BF000251 


Hs.227835 


NP 055787 


213313_at 


0.005574 


rab-6 GTPase activating protein 
(GAP and centrosome- 
associated) 


AI922519 


Hs.55099 


NP_036329 
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IUCI III 1 ICr 1 


p-value 


Descrintion 


Gene 

nUvCodi \j 1 1 

No 


Ul IIMvllv 

No 


Profpin 

nu hi 
No 


213315 x at 


0 022228 


Homo saDien<? Honp 
MGC:10039 I MAGE: 3889701, 
mRNA, complete cds 


L43577 


Hs 82171 
i \<j .\j t— ifi 


NP 835225 


213327_s_at 


0.014602 


ubiquitin specific protease 12 


AI820101 


Hs.42400 




213341 at 


0.017061 


fem-1 homolog c (C.elegans) 


AI862658 


Hs.47367 


NP 064562 


213344 s at 


0.013803 


H2A histone family, member X 


H51429 


Hs. 147097 


NP 002096 


213351 s at 


0.028655 


KIAA0779 protein 


AI934469 


Hs. 362996 




213355 at 

c i en 


0 045431 


Onn^PriQiiQ inrlnHpQ 

IOCI lOUO II IVlUvlCd 

gb:AI989567 /FEA=EST 
/DB_XREF=gi: 5836448 
/DB_XREF=est:ws34e03.x1 

/UG=Hs.34578 alpha2,3- 

^ i p Iv 1 1 rp n Qf p ra c p 
oiciiy hi cii ioici aoc 








213357_at 


0.018947 


Homo sapiens, Similar to 
CC^14037 npnp nrotiiipt rlnnp 

1 tUv'/ yci IC yf\ WUU^l, Ulul IC 

IMAGE:3640720, mRNA, partial 
cds 


AV701318 


Hs.356224 




213360_s_at 


0.022439 


Williams Beuren syndrome 
chromosome region 20C 


AA514622 


Hs.295112 


NP_742017 


213361_at 


0.005896 


tudor repeat associator with 
PCTAIRE 2 


AW1 29593 


Hs.283761 


NP_055105 


213379_at 


7.76E-04 


Consensus includes 
gb:AF091 086.1 /DEF=Homo 

/FEA=mRNA /PROD=unknown 
/DB_XREF=gi:3860009 
/UG=Hs.44563 hypothetical 

nrntpin /Fl =nh*NIM 01^fiQ7 1 


AF091086 




NP_056512 


213400 s at 


0.04976 


transducin (beta)-like 1X-linked 


AV753028 


Hs. 76536 


NP 005638 


213404_s_at 


0.025231 


601453992F1 NIH_MGC_66 
Homo sapiens cDNA clone 
1MAGF385771 1 5' mRNA 
sequence. 


BF033683 






213414 s at 

*~ ■ \J~ 1 "T O GIL 


0 003009 


riho^nmpl nrotpin 

1 1 uuoui i icii \j\ uicn i u i J 






np nnini3 


213436 at 


0 032331 


nrntpin-POi inlpH r&r&ntrtr' 
Human rpnnphinniH 

i luiiiaii ou i uai ii IC3L/H iuiu 

receptor (CNR1) gene, 
complete cds. 


1 1733D4 






213440_at 


8.94E-04 


RAB1A, member RAS 
oncogene family 


AL530264 


Hs. 79507 


NP_004152 


213448 at 


0.026556 


metaxin 1 


AI693193 


Hs. 247551 


NP 002446 


213455_at 


0.005119 


hypothetical protein BC001096 


W87466 


Hs. 352406 


NP 612398 


213465_s_at 


0.002446 


protein phosphatase 1 , 
regulatory subunit 7 


BF718769 


Hs. 36587 


NP_002703 
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Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein I 

Accession 

No. 


213478_at 


0.004597 


Consensus includes 
gb:AB028949.1 /DEF=Homo 
sapiens mRNA for KIAA1026 

nrntpin nartia! rHc 
/FFA=mRMA /f^FN-K'IAAin9fi 

/PROD=KIAA1026 protein 

/nR YRFF=ni ^fiflCnflfc 
/UD Ar\Lr-y I.J009000 

/I lf^=Mc Oil AO k'IAAin9R 
/wO- rl5.Zf / *t Z rMMMlUZO s 

protein 


AB028949 






91^4Q4 c at 




YY1 troncpri r\tior» far»tr\r 


AA74ftfi4Q 


ns.y / *fyo 


INr VuOOuH 


213501_at 


0.001719 


acyl-Coenzyme A oxidase 1 , 

rtolmitnwl 
pdlil lILUyl 


T62985 


Hs.379991 


NP_009223 


9i^mn y at 

£. I OD I U A dl 


u.uuoy / o 


XI A*X0 rxrr\\a\r\ 

1 l ioz proiein 


A\A/1 QAZAI 
MVV 1 57HO^O 


Me 01AEJ7'\ 


INr DODoUo 


911S11 c pt 


U.U 1 JJ^ / 


M/"^m/^ conionc /^IfM^a 
nuillU bapicllo, UlUlic 

MGC:17492 IMAGE:3453013, 
mRNA, complete cds 


Ml ID/ ID*f 


Mc ^471 ft7 

ns.o^f io/ 


lNr_/oy /^D 


213513_x_at 


0.006596 


actin related protein 2/3 
complex, subunit 2, 34kDa 


BG034239 


Hs.83583 


NP_690601 


213515 x at 


7.03E-04 


hemoglobin, gamma A 


AM 33353 


Hs.283108 


NP 000175 


213517 at 


0.003515 


poly(rC) binding protein 2 


AW1 03422 


Hs.63525 


NP 114366 


213524_s_at 


0.018591 


Consensus includes 
gb:NMJD15714.1 /DEF=Homo 
sapiens putative lymphocyte 
G0G1 switch gene (G0S2), 
mrxiNM. /rCM-V/Uo 
/GEN=G0S2 /PROD=putative 
lymphocyte G0G1 switch gene 
/LJD__Ar\c:r— gi. / do / iuo 
/UG=Hs.95910 putative 
lymphocyte G0G1 switch gene 
/FL=gb:NM_01 5714.1 


NM_015714 




NP_056529 




fi H49RQ7 


uncnar acienzevj ncrnaiopuieiic 
stem/progenitor cells protein 

IVI uouoo 


Drz I OO^Kt 


Me Ci/lQftn 


MD fift 1Q77 
IN r __UD I y / / 


21 "^S^? at 


o nni40R 

\J.\J\J 1 *T WVJ 


m ota 1 r\ rr\ to incaco Hrtmain 17 
1 1 1 t-LdllUfJI Ultrll ldoti UUllidli l I / 

(tumor necrosis factor, alpha, 
converting enzyme) 


Ml / 57 / OOO 


Mc lam ^fi 

rl5.00U I OD 




91 c at 




1 1 Kin i iitin-<T\nii insatinn on7\/mo 
uuiLjuiLii i~vaj< ijuydiii ly ci iziy 1 1 it; 

F9I (\ IROQ hnmnlnn \/oact\ 


AAQ1 0R14 
MM5 I UD I H 


Mc ft498^ 


IN r_UUi30oO 


213541 s at 


0 007714 


ESTs 


AI351043 


Hs 391794 


NP 004440 


213545 x at 


6.66E-04 


sorting nexin 3 


BE962615 


Hs.12102 


NP 690041 


213549_at 


7.25E-04 


ESTs, Moderately similar to 
PRO0478 protein [Homo 
sapiens] [H. sapiens] 


AI890972 


Hs.355844 




213554 s at 


0.032771 


hypothetical protein H41 


BG257762 


Hs.283690 


NP 060018 


213557 at 


0.01063 


ESTs 


AW305119 


Hs.374965 
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Gene 

lr\a nt if i or 

lUwflUI Iwf 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


213567_at 


0.014263 


ESTs, Weakly similar to 

hx/nnthptiral nrntpin Fl I9048Q 

fl-lnmn canioncl TM csnioncl 
[mUIIIU oapiClloJ [n.oa|J!ci IwJ 


BF431965 


Hs.409065 




213571_s_at 


0.007839 


eukaryotic translation initiation 


BF516289 


Hs.19122 


NP_004837 


213572_s_at 


7.63E-04 


serine (or cysteine) proteinase 
inrnuiior, ciauu d ^ovaiDurninj, 
member 1 


AI554300 


Hs. 183583 


NP_1 09591 


213574 s at 


0.001179 


karyopherin (importin) beta 1 


AA861608 


Hs. 180446 


NP 002256 


O1-3K70 a t 




uune rnurpnuycneuc protein 
receptor, type IA 


AI£7ft£7Q 






213593_s_at 


0.003584 


transformer-2 alpha (htra-2 
alpha) 


AW978896 


Hs.24937 




c. I OuuO b al 


U.U I U I & f 


las-reiaieu Doiuiinurn toxin 
substrate 2 (rho family, small 

fiTD KinHinn rvrotoin Dor i 9\ 
O 1 i UlllUliiy piULcill rxdUtj 


DC 1 00000 


ns.ou i i ( o 


mp nnoftfi^ 
rMr_uuzooo 


213604_at 


0.047555 


ESTs, Highly similar to 

FIIMP HI IMANJ Fihmnprtin 

rllNw n U 1 VI /A IN riUI Ul ICwlll 1 

precursor (FN) (Cold-insoluble 
globulin) (CIG)[H. sapiens] 


AW451236 


Hs.409286 




213619_at 


0.018398 


heterogeneous nuclear 
ribonucleoprotein H1 (H) 


AV753392 


Hs.245710 


NP_005511 


213620_s_at 


0.044214 


intercellular adhesion molecule 
2 


AA1 26728 


Hs.347326 




213623_at 


0.017687 


Consensus includes 
gb:NM_007054.1 /DEF=Homo 
sapiens kinesin family 
member 3A (KIF3A), mRNA. 
/FEA=CDS /GEN=KIF3A 
iv x\\j\j— Kinesin lamuy memoer 
3A /DB_XREF=gi:6857803 

/I — We /Qft7n Unaein fomilw 

/uo- ns.HOD/ u Kinesin lamuy 
memDer om 

/rL-gD.nrU'f IODO. I 

yu.iNivi \j\j/\joh. i 


NM_007054 




NP_008985 


213624 at 


0 001719 

w. ww if i w 


acid snhinaomvelinase-like 
phosphodiesterase 


AA873600 

nnu t ww ww 


H<? "391644 


IMP 006705 

l>li WWW 1 WW 


213637 at 


0.02217 


ATP-dependent RNA helicase 


BE503392 


Hs.380430 


NP 689513 


213642 at 


7.63E-04 


ribosomal protein L27 


BE3 12027 


Hs.111611 


NP 000979 


213646 x at 


0.002603 


tubulin, alpha, ubiquitous 


BE300252 


Hs.334842 


NP 006073 


213649_at 


9.85E-04 


splicing factor, arginine/serine- 
rich 7, 35kDa 


AA524053 


Hs.184167 


NP_006267 
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Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


213666_at 


0.003315 


Consensus includes 
ab*AK026589 1 /DFF=Homo 
^anien^ rDNA' Fl J22Q36 fte 
clone KAT07Q36 /FFA=mRNA 
/DR XREF=aM 0439473 
/UG=H<; Q0.QQR KIAA0128 
nrotpin* Qpntin 2 


AK026589 




NP_665801 


213671 s at 


0.023543 


methionine-tRNA synthetase 


AA621558 


Hs.279946 


NP 004981 


213672 at 


0.02012 


mpthinninp-tR N A QwnthptaQP 


AA621^a 


He 27QQ4R 


np nndQfti 


21^687 c at 




i iuuoui i idi [JiULCiii LOJa 


RFQfiftftOI 

DL.3O00U 1 


no.^O / OQ I 


nip nnnoft7 


213694 at 


0 027Q3S 




AW027347 


He 30403^ 




213698 at 




y\r\c finnpr nrntpin 2^8 




no.ou ido/ 




213702_x_at 


6.66E-04 


N-acylsphingosine 

amirinhx/HrnlaQP ^ariH 

ceramidase) 1 


AI934569 


Hs.75811 


NP_808592 


213708 s at 


0 003373 


tran^rrintion fartnr-likp 4 


1 N*tUJJJ 


1 IO. / V 1 U\J 




213726 x at 


0.001835 


tubulin, beta, 2 


AA515698 


Hs.251653 




213729 at 


0 001213 


formin bindinn nrntpin 3 


778308 


Hs 107?1^ 

1 IO. 1 Uf C- \ \J 


NP 060362 


213735_s_at 


0.001213 


cytochrome c oxidase subunit 
Vb 


AI557312 


Hs.1342 


NP_001853 


213741_s_at 


0.003965 


karyopherin alpha 1 (importin 
alpha 5) 


BF575685 


Hs.343581 


NP_002255 


213798_s_at 


0.030968 


adenylyl cyclase-associated 
protein 


AA806142 


Hs.104125 


NP_006358 


213817_at 


7.76E-04 


Consensus includes 
gb:AL049435.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp586B0220 (from clone 

nKF7n^ftfiR022n^ 
/FFA=mRNA 

/DB_XREF=gi:4500218 

l\ \Ck-H<^ 170056 Hnmn 

sapiens mRNA; cDNA 
DKFZp586B0220 (from clone 
DKFZp586B0220) 


AL049435 






213836 s at 


6.66E-04 


KIAA1001 protein 


AW052084 


Hs.279937 


NP 055775 


213850 s at 


0 003515 


^nlininn fartnr arnininp/Qprinp-. 
rirh 2 intprarlinn nrntpin 






NP 004710 


213851 at 

<C» 1 w ^ 1 GIL 


0 003115 


FSTs Weaklv similar to 556*5173 

i — v— ' i o, v v corxty oil 1 11101 iu ouj 1 / 0 

probable membrane protein 
YPL162c- veast 
(Saccharomyces cerevisiae) 
[S.cerevisiae] 


RH031677 






213860 x at 


0.00109 


casein kinase 1, alpha 1 


AW268585 


Hs.283738 


NP 001883 


213867 x at 


0.027738 


actin, beta 


AA809056 


Hs.288061 


NP 001092 


213882 at 


0.015899 


beta-amyloid binding protein 
precursor 


AA012917 


Hs.333541 


NP_1 14416 
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Gene 

IHontifior 


p-value 


Description 


Gene 

Arroccion 
IMO. 


Unigene 

Arroccinn 
NO. J 


Protein 

Kirk 
IMO. 


213883 s at 

fa i JvUJ j o l 


0 01412 

\J . \J 1 ™T 1 fa 


hpta-am\/lniH hinHinn nrntpin 
nrpci irenr 


AA012917 

nnu i fa i / 


Hs 333541 


NP 114416 

INI 1 l*rt IU 


213902_at 


0.009378 


N-acylsphingosine 

anriirlnhvrirnlaep (ac\ri 

vol al I lllldoC / 1 


AI379338 


Hs.75811 


NP_808592 


213911 s at 


0.00109 


H2A histone family, member Z 


BF718636 


Hs.1 19192 


NP 002097 


213918 <5 at 


0 002914 

Vs.lfUfafa 1 *T 




Dill lul J 


He 99S7R7 


MP 5Q7R77 

INi sJ\3 /Off 


91^Q99 at 

^ i oc/fafa at 


Lf.U 1 UOl/J 


K1AAP.R47 nrntpin 


AW9Q4fiftfi 


ilo.OODH-O 1 


MP 77^771 
IN r ((Dill 


fa i Ov?to — al 


n 009794 

U.UUfa / faH 


RAP9R momhor of RAQ 
r\A\i faD, illcfllUd Ui r\nO 

oncogene family 


MVVUUOOOO 


He ^fift9^ 


MP nnoft77 

INr*_UUfaO/ / 


213Q40 ^ at 


f) 01419 

U. \J \ *T 1 fa 


form in-hinH inn nrntpin 17 
iui 1 1 in i-uii lull ly fjiuidii 1/ 


Al HA^ns^ 

nU l*t\JUv/0 


He 4nftQQ9 




913Q5R at 

fa i Jg>JO i[ ^Cll 




r*pntrncnmp~accnr*iatpH nrntpin 
vCI I U UbUI 1 It? -aooUUIcUcU pi UltJM 1 

350 


AW9QQ9Q4 

r\VVfayj7fav7*t 




MP n^fi9^ 
IN r^__UOOOfaO 


213958 at 


0.007394 


CD6 antigen 


AW1 34823 


Hs.81226 


NP 006716 


213969 x at 

fa 1 v/Cwi* A CIL 


0 017687 


rihnenmal nrntpin 1 9Q 

1 IUUoUI 1 1CII piVJLdli l_faC7 


RFfiR149fi 

D l DOv*TLU 






213988_s_at 


0.001719 


spermidine/spermine N1- 
acetyitransferase 


BE971383 


Hs.396709 


NP_002961 


214001 x at 


0.014602 


ribosomal protein S10 


AA320764 


Hs.76230 


NP 001005 


214022_s_at 


0.021451 


interferon induced 
transmembrane protein 1 (9-27) 


AA749101 


Hs.1 46360 




214032_at 


0.003584 


ESTs, Highly similar to 
ZA70JHUMAN Tyrosine-protein 

kinaep 7AP-70 1*70 kHa 7Pta- 
aeenniatpH nrntoir^ i / Q\/k_rolatoH 
/ rr\ cino Unocal fl— 1 conianel 

tyrosine Kinase j [n.sapiensj 


AI817942 


Hs.406272 




9140^ at 




ni n-Dinuing odsseiie, suu- 

family C (CFTR/MRP), member 
6 


MIUO*400 1 


He 0"7A0PX\ 
riS.fa r *tzou 


mp nnii«9 

INr_JJU I IOZ 


214041 x at 


0.001108 


ribosomal protein L37a 


BE857772 


Hs.296290 


NP 000989 


214055 x at 


0.003315 


KIAA1096 protein 


AW238632 


Hs.69559 


NP 055987 


214080_x_at 


0.018398 


protein kinase C substrate 80K- 
H 


AI815793 


Hs.1 432 


NP_002734 


214081_at 


0.040064 


Consensus includes 

nhAFn7n , S9fi 1 /nFF=Hnmn 
yu.nru/ujtO. i /ucr — nuiiiu 

sapiens clone 24787 mRNA 

cpniipnnp /FFA=mRMA 

OCLjUCI Iv/C. / I — IIIIAIN/A 

/DB_XREF=gi:3387881 
/UG=Hs. 13429 Homo sapiens 
clone 24787 mRNA sequence 


AF070526 




NP_065138 


214085_x_at 


0.044397 


glioma pathogenesis-related 
protein 


AI912583 


Hs.1 54762 


NP_008974 


214088_s_at 


0.019726 


fucosyltransferase 3 
(galactoside 3(4)-L- 
fucosyltransferase, Lewis blood 
group included) 


AW080549 


Hs.1 69238 


NP_000140 



Page 568 of 780 



TABLE 3K 



Genes Corresponding 1 


fo Differentially Expressed Genes in Figure 1 


8 - BladderCancer 


Gene 
Identifier 


r\ \#o li id 

p-vdiue 


ueswiipiion 


vjene 

Accession 

NO. 


1 Ininono 

unigene 
Accession 

NO. 


r rote in 
Accession 

No. 


214112_s_at 


7.63E-04 


Homo sapiens, clone 

iviov_/, iuuoy nviMoc.oooy / u i, 

mRNA, complete cds 


AA543076 


Hs.82171 


NP_835225 


91/1101 v of 

z 14 iz i x ai 




enigma ^liivi aomam proiemj 


AAUoozzy 


ns.i uzy4o 


INr UU044Z 


214136_at 


0.038618 


nudix (nucleoside diphosphate 
linked moiety X)-type motif 13 


W80642 


Hs. 16951 




01/11^1 e of 
Z 14101_S_at 


7 9<^P HA 


pnospnatioynnositoi giycan, 
ciass b 


A I 11 

AU i44Z4o 


HS.Z4nio 


KID AAytQX^ 

N r__UU4o4b 


214152_at 


0.001641 


phosphatidylinositol giycan, 
ciass d 


AU144243 


Hs.247118 


NP_004846 


214153_at 


0.02324 


homolog of yeast long chain 
poiyunsaturateo tatty acici 
elongation enzyme 2 


BE467941 


Hs.408991 




z 14 io/ s at 




riDosomai protein, large, ru 


A AC£C1 1 O 
AAOOOl I O 


Uo QCA1AQ 


KID AAARf\C 

INr 4440UO 


214177_s_at 


0.032771 


hematopoietic PBX-interacting 
protein 


AI935162 


Hs.8068 


NP_065385 


214198_s_at 


0.001406 


DiGeorge syndrome critical 
region gene z 


AU 150824 


Hs.2491 


NP_005128 


214211 at 


0.037367 


ferritin, heavy polypeptide 1 


AA083483 


Hs.62954 


NP 004174 


214246_x_at 


0.039351 


Misshapen/NIK-related kinase 


AI859060 


Hs. 112028 


NP 000071 


214274_s_at 


0.022439 


acetyl-Coenzyme A 
acyltransferase 1 (peroxisomal 
3-oxoacyl-Coenzyme A thiolase) 


AI860341 


Hs.166160 


NP_001598 


214280_x_at 


0.029624 


Consensus includes 
gb:X79536.1 /DEF=H.sapiens 
mKiMA tor nnKNPcore protein 

A A tCC A — rviDKI A 

AT. /rtA-mKNA 

/PROD=hnRNPcore^ protein A1 
/DB_XREF=gi:496897 
/Uo-ns.z4y4yo neterogeneous 
nuclear ribonucleoprotein A1 


X79536 




NP_1 12420 


Z I4ZO 1 s ai 


u.uuoyoo 


zinc linger protein ooo 


AA0Z40Z0 


nS.4ozy/ 


kid ncoc-i 


OlAOftft e of 

z i4zoo_s_ a i 


u.uuooyo 


proieasome ^prosome, 
macropain) subunit, beta type, 1 


woozyo 


nS./of 4o 


KID AA07Q/I 

Nr_UUzYo4 


214299_at 


0.045776 


topoisomerase (DNA) III alpha 


AI676092 


Hs.91175 


NP 004609 


OAAiriR c of 

z i4ouo_s_ai 


U.UUoO 1 0 


spncing tactor od, suuunit i , 
i ooKua 


AWUUoUoU 


nS.oo4oZo 


KID AQ£C£R 
lNr_UoDODO 


214315 x at 


0.02217 


calreticulin 


AI 348935 


Hs. 16488 


NP 004334 


914^90 v of 

z i4ozy_x_ai 


n n^/i9Qfi 
u.uo*tzyo 


lumor necrosis racior ^nganaj 

OUjJCl lal i my, UlClMUcJ IU 


AVV4 / 44 04 


nS.oo4zy 


md no^pni 
Nr__UUooul 


214352_s_at 


0.001763 


v-Ki-ras2 Kirsten rat sarcoma 2 
viral oncogene homolog 


BF673699 


Hs.351221 


NP_203524 


214366 s at 


0.003315 


arachidonate 5-lipoxygenase 


AA995910 


Hs.89499 


NP 000689 


214403_x_at 


0.001097 


prostate epithelium-specific Ets 
transcription factor 


AI307915 


Hs.79414 


NP_036523 


214414 x at 


0.033358 


hemoglobin, alpha 2 


T50399 


Hs.347939 


NP 000549 
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Gene 
Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214429_at 


0.001167 


Consensus includes 

D13S824E locus mRNA, 
complete cds. /FEA=mRNA 
/DB_XREF=gi: 1669390 
/UG=Hs.79877 myotubularin 
related protein 6 
/FL=gb:U47635.1 


U47635 




NP_004676 


214430_at 


0.003669 


Consensus includes 
gb:NM_000169.1 /DEF=Homo 
sapiens galactosidase, alpha 

(oLMj, rnrAiNM. /rtA-UUo 

/GEN=GLA 

/PROD=galactosidase, alpha 
/DB_XREF=gi:4504008 
/UG=Hs.69089 galactosidase, 
alpha /FL=gb:BC002689.1 
gb:NMJ)00169.1 


NM_000169 




NP_000160 


214440_at 


0.003875 


Consensus includes 
gb:NM_000662.1 /DEF=Homo 
sapiens N-acetyltransferase 1 
(arylamine N-acetyltransferase) 
(NAT1), mRNA../FEA=CDS 
/GEN=NAT1 /PROD=N- 
acetyltransferase 1 

/r\Q YDCC-nl-ylcnCQQ/ 

/Ub AKtr-gi.4oUOoo4 
/UG=Hs.155956 N- 
acetyltransferase 1 (arylamine 
N-acetyltransferase) 
/FL=gb:NMJ)00662.1 


NM_000662 




NP_000653 


214496_x_at 


0.002291 


Consensus includes 
gb:NMJ)12330.1 /DEF=Homo 
sapiens histone 
acetyltransferase (MORF), 
mRNA. /FEA=CDS 
/GFN=MORF /PROn=hktnnp 

acetyltransferase 
/DB_XREF=gi:6912511 
/UG=Hs.27590 histone 
acetyltransferase 
/FL=gb:AF1 19231.1 
gb:NM_012330.1 


NM_012330 




NP_036462 
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Gene 
Identifier 


p-value 


Description' 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214501_s_at 


0.00236 


Consensus includes 
gb:AF044286.1 /DEF=Homo 
sapiens histone macroH2A1.1 
rnrxiNM, compieie cos. 
/FEA=CDS /PROD=histone 
macroH2A1.1 
/DB_XREF=gi:3493530 
/UG=Hs.75258 H2A histone 
family, member Y 
/FL=gb:AF044286.1 


AF044286 




NP_6 13258 


21451 1_x_at 


0.003009 


Consensus includes 
gb:L03419.1 /DEF=Human Fc- 
gamma receptor I B1 mRNA, 
complete cds. /FEA=CDS 
irr\vju— rc garnrna receptor i 
/DB_XREF=gi: 182460 
/UG=Hs. 77424 Fc fragment of 
IgG, high affinity la, receptor 
for (CD64) /FL=gb:L03419.1 
gb:L03420.1 


L03419 




NP_000557 


214512_s_at 


0.010277 


Consensus includes 
gb:NM_006713.1 /DEF=Homo 
sapiens activated RNA 
polymerase II transcription 
cofactor 4 (PC4), mRNA. 
/FEA=CDS /GEN=PC4 
/PROD=activated RNA 
polymerase II 

trancprintionr*nfar k t , rtr A 
11 dl loOl ipLIUi lUUIdUlUI H 

/DB_XREF=gi: 5729967 
/UG=Hs. 74861 activated RNA 
polymerase II transcription 
cofactor 4 /FL=gb:U 12979.1 
gb:NM 006713.1 


NM_006713 




NP_006704 
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Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214523_at 


0.001927 


Consensus includes 
gb:NM_001805.1 /DEF=Homo 
sapiens CCAATenhancer 
binding protein (CEBP), 
epsilon (CEBPE), mRNA. 
/FEA=CDS /GEN=CEBPE 
/PROD=CCAATenhancer 
uinaing protein (obbr), 
epsilon /DB_XREF=gi:4502766 
/UG=Hs. 158323 
CCAATenhancer binding 
protein (CEBP), epsilon 
/FL=gb:NM_001 805.1 


NM_001805 




NP_001796 


214531_s_at 


0.00121 


Consensus includes 
gb:AF065484.1 /DEF=Homo 
sapiens sorting nexin ia 
(SNX1) mRNA, complete cds. 
/FEA=CDS /GEN=SNX1 
/PROD=sorting nexin 1A 
/DB_XREF=gi:31 52941 
/UG=Hs.75283 sorting nexin 1 
/FL=gb:AF065484.1 


AF065484 




NP_690039 


214548_x_at 


7.63E-04 


Consensus includes 
gb:AF064092.1 /DEF=Homo 
sapiens mutant guanine 
nucleotide-binding protein 
G(s), alpha subunit mRNA, 
complete cds. /FEA=CDS 
/PROD=mutant guanine 
nucleotide-binding protein 

(*^fc\ olrxhio ciiHiinit 
o^bj,dipnd oUDUnll 

/DB_XREF=gi:31 42636 
/UG=Hs.273385 guanine 
nucleotide binding protein (G 
protein), alpha stimulating 
activity polypeptide 1 
/FL=gb:AF064092.1 


AF064092 




NP_536351 
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Gene 
Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214553_s_at 


0.015454 


Consensus includes 
gb:NM_006628.1 /DEF=Homo 
sapiens cyclic AMP 
phosphoprotein, 19 kD (ARPP- 
19), mRNA. /FEA=CDS 

/OLlN-MlArr- iy /rr\UU- CyCIIC 

AMP phosphoprotein, 19 kD 
/DB XREF=gi:5729731 
/UG=Hs.7351 cyclic AMP 
phosphoprotein, 19 kD 
/FL=gb:NM_006628.1 


NMJD06628 




NP_006619 


214561_at 


0.027424 


Consensus includes 
gb:NM_024317.1 /DEF=Homo 
sapiens immunoglobulin-like 
transcript 10 (ILT10), mRNA. 

/rCM-UUo /otlN— ILI IU 

/PROD=immunoglobulin-like 

transcript 10 

/DB XREF=gi: 1339931 9 

/UG=Hs.202680 

immunoglobulin-like transcript 

10 /FL=gb:NM_024317.1 


NM_024317 

i 




NP_077293 


214574_x_at 


0.029279 


Consensus includes 
gb:NMJ)07161.1 /DEF=Homo 
sapiens DNA segment on 
chromosome 6 (unique) 49 
expressed sequence, NK cell 
triggering receptor, p30 
(D6S49E), mRNA. /FEA=CDS 

/PROD=leukocyte-specific 
transcript i 

/DB_XREF=gi:6005740 
/UG=Hs.88411 lymphocyte 
antigen 1 1 ( 
/FL=gb:NM_007161.1 


NMJ307161 




NP_009092 


c. \ HDOo al 




regulatory soiute carrier protein, 

familv 1 mpmhpr 1 
iciiiiiiy i, 1 1 ici i iuci i 


AlZDOOOl 


ns.zioy4oy 


kid nnccrio 


214590_s_at 


0.00109 


ubiquitin-conjugating enzyme 
E2D 1 (UBC4/5 homolog, yeast) 


AL545760 


Hs. 129683 


NP_003329 


214594_x_at 


0.023543 


ATPase, Class I, type 8B, 
member 1 


BG252666 


Hs.388624 


NP_005594 


214606 at 


0.005703 


tetraspan 2 


BF 129969 


Hs.234863 


NP 005716 
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Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214615_at 


0.015605 


Consensus includes 
gb:NM_014499.1 /DEF=Homo 
sapiens putative purinergic 
receptor (P2Y10), mRNA. 

/rtA-L/Uo /otlM-rZY 1U 

/rKvju— putative purinergic 
receptor 

/UD_AKtzr— gi. lUUyZDoZ 
/UG=Hs.296433 putative 
purinergic receptor 
/FL=gb:NM 014499.1 


NM_014499 




NP_055314 


214617 at 


0.018398 


perforin 1 (pore forming protein) 


AI445650 


Hs.2200 


NP 005032 


214620_x_at 


0.002003 


peptidylglycine alpha-amidating 
monooxygenase 


BF038548 


Hs.83920 


NP_620177 


214629_x_at 


0.004987 


Consensus includes 
gb:AF320999.1 /DEF=Homo 
sapiens Nogo-A protein short 
iorm mr\iNM, compieie cos, 
alternatively spliced. 
/FEA=CDS /PROD=Nogo-A 
protein short form 
/DB_XREF=gi: 11878277 
/UG=Hs.65450 reticulon 4 
/FL=gb:AF320999.1 


AF320999 




NP_722550 


214651_s_at 


0.01148 


Consensus includes 
gb:U41813.1 /DEF=Human 
ciass i nomeoprotein (HUAAy) 
mRNA, partial cds. 
/FEA=mRNA /GEN=HOXA9 
/PROD=HOXA9 
/DB_XREF=gi:1 184168 
/UG=Hs.127428 homeo box 
A9 /FL=gb:NM_002142.1 


U41813 




NP_689952 


214658 at 


0.010065 


CGI-109 protein 


BG286537 


Hs.278391 




214663_at 


0.008874 


Consensus includes 
gb:AB007941.1 /DEF=Homo 
sapiens mRNA for KIAA0472 

nrntpin nartial f*ric 

/FEA=mRNA /GEN=KIAA0472 
/PROD=KIAA0472 protein 
/DB_XREF=gi:3413905 
/UG=Hs.6874 KIAA0472 
protein 


AB007941 
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Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214665_s_at 


7.25E-04 


Consensus includes 
gb.AK000095.1 /DEF=Homo 
sapiens cDNA FLJ20088 fis, 
clone COL03869. /FEA=mRNA 
/DB_XREF=gi:7019960 
/UG=Hs.85301 calcium binding 
protein P22 


AK000095 






214669_x_at 


0.019643 


immunoglobulin kappa constant 


BG485135 


Hs.306357 




214684_at 


0.002446 


Consensus includes 
gb:X63381.1 /DEF=Homo 
sapiens mRNA for serum 
response factor-related 
protein, RSRFC4. 
/FEA=mRNA /GEN=RSRFC4 
/PROD=serum response factor 
related protein 
/DB_XREF=gi:432655 
/UG=Hs. 182280 MADS box 
transcription enhancer factor 
2, polypeptide A (myocyte 
enhancer factor 2A) 


X63381 


1 


NP_005578 


214691 x at 


0.013125 


hypothetical protein KIAA1164 


AU121431 


Hs.40719 




214695 at 


0.024696 


NICE-4 protein 


AW051361 


Hs.8127 


NP 055662 


214703 s at 


0.003965 


KIAA0935 protein 


AW954107 


Hs.12183 




214714_at 


0.017265 


Consensus includes 
gb:AK022360.1 /DEF=Homo 
sapiens cDNA FLJ12298 fis, 
clone MAMMA1 001837, 
weakly similar to ZINC 
FINGER PROTEIN 29. 
/FEA=mRNA 
/DB_XREF=gi: 10433741 
/UG=Hs.284168 hypothetical 
protein MPMGp800M05499Q3 


AK022360 




NP_1 15540 


214718_at 


0.003584 


Consensus includes 

yD.Ai\U^Ol4^.1 /Utr-HOmO 
sapiens cDNA: FLJ22489 fis, 
clone HRC10951. 
/FEA=mRNA 
/DB_XREF=gi: 10438897 
/UG=Hs.21145 hypothetical 
protein FLJ22489 


AK026142 




NP_066990 
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Accession 

No. 


Unigene 

Accession 
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Protein 

Accession 

No. 


214719_at 


0.03797 


Consensus includes 
gb:AK026720.1 /DEF=Homo 
sapiens cDNA: FLJ23067 fis, 
clone LNG04993. /FEA=mRNA 
/DB XREF=gi: 10439638 
/UG=Hs.117167 Homo 
sapiens cDNA: FLJ23067 fis, 
clone LNG04993 


AK026720 






214730_s_at 


0.032443 


Consensus includes 
gb:AK025457.1 /DEF=Homo 
sapiens cDNA: FLJ21804 fis, 
clone HEP00746, highly 
similar to HSU64791 Human 

Oil MUCH IU 1 1 V— ' 1 sj \ 1 1 Ull lal 1 

Golgi membrane 
sialoglycoprotein MG160 
(GLG1) mRNA. /FEA=mRNA 
/DB_XREF=gi: 10437977 
/UG=Hs.78979 Golgi 
apparatus protein 1 


AK025457 




NP_036333 


214733_s_at 


0.002518 


Consensus includes 
gb:AL031427 /DEF=Human 
DNA sequence from clone 
167A19 on chromosome 
1p32.1-33. Contains three 
genes for novel proteins, the 
DI01 gene for type I 
iodothyronine deiodinase (EC 
3.8.1.4, TXDI1, ITDI1) and an 
HNRNP A3 /Heteronenous 
Nuclear Ribonucleoprotein A3, 
FBRNP^ /FFA=mRNA 6 
/DB_XREF=gi:4835258 
/UG=Hs. 1 1 923 hypothetical 
protein 


AL031427 






214737_x_at 


0.020369 


heterogeneous nuclear 
ribonucleoprotein C (C1/C2) 


AV725195 


Hs. 182447 


NP_1 12604 


214743_at 


0.01412 


ESTs, Highly similar to 
CUT1_HUMAN CCAAT 
displacement protein (CDP) 
(Cut-like 1) [H. sapiens] 


BE046521 


Hs.381906 


NP_001904 
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Description 
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Accession 
No. 


Unigene 

Accession 
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Protein 

Accession 

No. 


214748_at 


0.038202 


Consensus includes 
gb:U50529.1 /DEF=Human 
BRCA2 reaion mRNA 
sequence CG016. 
/FEA=mRNA 
/DB_XREF=gi:1531600 
/UG=Hs.112434 Novel human 
gene mapping to chomosome 
13 


U50529 




NPJ49102 


214766_s_at 


0.047555 


Consensus includes 
gb:AL080144.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434N093 (from clone 
DKFZd434N093V Dartial cds 
/FEA=mRNA 
/GEN=DKFZd434N093 
/PROD=hvDothetical orotein 
/DB_XREF=gi:5262592 
/UG=Hs.33363 
DKFZP434N093 protein 


AL080144 




NP_056261 


214773_x_at 


0.028228 


similar to CG9578 gene product 


AI983505 


Hs. 137576 


NP_690866 


214783 s at 


0.02217 


annexin A11 


BG177920 


Hs.75510 . 


NP 665876 


214785_at 


0.011166 


Consensus includes 
gb:AB023203.1 /DEF=Homo 
sapiens mRNA for KIAA0986 

/FFA=mRNA /GEN=KIAA0QR6 
/PROD=KIAA0Q86 nrntpin 
/DB_XREF=gi:4589615 
/UG=Hs. 53542 KIAA0986 
n rote in 


AB023203 




NP_1 50648 


214787 at 


0.049412 


c-myc promoter-binding protein 


BE268538 


Hs.394671 




214798 at 


0.020565 


KIAA0703 gene product 


AW291664 


Hs.6168 




214801_at 


0.011575 


ESTs, Weakly similar to 
hypothetical protein FLJ20489 
[Homo sapiens] [H. sapiens] 


W88821 


Hs.408958 




214805_at 


9.85E-04 


Consensus includes 

ab U79273 1 /DEF=Human 

yu.ui \j£m i \j . i / 1—/ 1 — i i i ui i ioi i 

clone 23933 mRNA sequence. 
/FEA=mRNA 
/DB_XREF=gi: 1 71 0239 
/UG=Hs.239483 Human clone 
23933 mRNA sequence 


U79273 






214808_at 


0.008403 


ESTs, Moderately similar to 
2211404A B219/OB receptor 
[Homo sapiens] [H. sapiens] 


AU147851 


Hs. 194397 





Page 577 of 780 



TABLE 3K 



Genes Corresponding 1 


fo Differentially Expressed Genes in Figure 18 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


214812_s_at 


0.001852 


Consensus includes 
abD80006 1 /DEF=Human 
mRNA for KIAA0184 gene, 
partial cds. /FEA=mRNA 
/GEN=KIAA0184 
/DB XREF=aM1 36427 
/UG=Hs.322903 KIAA0184 
protein 


D80006 






214813_at 


0.003608 


ESTs, Moderately similar to 
A48913 KRAB zinc finger 
protein 75 - human [H. sapiens] 


W90796 


Hs. 389646 


NP_009062 


214814 at 


0.028771 


KIAA1966 protein 


BF592058 


Hs. 1581 84 




214843_s_at 


0.015637 


Consensus includes 
gb:AK022864.1 /DEF=Homo 
sapiens cDNA FLJ 12802 fis, 
clone NT2RP2002124, weakly 
similar to UBIQUITIN 
CARBOXYL-TERMINAL 
HYDROLASE 4 (EC 3.1.2.15). 
/FEA=mRNA 
/DB_XREF=gi: 10434503 
/UG=Hs. 173694 KIAA1097 
protein 


AK022864 




NP_055832 


214853_s_at 


0.01263 


SHC (Src homology 2 domain 
containing) transforming protein 
1 


AI091079 


Hs.81972 


NP_003020 


214857_at 


0.037793 


Consensus includes 
gb:AL050035.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp566H0124 (from clone 
DKF7n , SfiRHni?4^ 

L/l\l £—yj\J\J\Ji l\J I £-*~r j , 

/FEA=mRNA 
/DB_XREF=gi:4884276 
/UG=Hs.133130 Homo 
sapiens mRNA; cDNA 
DKFZp566H0124 (from clone 
DKFZp566H0124) 


AL050035 






214866_at 


0.00847 


Consensus includes 
gb:X74039.1 /DEF=H.sapiens 
mRNA for urokinase 
plasminogen activator 
receptor. /FEA=mRNA 
/PROD=urokinase plasminogen 
activator receptor 
/DB_XREF=gi:456192 
/UG=Hs. 179657 plasminogen 
activator, urokinase receptor 


X74039 




NP_002650 
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214875_x_at 


0.049173 


amyloid beta (A4) precursor-like 
protein 2 


AW001847 


Hs.279518 


NP_001633 


214878_at 


0.035958 


zinc finger protein 37a (KOX 21) 


AU1 18165 


Hs.54488 




214895_s_at 


0.034006 


a disintegrin and 
metalloproteinase domain 10 


AU 1351 54 


Hs. 172028 


NP_001101 


214902_x_at 


0.030752 


Consensus includes 
gb:AL080232.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp586A061 (from clone 
DKFZn'SRfiAOfil ^ /FFA=mRNA 

/DB_XREF=gi:5262725 
/UG=Hs.220696 Homo 
sapiens mRNA; cDNA 
DKFZp586A061 (from clone 
DKFZp586A061) 


AL080232 






214906_x_at 


0.017687 


Consensus includes 
gb:AL049786.1 /DEF=Novel 
human gene mapping to 
ehomosome 13 /FFA=mRNA 
/PROD=hypothetical protein 
/DB_XREF=gi:4902708 
/UG=Hs.22174 Novel human 
gene mapping to ehomosome 
13 


AL049786 




NP_438169 


214909_s_at 


0.020923 


Consensus includes 
gb:AK026191.1 /DEF=Homo 
sapiens cDNA: FLJ22538 fis, 
clone HRC13212, highly 
similar to AF070667 Homo 
sapiens NG.NG- 
dimethylarginine 

H i mpthx/l a m i n n hx/rf rnla q a 

uii i icu lyicii i in ly vji uiaoc 

homolog mRNA. /FEA=mRNA 
/DB_XREF=gi: 10438961 
/UG=Hs.247362 
dimethylarginine 
dimethylaminohydrolase 2 


AK026191 




NP_039268 


21491 1_s_at 


0.003515 


Consensus includes 
gb:S78771.1 /DEF=NAT=CpG 
island-associated gene human, 
mRNA, 1741 nt. /FEA=mRNA 
/DB_XREF=gi:244232 
/UG=Hs.75243 bromodomain- 
containing 2 


S78771 




NP_005095 
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21491 5_at 


0.013066 


Consensus includes 
gb:AK021 842.1 /DEF=Homo 
sapiens cDNA FLJ11780 fis, 
clone HEMBA1 005931, weakly 
similar to ZINC FINGER 
PROTEIN 83. /FEA=mRNA 
/DB XREF=aM04'WMn 
/UG=Hs.279935 Homo 
sapiens cDNA FLJ11780 fis, 
clone HEMBA1 005931, weakly 
similar to ZINC FINGER 
PROTEIN 83 


AK021842 






21491 7_at 


0.003674 

it 


Consensus includes 
gb:AK024252.1 /DEF=Homo 
sapiens cDNA FLJ14190 fis, 
clone NT2RP2006534, 
moderately similar to 5-AMP- 
ACTIVATED PROTEIN 
KINASE, CATALYTIC ALPHA- 
1 CHAIN (EC 2.7.1.-). 
/FEA=mRNA 
/DB_XREF=gi:10436581 
/UG=Hs.288546 Homo 

^anipriQ rDMA Fl 1141 QO fi^ 

odpiCI lo UUINn ILJ llo, 

moderately similar to 5-AMP- 
ACTIVATED PROTEIN 
KINASE, CATALYTIC ALPHA- 
1 CHAIN (EC 2.7.1.-) 


AK024252 






214919 s at 


0.003976 


FLJ20288 protein 


R39094 


Hs.84045 


NP 003723 


214938_x_at 


0.00109 


Consensus includes 
gb:AF283771.2 /DEF=Homo 

canipnc r*lr>np TnRAP0774 

mRNA sequence. 
/FEA=mRNA 
/DB_XREF=gi:10281740 
/UG=Hs.274472 high-mobility 
group (nonhistone 
chromosomal) protein 1 


AF283771 




NP_002119 


214947_at 


0.003906 


Consensus includes 
gb:AF052146.1 /DEF=Homo 
sapiens clone 24653 mRNA 
sequence. /FEA=mRNA 
/DB_XREF=gi:3360455 
/UG=Hs. 155085 Homo 
sapiens clone 24653 mRNA 
sequence 


AF052146 
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214953_s_at 


0.001179 


Consensus includes 
gb:X06989.1 /DEF=Human 
mRNA for amvlnid A4(751^ 
protein. /FEA=mRNA 
/DB_XREF=gi:28720 
/UG=Hs.177486 amyloid beta 
(A4) precursor protein 
(protease nexin-ll, Alzheimer 
disease) 


X06989 




NP_000475 


214962_s_at 


0.03002 


Consensus includes 

sapiens cDNA: FLJ22583 fis, 
clone HSI02596. /FEA=mRNA 
/DB XREF=gi: 10439023 
/UG=Hs.22559 KIAA0197 
protein 


AK026236 






214992_s_at 


0.01148 


Consensus includes 
gb:AD000092 /DEF=Homo 
sapiens DNA from 
chromosome 19p13.2 cosmids 
R31240, R30272 and R28549 
containing the EKLF, GCDH, 
CRTC, and RAD23A genes, 
genomic sequence 
/FEA=CDS_1 
/DB_XREF=gi: 1905905 
/UG=Hs.307251 Homo 

canionc HMA frnm 

chromosome 19p13.2 cosmids 
R31240, R30272 and R28549 
containing the EKLF, GCDH, 
CRTC, and RAD23A genes, 
genomic sequence 


AD000092 






215000_s_at 


0.004987 


Consensus includes 
gb:AL1 17593.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZd564G082 (from clone 
DKFZp564G082). /FEA=mRNA 
/DB_XREF=gi:5912157 
/UG=Hs.103419 fasciculation 
and elongation protein zeta 2 
(zygin II) 


AL1 17593 




NP_005093 
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215004_s_at 


0.034317 


Hypothetical human protein; 
Similar to novel proteins 
encoded by (AC004447) 
KIAA0365 [Homo sapiens] and 
(Y08265) DAN26 [Homo 
sapiens]; Homo sapiens 
chromosome 19, cosmid 
F23858, complete sequence. 


AC004475 






215031 x at 


0.039165 


hypothetical protein FLJ20552 


BG420893 


Hs.69554 


NP 060346 


215032_at 


0.018534 


Consensus includes 
gb:AK022442.1 /DEF=Homo 
saDiens cDNA FLJ 12380 fis 
clone MAMMA1 002556. 
/FEA=mRNA 
/DB_XREF=gi: 10433838 
/UG=Hs.300934 Homo 
sapiens cDNA FLJ 12380 fis, 
clone MAMMA1 002556 


AK022442 






215038_s_at 


0.003305 


Consensus includes 
gb:AF049103.1 /DEF=Homo 
sapiens Huntingtin interacting 
Drotein mRNA Dartial cds 
/FEA=mRNA 

/PROD=Huntingtin interacting 
protein /DB_XREF=gi:3319281 
/UG=Hs.306184 Huntingtin 
interacting protein B 


AF049103 




NP_054878 


215047_at 


0.001004 


Consensus includes 
gb:AL080170.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434C091 (from clone 
DKFZd434C091V Dartial cds 
/FEA=mRNA 
/GEN=DKFZp434C091 
/PROD=hypothetical protein 
/DB_XREF=gi:5262639 
/UG=Hs.51692 
DKFZP434C091 protein 


AL080170 




NP_056246 


215049_x_at 


0.013527 


Consensus includes 
gb:Z22969.1 /DEF=H.sapiens 
mRNA for M130 antigen 
cytoplasmic variant 1. 
/FEA=mRNA /PROD=M130 
antigen cytoplasmic variant 1 
/DB_XREF=gi:312143 
/UG=Hs.74076 CD163 antigen 


Z22969 




NP_004235 


215051 x at 


0.001942 


allograft inflammatory factor 1 


BF213829 


Hs.76364 


NP 116573 



Page 582 of 780 



TABLE 3K 



Genes Corresponding 1 


fo Differentially Expressed Genes in Figure 18 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


215063_x_at 


0.005756 


Consensus includes 
gb:AL390149.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp547B026 (from clone 
DKFZp547B026). /FEA=mRNA 
/DB_XREF=gi:9368883 
/UG=Hs.283862 Homo 
sapiens mRNA; cDNA 
DKFZp547B026 (from clone 
DKFZp547B026) 


AL390149 






215087_at 


0.002603 


Consensus includes 
gb:AL1 09730.1 /DEF=Homo 
sapiens mRNA full length 
insert cDNA clone 
EUROIMAGE 68600. 
/FEA=mRNA 
/DB_XREF=gi:5689835 
/UG=Hs.306331 Homo 
sapiens mRNA full length 
insert cDNA clone 
EUROIMAGE 68600 


AL1 09730 






215088_s_at 


6.66E-04 


ESTs, Highly similar to 
C560JHUMAN Succinate 
dehydrogenase cytochrome 
B560 subunit mitochondrial 

1— ' W \J \J QUUUI III, 1 1 II IWI IWI IVJ 1 IO 1 

precursor (QPS1) (CII-3) 
(Succinate dehydrogenase 
complex subunit C) (Succinate- 
ubiquinone oxidoreductase 
cytochrome B large subunit) 
(CYBL) [H.sapiens] 


BG1 10532 


Hs.355964 




215100_at 


0.029779 


match: protein Q60534; Human 
DNA seouence from clone 
413H6 on chromosome 6p22.3- 
24.3. Contains a hamster 
Androgen-dependent Expressed 
Protein like protein gene, ESTs 
and GSSs, complete sequence. 


NMJ)32744 




NPJ16133 


215127_s_at 


0.00121 


RNA binding motif, single 
stranded interacting protein 1 


AL517946 


Hs.241567 


NP_058523 
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215158_s_at 


6.66E-04 


Consensus includes 
gb:AK022531.1 /DEF=Homo 
sapiens cDNA FLJ12469 fis, 
clone NT2RM1 000874, highly 
similar to Homo sapiens 
death effector domain- 
containing testicular molecule 
mRNA. /FEA=mRNA 
/DB_XREF=gi: 1 0433972 
/UG=Hs. 169681 death effector 
domain-containing 


AK022531 




NP J 27491 


215175_at 


0.001763 


Consensus includes 
gb:AB023212.1 /DEF=Homo 
sapiens mRNA for KIAA0995 
protein, partial cds. 
/FEA=mRNA /GEN=KIAA0995 
/PROD=KIAA0995 protein 
/DB_XREF=gi:4589633 
/UG=Hs.225967 KIAA0995 
protein 


AB023212 




NPJ)55797 


215193_x_at 


0.007693 


Consensus includes 
gb:AJ297586.1 /DEF=Homo 
sapiens mRNA for MHC class 
II antigen (HLA-DRB1 gene), 
DRB1*0402 allele. /FEA=CDS 
/GEN=HLA-DRB1 
/PROD=MHC class II antigen 
/DB_XREF=gi: 101 85079 
/UG=Hs.279930 major 
histocompatibility complex, 
class II, DR beta 3 


AJ297586 




NP_002115 


215204_at 


0.018128 


ESTs, Weakly similar to 
2109260A B cell growth factor 
[Homo sapiens] [H. sapiens] 


AU147295 


Hs.288575 
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215210_s_at 


0.010012 


Consensus includes 
gb:S72422.1 /DEF=E2k=alpha- 
ketoglutarate dehydrogenase 
complex dihydrolipoyl 
succinyltransferase human, 
fetal brain, mRNA, 2987 nt. 
/FEA=mRNA /GEN=E2k 
/PROD=alDha-ketoalutarate 
dehydrogenase 
complexdihydrolipoyl 
succinyltransferase 
/DB_XREF=gi:632883 
/UG=Hs.296348 E2k 


S72422 






215221_at 


7.63E-04 


Consensus includes 
gb:AK025064.1 /DEF=Homo 
saoiens cDNA* FLJ21411 fis 
clone COL03986. /FEA=mRNA 
/DB_XREF=gi: 1 0437503 
/UG=Hs.306758 Homo 
sapiens cDNA: FLJ21411 fis, 
clone COL03986 


AK025064 






215223_s_at 


0.005347 


superoxide dismutase 2, 
mitochondrial 


W46388 


Hs.372783 


NP_000627 


215236_s_at 


0.021616 


ubiquitin carboxyl-terminal 
esterase L1 (ubiquitin 
thiolesterase) 


AV721177 


Hs. 114765 


NP_665801 


215273_s_at 


0.004814 


Consensus includes 
gb:AK024982.1 /DEF=Homo 
sapiens cDNA: FLJ21329 fis, 
clone COL02464. /FEA=mRNA 
/DB XREF=ai* 1043741 2 
/UG=Hs.158196 transcriptional 
adaptor 3 (ADA3, yeast 
homolog)-like (PCAF histone 
acetvlase comDlex^ 


AK024982 




NP_597815 


215275_at 


0.049833 


EST375211 MAGE 
reseauences MAGH Homo 
sapiens cDNA, mRNA 
sequence. 


AW963138 




» 


215285_s_at 


8.11E-04 


putative homeodomain 
transcription factor 1 


AA927671 


Hs. 123637 


NP_006599 


215287_at 


0.01412 


Homo sapiens ELISC-1 mRNA, 
partial cds 


AA975427 


Hs. 128434 




215313_x_at 


0.016408 


major histocompatibility 
complex, class I, C 


AA573862 


Hs.77961 


NP_002107 
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215336_at 


0.015637 


Consensus includes 
gb:AK002166.1 /DEF=Homo 
sapiens cDNA FLJ11304 fis, 
clone PLACE1 009997, weakly 
similar to Rattus norveaicus A 
kinase anchoring protein 
AKAP 220 mRNA 
/FEA=mRNA 
/DB_XREF=gi:7023877 
/UG=Hs 232076 A kinase 
(PRKA) anchor protein 11 


AK002166 




NP_652761 


215338_s_at 


6.66E-04 


natural killer-tumor recognition 
sequence 


AI688640 


Hs.241493 


NP_005376 


215359_x_at 


0.003373 


GIOT-2 for gonadotropin 
inducible transcription repressor- 
2 


AI758888 


Hs.251371 




215366_at 


0.047167 


Consensus includes 
gb:AL353943.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp761E0611 (from clone 
DKFZp761E0611). 
/FEA=mRNA 
/GEN=DKFZd761 E061 1 
/PROD=hypothetical protein 
/DB XREF=gi:7669982 
/UG=Hs.284191 Homo 
sapiens mRNA; cDNA 
DKFZp761E0611 (from clone 
DKFZp761E0611) 


AL353943 






215373_x_at 


0.019679 


Consensus includes 
abAK022213 1 /DEF=Homo 
sapiens cDNA FLJ12151 fis, 
clone MAMMA1 000431. 
/FEA=mRNA 
/DB_XREF=gi: 10433560 
/UG=Hs.287493 hypothetical 
protein FLJ12151 


AK022213 






215383_x_at 


0.038728 


Consensus includes 
gb:AL1 3731 2.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp761K23121 (from clone 
DKFZp761K23121). 
/FEA=mRNA 
/DB_XREF=gi:6807797 
/UG=Hs.293681 Homo 
sapiens mRNA; cDNA 
DKFZp761K23121 (from clone 
DKFZp761K23121) 


AL137312 
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215392_at 


0.010205 


AU 1481 54 MAMMA1 Homo 
sapiens cDNA clone 
MAMMA1002744 3', mRNA 
sequence. 


AU148154 






215399 s at 


7.63E-04 


amplified in osteosarcoma 


AI683900 


Hs.76228 


NP 006803 


215424 s at 


0.002692 


SKI-interacting protein 


AV689564 


Hs.79008 


NP 036377 


215438 x at 


0.004146 


G1 to S phase transition 1 


BE906054 


Hs.2707 


NP 002085 


215470_at 


0.042697 


Consensus includes 
abU21915 1 /DEF=Human 
chromosome 5q13.1 clone 
5G8 mRNA. /FEA=mRNA 
/DB XREF=ai'736412 
/UG=Hs. 14658 Human 
chromosome 5a 13 1 clone 
5G8 mRNA 


U21915 






215485 s at 


0 033143 


intercellular adhesion molecule 
1 (CD54), human rhinovirus 
receptor 


AA284705 


Hs 168383 


NP 000192 

111 WWW 1 W *— 


215498_s_at 


0.00121 


mitogen-activated protein kinase 
kinase 3 


AA780381 


Hs. 180533 


NP_659732 


215499_at 


0.001763 


mitogen-activated protein kinase 
kinase 3 


AA780381 


Hs. 180533 


NP_659732 


215511_at 


0.009329 


Consensus includes 
gb:U19345.1 /DEF=Homo 
saDiens AR1 fTCF20} mRNA 
partial cds. /FEA=mRNA 
/GEN=TCF20 /PROD=AR1 
/DB_XREF=gi:2924754 
/UG=Hs.201668 transcription 
factor 20 (AR1) 


U 19345 






215524_x_at 


0.049953 


immunoglobulin heavy constant 
mu 


AW966434 


Hs.300697 




215548_s_at 


0.013527 


Consensus includes 
gb:AB020724.1 /DEF=Homo 
sapiens mRNA for KIAA0917 
protein, partial cds. 
/FEA=mRNA /GEN=KIAA0917 
/PROD=KIAA0917 protein 
/DB_XREF=gi:4240322 
/UG=Hs.27023 vesicle 
transport-related protein 


AB020724 




NP_057247 



Page 587 of 780 



TABLE 3K 



Genes Corresponding 1 


fo Differentially Expressed Genes in Figure 1 


8 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


215549_x_at 


0.018448 


Consensus includes 
gb:AC005587 /DEF=Homo 

988G15 from 7q33-q35 
/FEA=CDS_2 
/DB_XREF=gi:4156166 
/UG=Hs.272525 Homo 
sapiens PAC clone RP5- 
988G15 from 7q33-q35 


AC005587 






215566_x_at 


0.049953 


Consensus includes 
gb:AK024724.1 /DEF=Homo 
sapiens cDNA: FLJ21071 fis, 
clone CAS01789, highly 
similar 10 A\r uyoooo norno 
sapiens acyl-protein 
thioesterase mRNA. 
/FEA=mRNA 
/DB_XREF=gi:10437080 
/UG=Hs.283655 
lysophospholipase II 


AK024724 




NP_009191 


215582_x_at 


0.027 


Consensus includes 
gb:AK022303.1 /DEF=Homo 
sapiens cuinm ri_j izz*h lis, 
clone MAMMA1001274. 
/FEA=mRNA 
/DB_XREF=gi: 10433670 
/UG=Hs.287503 Homo 
sapiens cDNA FLJ12241 fis, 
clone MAMMA1001274 


AK022303 






215588_x_at 


0.011969 


Consensus includes 
gb:AK024958.1 /DEF=Homo 

odpiens CUINM. rLJZ loUO TIS, 

clone COL02124. /FEA=mRNA 
/DB_XREF=gi: 10437382 
/UG=Hs.287658 Homo 
sapiens cDNA: FLJ21305 fis, 
clone COL02124 


AK024958 






215600_x_at 


0.02217 


Consensus includes 
gb:AK022174.1 /DEF=Homo 
saoiens cDNA FLJ12112 fis 
clone MAMMA1 000043. 
/FEA=mRNA 
/DB_XREF=gi:10433510 
/UG=Hs.288793 Homo 
sapiens cDNA FLJ12112 fis, 
clone MAMMA1 000043 


AK022174 
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215602_at 


0.003515 


Consensus includes 
gb:AK024456.1 /DEF=Homo 
sapiens mRNA for FLJ00048 
protein, partial cds. 

/FFA=mRNA /fiFN=FI mnndft 
/PRnn=FI mnn4ft nrntoin 

IDS XREF=gi: 10440425 
/UG=Hs.289034 Homo 
sapiens mRNA for FLJ00048 
protein, partial cds 


AK024456 






215603 x at 


0.004035 


gamma-glutamyltransferase 1 


AI344075 


Hs.284380 




215604_x_at 


0.049953 


Consensus includes 
gb:AK023783.1 /DEF=Homo 

canionc rHMA PI 11*^791 fic 
odpicllo UL/IN/A r L J I O / ^ I llo, 

clone PLACE2000450. 
/FEA=mRNA 
/DB_XREF=gi: 10435820 
/UG=Hs.289035 Homo 
sapiens cDNA FLJ13721 fis, 
clone PLACE2000450 


AK023783 






215623_x_at 


0.022792 


Consensus includes 
gb:AK002200.1 /DEF=Homo 
sapiens cDNA FLJ11338 fis, 
clone PLACE1010720, highly 
similar to Homo sapiens 
mRNA for chromosome- 

elSoUCIellSU pOiypcpilQe-O. 

/FEA=mRNA 
/DB_XREF=gi:7023928 
/UG=Hs.50758 SMC4 
(structural maintenance of 
chromosomes 4, yeast)-like 1 


AK002200 




NP_005487 


215628_x_at 


0.005574 


Consensus includes 
gb:AL049285.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564M193 (from clone 

/DB_XREF=gi:4500045 
/UG=Hs.302053 Homo 
sapiens mRNA; cDNA 
DKFZd564M193 (from clone 
DKFZp564M193) 


AL049285 






215629_s_at 


0.044156 


ESTs, Weakly similar to 
LEU2_HUMAN Leukemia 
associated protein 2 [H. sapiens] 


AA905286 


Hs.380846 
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215646_s_at 


0.001852 


Homo sapiens versican Vint 
isoform, mRNA, partial cds 


R94644 


Hs.397468 




215671_at 


0.027672 


AU144792 HEMBA1 Homo 
sapiens cDNA clone 
HEMBA1 002973 3\ mRNA 
sequence. 


AU144792 






215684_s_at 


0.002016 


Consensus includes 
gb:AL096741.1 /DEF=Homo 

canionc m DMA - ^RMA 
bdfJIcllb ITirxIN/A, CUINM 

DKFZp586O0223 (from clone 

DKFZp586O0223). 

/FEA=mRNA 

/DB_XREF=gi:5419897 

/UG=Hs.49005 hypothetical 

protein 


AL096741 




NP_1 15580 


215694_at 


0.018973 


Consensus includes 
gb:AK022348.1 /DEF=Homo 
sapiens cDNA FLJ 12286 fis, 
clone MAMMA1001768, 

WCdrVly oil Filial LU OELL 

DIVISION CYCLE PROTEIN 
48 HOMOLOG MJ1156. 
/FEA=mRNA 
/DB_XREF=gi: 10433725 
/UG=Hs.5555 hypothetical 
protein MGC5347 


AK022348 




NP_076968 


215696_s_at 


7.63E-04 


Consensus includes 
gb:BC001 404.1 /DEF=Homo 
sapiens, clone 

MVIMoC.Oloy / I £ x mKlNA, 

partial cds. /FEA=mRNA 
/PROD=Unknown (protein for 
IMAGE:31 39772) 
/DB_XREF=gi:12655104 
/UG=Hs.5716 KIAA0310 gene 
product 


BC001404 






215698 at 


0 001719 


Consensus inclurips 
gb:AF007135.1 /DEF=Homo 
sapiens clone 23592 mRNA 
sequence. /FEA=mRNA 
/DB_XREF=gi:2852610 
/UG=Hs.76272 retinoblastoma- 
binding protein 2 


AF0071^5 
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215719_x_at 


0.044364 


Consensus includes 
gb:X83493.1 /DEF=H.sapiens 
rnrxiNM Tor rdbMpu- 1 ^oiufit? 

pCRTMl 1-FasdeltaTM). 
/FEA=mRNA 
/DB_XREF=gi:971457 
/UG=Hs.82359 tumor necrosis 
factor receptor superfamily, 
member 6 


X83493 




NP_690616 


215735_s_at 


0.010937 


Consensus includes 
gb:AC005600 /DEF=Homo 
sapiens cnrornosorne id, n 
clone 109-9G (LANL), 
complete sequence 
/FEA=CDS_1 
/DB_XREF=gi:3522919 
/UG=Hs.90303 tuberous 
sclerosis 2 


AC005600 






215739_s_at 


0.003315 


Consensus includes 
gb:AJ003062.1 /DEF=Homo 

coniono m P MA fr\r nrr\t^in 

sapiens mr\iNM for proiein 
encoded by Saccharomyces 
cerevisiae SPC98 homologue. 
/FEA=mRNA 
/DB_XREF=gi:31 52381 
/UG=Hs.9884 spindle pole 
body protein 


AJ003062 




NP_006313 


215749_s_at 


0.022474 


Consensus includes 
gb:AK001 574.1 /DEF=Homo 
sapiens cDNA FLJ10712 fis, 
clone NT2RP3000919, highly 
similar io rcaiius norvegicus 
golgi peripheral membrane 
protein p65 mRNA. 
/FEA=mRNA 
/DB XRFF=nr70?9Q10 
/UG=Hs.4291 hypothetical 
protein FLJ23443 


AK001574 




NPJ14105 


215780_s_at 


0.016045 


Human DNA sequence from 
PAC 30P20 on chromosome 
Xq21.1-Xq21.3. Contains set 
pseudogene, ESTs and STS. 


Z95126 
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215806_x_at 


0.049282 


Consensus includes I 
gb:M13231.1 /DEF=Human T- 

roll rofontnr ohorronflv/ 
OfcMI icOcfJlUI dUCMdllLiy 

redrranyevj garnrna-cnain 

mDMA from ra\\ lino UDP 

rnrsiNM irom ceil line nrD- 
MLT. /FEA=mRNA 
/DB_XREF=gi:339168 
/UG=Hs.274509 T cell 
receptor gamma constant 2 


M13231 






215832 x at 


0.001852 


ubiquitin specific protease 2 


AV722190 


Hs. 1991 60 I 


NP 009097 


215854 at 


0.042466 


ESTs 


AU 146050 


Hs.287459 I 




215883_at 


0.025675 


Consensus includes 
gb:AK022326.1 /DEF=Homo 
sapiens cuna rLJi^zo4 tis, 
clone MAMMA1001600. 
/FEA=mRNA 
/DB XREF=gi: 10433699 
/UG=Hs.288481 Homo 
sapiens cDNA FLJ 12264 fis, 
clone MAMMA1001600 


AK022326 






215884_s_at 


0.013527 


Consensus includes 
gb:AK001 029.1 /DEF=Homo 
sapiens cuina tlj iuio/ tis, 
clone HEMBA1003617, highly 
similar to Homo sapiens 
HRIHFB2157 mRNA. 
/FEA=mRNA 
/DB_XREF=gi:7022050 
/UG=Hs.4552 ubiquilin 2 


AK001029 




NP_038472 


215888_at 


0.003515 


Consensus includes 
gb:AK026889.1 /DEF=Homo 
sapiens cuina. rLJZozoo tis, 
clone COL00725. /FEA=mRNA 
/DB_XREF=gi: 10439854 
/UG=Hs.288786 Homo 
sapiens cDNA: FLJ23236 fis, 
clone COL00725 


AK026889 






215933_s_at 


9.85E-04 


Consensus includes 

gb:Z21 533.1 /DEF=H.sapiens 

HEX gene encoding 

IIUIIICUUUA IddlCU piuiciii. 

/FEA=mRNA /GEN=HEX 
/PROD=homeobox related 
protein /DB_XREF=gi:32068 
/UG=Hs. 118651 
hematopoietically expressed 
homeobox 


Z21533 




NP_002720 
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215938_s_at 


0.022752 


Consensus includes 
gb:AK001290.1 /DEF=Homo 
sapiens cDNA FLJ 10428 fis, 
clone NT2RP1 000376, highly 
similar to Homo sapiens 
mRNA, CDNA DKFZp434A102. 
/FEA=mRNA 
/DB_XREF=gi:7022453 
/UG=Hs. 120360 phospholipase 
A2, group VI (cytosolic, 
calcium-independent) 


AK001290 






215963_x_at 


6.66E-04 


Human DNA sequence from 
clone RP1-111B22 on 
chromosome 6q16-21, complete 
sequence. 


Z98200 






zioybo x at 


0.003778 


glycerol kinase 


AA292874 


HS.14oo 


Nr OOOlOo 


215977_x_at 


0.03359 


Consensus includes 
gb:X68285.1 /DEF=H.sapiens 
mRNA for glycerol kinase. 
/FEA=mRNA /PROD=glycerol 
kinase /DB_XREF=gi:38413 
/UG=Hs.1466 glycerol kinase 


X68285 




NP_000158 


215978_x_at 


0.004987 


Consensus includes 
gb:AK021 514.1 /DEF=Homo 
sapiens cDNA FLJ11452 fis, 
clone HEMBA1001435. 
/FEA=mRNA 
/DB_XREF=gi: 10432710 
/UG=Hs.148598 Homo 
sapiens cDNA FLJ 11452 fis, 
clone HEMBA1001435 


AK021514 






215990_s_at 


0.013199 


Consensus includes 
gb:S67779.1 /DEF=BCL5=Cys2 
His2 zinc-finger transcription 
Tacior numan, liver, mrcrMM, 
2600 nt. /FEA=mRNA 
/DB_XREF=gi:459372 
/UG=Hs. 155024 B-cell 
CLLIymphoma 6 (zinc finger 
protein 51) 


S67779 







Page 593 of 780 



TABLE 3K 



Genes Corresponding 1 


fo Differentially Expressed Genes in Figure 18 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


216012_at 


0.043116 


Consensus includes 
abU43604 1 /DEF=Human 
unidentified mRNA, partial 
sequence. /FEA=mRNA 
/DB_XREF=gi:1171236 
/UG=Hs,159901 Human 
unidentified mRNA, partial 
sequence 


U43604 






216033_s_at 


0.007895 


Consensus includes 
gb:S74774.1 

/DEF=p59fyn(T)=OKT3-induced 
calcium influx regulator 
human, Jurkat J6 T cell line, 
mRNA Partial, 1605 nt. 
/FEA=CDS /PROD=tvrosine 
kinase p59fyn(T) 
/DB XREF=ai*802050 
/UG=Hs.169370 FYN 
oncoaene related to SRC 
FGR, YES 


S74774 




NP_694593 


216035_x_at 


0.002089 


transcription factor 7-like 2 (T- 

wdl O^/vvMlv, 1 1 1 VI V-J UUA J 


AV721430 


Hs.348412 


NP_1 10383 


216037 _x_at 


0.00643 


transcription factor 7-like 2 (T- 
cell specific, HMG-box) 


AA664011 


Hs.348412 


NP_1 10383 






Human Ml Hlpmh npnp fnr 

embryonic myosin alkaline light 
chain, promoter and exon 1. 


NM 0n?47fi 




np nn?4R7 

1 N 1 UU^HU / 


216063 at 


0 008338 


ESTs Weaklv similar to 

Ha \**f 1 W | V V Wl 1 \ 1 V W II 1 III Wl 1 IV/ 

HBEJHUMAN HEMOGLOBIN 
EPSILON CHAIN [H.sapiens] 


N55205 


Hs 20205 




216071_x_at 


0.025675 


intelligence reducing insertion 
protein INGRIN; Homo sapiens 
OPA-containing protein (HOPA) 
gene, complete cds. 


NM_005120 




NP_005111 
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216088_s_at 


0.006864 


Consensus includes 
gb:AL078633 /DEF=Human 
DNA sequence from clone 
RP5-1005F21 on chromosome 
20 Contains three isoforms of 
the gene PSMA7 (proteasome 
(prosome, macropain) subunit, 
alpha type, 7), the gene 
HRH3 encoding the Histamine 
H3 receptor, the gene 

MnMuoyo ^similar lO OOA I , 
sy... /FEA=CDS_4 
/DB_XREF=gi:9408092 
/UG=Hs.233952 proteasome 
(prosome, macropain) subunit, 
alpha type, 7 


AL078633 






216090_x_at 


0.023856 


Consensus includes 
gb:AL078636.1 /DEF=Homo 
sapiens mRNA full length 
insert cDNA clone 

Fl IRniMAf^P 117Q9Q 

/FEA=mRNA 
/DB_XREF=gi: 5051 866 
/UG=Hs.227171 Homo 
sapiens mRNA full length 
insert cDNA clone 
EUROIMAGE 117929 


AL078636 






216091_s_at 


0.044966 


Consensus includes 
gb:AF1 01 784.1 /DEF=Homo 
sapiens u- 1 r\Or vanani corxo 
IkappaB mRNA, partial cds. 
/FEA=mRNA /PROD=b-TRCP 
variant E3RS-lkappaB 
/DB_XREF=gi:4165135 
/UG=Hs.226434 beta- 
transducin repeat containing 


AF101784 




NP_378663 


216095_x_at 


0.005347 


Consensus includes 
gb:AF057354.1 /DEF=Homo 
sapiens myotubularin-related 

piUlcrlll let fllrvlNM, pal Lid I LUb. 

/FEA=mRNA 

/PROD=myotubularin-related 
protein 1a 

/DB_XREF=gi:51 38901 
/UG=Hs.23200 myotubularin 
related protein 1 


AF057354 




NP_789746 


216100 s at 


0.003366 


DKFZP586G011 protein 


BG289527 


Hs.234265 


NP 056417 
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216105_x_at 


0.03002 


Consensus includes 
gb:X86428 /DEF=Homo 
sapiens PTPA gene for 

pi lUopi lUly 1 Uoy I pi lUopi IdldoC 

activator, exon 1 and joined 
CDS /FEA=mRNA_2 
/DB_XREF=gi:974836 
/UG=Hs.236963 protein 
phosphatase 2A, regulatory 
subunit B (PR 53) 


X86428 






216125_s_at 


0.0081 


Consensus includes 
gb:AF064606.1 /DEF=Homo 
sapiens KB07 protein mRNA, 

nortist rHc /CCA — m DMA 
pdllldl Cub. / r Ln- m r\ INM 

/PROD=KB07 protein 
/DB_XREF=gi:31 52665 
/UG=Hs.306242 Homo 
sapiens KB07 protein mRNA, 
partial cds 


AF064606 






216126_at 


0.022752 


Consensus includes 
gb:AK022418.1 /DEF=Homo 

canionc r^r^KIA PI MQ^Rft fie 
oapicilo CUINAA rl_J IZODO TlS, 

clone MAMMA1 002339. 
/FEA=mRNA 
/DB_XREF=gi:10433811 
/UG=Hs.306635 Homo 
sapiens cDNA FLJ12356 fis, 
clone MAMMA1 002339 


AK022418 






216187_x_at 


0.047555 


Consensus includes 
gb:AF222691.1 /DEF=Homo 

canionc Alii ranaof i\ MY1\ 
odpicllb AMU icpcol I^LInA I ) 

mRNA sequence. 
/FEA=mRNA 
/DBJ(REF=gi:12655850 
/UG=Hs.307008 Homo 
sapiens Alu repeat (LNX1) 
mRNA sequence 


AF222691 






216191_s_at 


0.018534 


Consensus includes 
gb:X72501.1 /DEF=H.sapiens 
mRNA for soluble delta TCR 
/FEA=CDS /PROD=gamma- 
delta T-cell receptor 
/DB_XREF=gi:298104 
/UG=Hs.307187 H.sapiens 
mRNA for soluble delta TCR 


X72501 
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216202_s_at 


0.049671 


Consensus includes 
gb:U 15555.1 /DEF=Human 
serine palmitoyltransferase 
(LCB2) mRNA, partial cds. 

/FPA-mRNA /fiFN-l PR9 

/PROD=serine 
palmitoyltransferase 
/DB_XREF=gi:1001944 
/UG=Hs.59403 serine 
palmitoyltransferase, long 
chain base subunit 2 


U 15555 




NP_004854 


216218_s_at 


6.66E-04 


Consensus includes 
gb:AK023546.1 /DEF=Homo 
sapiens cDNA FLJ13484 fis, 
clone PLACE1 003888, weakly 
similar to 1- 

PHOSPHATIDYLINOSITOL-4,5- 
Diornuornn i c 
PHOSPHODIESTERASE 
DELTA 1 (EC 3.1.4.11). 
/FEA=mRNA 
/DB_XREF=gi:10435512 
/UG=Hs. 54886 phospholipase 
C, epsilon 2 


AK023546 




NP_055999 


216221_s_at 


0.003842 


Consensus includes 
gb:D87078.2 /DEF=Homo 
sapiens mRNA for KIAA0235 
proiein, paruai cus. 
/FEA=mRNA /GEN=KIAA0235 
/PROD=KIAA0235 protein 
/DB_XREF=gi:6634004 
/UG=Hs.6151 pumilio 
(Drosophila) homolog 2 


D87078 




NP_056132 


216268_s_at 


7.85E-04 


Consensus includes 
gb:U77914.1 /DEF=Human 
buiuuit? proiein JciyytiCj rnr\ixr\, 
partial cds. /FEA=mRNA 

/PROD=^nhihlp nrntpin l^innpH 

/DB_XREF=gi: 1684889 
/UG=Hs.91143 jagged 1 
(Alagille syndrome) 


U77914 




NP_000205 


216274_s_at 


0.001763 


signal peptidase complex 
(18kD) 


N99438 


Hs.9534 


NP_055115 
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216282_x_at 


0.03359 


Consensus includes 
gb:AJ224143.1 /DEF=Homo 
sapiens mRNA variant alfa for 
RNA polymerase II subunit 3. 

/FFA=mRMA /^FN-RPR^ 
/ 1 i 1 1 r\ IN/A /OCIN — r\rDO 

/PROD=RNA polymerase II 
subunit /DB_XREF=gi:2920708 
/UG=Hs. 79402 polymerase 

/□MA\ M /nMA Hiror-torh 

^rxiNMj II ^lmnm aireciecij 
polypeptide C (33kD) 


AJ224143 




NP_1 16558 


216288_at 


0.003381 


AU1 59276 THYR01 Homo 
sapiens cDNA clone 
THYRO1001262 3', mRNA 
sequence. 


AU 159276 




NP_006630 






loci IbUb lilUIUUtio 

gb:X81636.1 /DEF=H.sapiens 
clathrin light chain a gene. 
/FEA=mRNA 
/DB_XREF=gi:704460 
/UG=Hs.285688 H.sapiens 
clathrin light chain a gene 


AO IDoO 






216308_x_at 


0.01289 


Consensus includes 
gb:AK026752.1 /DEF=Homo 
sapiens cDNA: FLJ23099 fis, 
clone LNG07460, highly 
similar to AF1 13251 Homo 
sapiens putative z-nyaroxyaciu 
dehydrogenase mRNA. 
/FEA=mRNA 
/DB_XREF=gi: 10439675 
/UG=Hs. 155742 glyoxylate 
red uctasehy d roxy pyruvate 
reductase 


AK026752 




NP_036335 


216318_at 


0.02541 


Consensus includes 
gb:S55735.1 /DEF=Homo 
sapiens immunoglobulin A1-A2 
lambda hybrid GAU heavy 
chain mRNA, partial cds. 
/FEA=mRNA 

/PROD=immunoglobulin A1-A2 
lambda hybrid GAU 
heavychain 
/DB_XREF=gi:265703 
/UG=Hs.293441 VPS28 
protein 


S55735 
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216321_s_at 


0.007818 


Consensus includes 
gb:X03348.1 /DEF=Human 
mRNA for beta-glucocorticoid 

/FEA=mRNA /PROD=beta- 
glucocorticoid receptor 

/nR YRFF-ni 

lUo Ar\rzr-yi.o ioo i 

/UG=Hs.75772 nuclear 

receptor subfamily 3, group 

C, member 1 


X03348 




NP_000167 


216323_x_at 


0.004443 


alpha-tubulin isotype H2-alpha; 
Human alpha-tubulin isotype H2- 
alpha gene, last exon. 


K03460 






216379_x_at 


0.001479 


Consensus includes 
gb:AK000168.1 /DEF=Homo 
sapiens cDNA FLJ20161 fis, 
clone COL09252, highly 
similar to L33930 Homo 
sapiens CD24 signal 
transducer mRNA. 
/FEA=mRNA 

/nR YRFF-ni-7n9nn7Q 

/UG=Hs.332045 Homo 
sapiens cDNA FLJ20161 fis, 
clone COL09252, highly 
similar to L33930 Homo 
sapiens CD24 signal 

trancrli ir*ar mDKI A 

iran saucer iTirxiNM 


AK000168 






216383_at 


9.85E-04 


Homo sapiens chromosome X 
clone Qc-7G6, QLL-F1720, QLL 

7F6, QLL-E153, Qc-10E8, Qc- 
10B7 map q28, complete 


U52111 






216384_x_at 


0.014961 


Homo sapiens prothymosin 
alpha (PTMA) gene, complete 
cds. 


AF257099 






216388_s_at 


0.031622 


R2; Human putative G-protein- 
coupled receptor (GPR16) 
gene, complete cds. 


U33448 
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216409_at 


0.003976 


Consensus includes 
gb:AL390168.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp547D104 (from clone 
L)l\l-Zpo47D104). /FEA=mRNA 
/GEN=DKFZp547D104 
/PROD=hypothetical protein 
/DB_XREF=gi:9368863 
/UG=Hs.287371 hypothetical 
protein DKFZp547D104 


AL390168 






216457_s_at 


0.001812 


Consensus includes 
gD.AK02o0o0.1 /DEF=Homo 
sapiens cDNA: FLJ22427 fis, 
clone HRC09013. 
/FEA=mRNA 
/DB_XREF=gi:10438814 
/UG=Hs.288883 splicing factor 
3a, subunit 1, 120kD 


AK026080 






216484_x_at 


7.63E-04 


Consensus includes 
gb:L24521.1 /DEF=Human 
transformation-related protein 
mRNA, 3 end. /FEA=mRNA 
/PROD=transformation-related 
protein /DB_XREF=gi:403459 
/UG=Hs.300705 Human 
transformation-related protein 
mRNA, 3 end 


L24521 




NP_004485 


216508_x_at 


0.022601 


similar to nonhistone 
chromosomal protein HMG-1 
[Homo sapiens]; probable 
pseudogene; similar to P09429 
(PID:g123369); 
H_NH0244E06.1; Homo 
sapiens BAC clone RP11-244E6 
from 2, complete sequence. 


AC007277 






21651 1_s_at 


0.018248 


Consensus includes 
gb:AJ270770 /DEF=Homo 
sapiens partial TCF-4 gene 
for T-cell transcription factor- 
4, exon 1 and joined CDS 

Teatures /rtA-mKNA_i 

/DB_XREF=gi:91 88625 
/UG=Hs.283857 Homo 
sapiens partial TCF-4 gene 
for T-cell transcription factor- 
4, exon 1 and joined CDS 
features 


AJ270770 
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216520_s_at 


0.020369 


Homo sapiens HDCMB21P 
gene, complete cds. 


AF072098 






216563_at 


0.003315 


Consensus includes 
gb:X80821.1 /DEF=H.sapiens 
mRNA for ribosomal protein 
L18a homologue. /FEA=mRNA 
/rr\uu-riD05urnai proiein 
L18a homologue 
/DB_XREF=gi:527579 
/UG=Hs.302177 H.sapiens 
mRNA for ribosomal protein 
L18a homologue 


X80821 




NP_056023 


216565_x_at 


0.027935 


dJ781L3.1 (similar to IFITM3 
(interferon induced 
transmembrane protein 3 (1- 
8U))) match: proteins: 
Sw:Q01628 Sw:Q01629 
Tr:Q9R175 Tr:Q9R176 
Sw:Q91499 Sw:P26376 
Tr:088728 Sw:P13164; Human 
DNA sequence from clone RP4- 

7R1I ^ on rhrnnnn^nmp 1 

36.11 Contains a pseudogene 
similar to IFITM3 (interferon 
inducedntransmembrane protein 
3(1-811)), STSs and GSSs, 
complete sequence. 


AL121994 
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216570_x_at 


0.014936 


Consensus includes 
gb:AL096829 /DEF=Human 
DNA sequence from clone 
RP4-595K12 on chromosome 
1p31.2-31.3 Contains a 
pseudogene similar to 60S 
RPL29 (ribosoma! protein L29 
(cell surface heparin binding 
protein HIP)), a chromosome 
1 specific mRNA (KIAA0499), 
a novel mRNA (KIAA0433), 
EST... /FEA=CDS 
/DB_XREF=gi:6634461 
/UG=Hs.302120 Human DNA 
sequence from clone RP4- 
595K12 on chromosome 
1p31.2-31.3 Contains a 
pseudogene similar to 60S 
RPL29 (ribosomal protein L29 

l r^oll ei irfooo honcirin KinHinn 
^OfcNI oUI Idtc ilcJJdllll UIIIUIIlLj 

protein HIP)), a chromosome 
1 specific mRNA (KIAA0499), 

ESTs, STSs, 


AL096829 






216593_s_at 


0.010171 


pseudogene of PIGC; see also 
AB000360 putative; Homo 
sapiens PIGCP1 pseudogene. 


AB000359 






216594_x_at 


0.034539 


Consensus includes 
gb:S68290.1 

/DEF=chlordecone reductase 
homolog {clone HAKRc} 
human, liver, mRNA, 1158 nt. 
/FEA=mRNA 

/GEN=chlordecone reductase 
homolog /DB_XREF=gi:544763 
/UG=Hs 306098 aldo-keto 
reductase family 1, member 
C1 (dihydrodiol dehydrogenase 
1; 20-alpha (3-alpha)- 
hydroxysteroid dehydrogenase) 


S68290 




NP_001344 
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216606_x_at 


0.044597 


Consensus includes 
gb:AL050332 /DEF=Human 
DNA sequence from clone 
RP4-570F3 on chromosome 6 
Contains a gene similar to 
Rattus norvegicus synaptic ras 
GTPase-activating protein 
p135, the CICK0721Q.5 
\|juiypfc;piiuc iiurn pdicnicu 
cDNA Em:E06811) gene, the 
PHF1 (PHD finger protein 1) 
gen... /FEA=mRNA 1 
/DB_XREF=gi:6010176 
/UG=Hs.306238 acyl-protein 


AL050332 






216652_s_at 


7.63E-04 


Consensus includes 
gb:AL1 37673.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434H0872 (from clone 

urxrLjJHOHnuo/ ^y. 

/FEA=mRNA 
/DB_XREF=gi:6807841 
/UG=Hs. 306454 Homo 
sapiens mRNA; cDNA 
DKFZp434H0872 (from clone 
DKFZp434H0872) 


AL1 37673 






216739_at 


0.030168 


Consensus includes 
gb:AK024527.1 /DEF=Homo 

bdpiens CLUNM. rLJZUO/^ IIS, 

clone ADKA02818. 
/FEA=mRNA 
/DB_XREF=gi: 10436829 
/UG=Hs. 306684 Homo 
sapiens cDNA: FLJ20874 fis, 
clone ADKA02818 


AK024527 






216748_at 


0.017002 


Consensus includes 
gb:AK024890.1 /DEF=Homo 
saDiens cDNA" FLJ21237 fis 
clone COL01114. /FEA=mRNA 
/DB_XREF=gi:10437303 
/UG=Hs.306720 Homo 
sapiens cDNA: FLJ21237 fis, 
clone COL01114 


AK024890 
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216756_at 


0.003778 


Consensus includes 
gb:AK024995.1 /DEF=Homo 

clone COL02673. /FEA=mRNA 
/DB_XREF=gi: 10437426 
/UG=Hs.306739 Homo 
sapiens cDNA: FLJ21342 fis, 
clone COL02673 


AK024995 






216791_at 


0.011789 


Consensus includes 
gb:AK026449.1 /DEF=Homo 
sapiens cuinm. rLjzz/yo lis, 
clone KAIA2544. /FEA=mRNA 
/DB XREF=gi: 1043931 8 
/UG=Hs.306850 Homo 
sapiens cDNA: FLJ22796 fis, 
clone KAIA2544 


AK026449 






216804_s_at 


0.038584 


Consensus includes 
gb:AK027217.1 /DEF=Homo 

Sapiens CUINM. rLJZoOD'f IIS, 

clone LNG10773. /FEA=mRNA 
/DB_XREF=gi:10440296 
/UG=Hs.306913 Homo 
sapiens cDNA: FLJ23564 fis, 
clone LNG10773 


AK027217 






216833_x_at 


0.01148 


Consensus includes 
gb:U05255.1 /DEF=Human 
giycopnonn nerv itikna, 
partial cds. /FEA=mRNA 
/PROD=glycophorin HeP2 
/DB_XREF=gi:454085 
/UG=Hs.307185 Human 
glycophorin HeP2 mRNA, 
partial cds 


U05255 




NP_002091 


216835_s_at 


0.00109 


Consensus includes 

sapiens clone 23863 mRNA, 
partial cds. /FEA=mRNA 
/DB_XREF=gi:2661055 
/UG=Hs. 103854 docking 
protein 1, 62kD (downstream 
of tyrosine kinase 1) 


AF035299 




NP_001372 
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216841_s_at 


0.003009 


Consensus includes 
gb:X15132.1 /DEF=Human 
mPMA for manaanp^p 

containing superoxide 
dismutase (EC 1.15.1.1). 
/FEA=mRNA 
/DB_XREF=gi:34794 
/UG=Hs.318885 superoxide 
dismutase 2, mitochondrial 


X15132 




NP_000627 


216870_x_at 


0.029279 


Consensus includes 
gb:AF264787.1 /DEF=Homo 

OCipiCllo D\_/IVIO~UpoLI Cdl 1 1 

neighbor (BCMSUN) mRNA, 
partial sequence. /FEA=mRNA 

/DB XRFF=nM1 141510 
/UG=Hs.43628 deleted in 
lymphocytic leukemia, 2 


AF264787 




NP_006012 


216899_s_at 


0.027672 


Homo sapiens PAC clone RP5- 
1139P1 from 7p11.2-p21, 
complete sequence. 


AC003999 






216902_s_at 


0.037392 


Consensus includes 
gb:AF001549 /DEF=Human 

Phrnmncftmo 1fi RAO rlnnci 
\y\ II Ull lUovJI I Ic IO DnU l/IUlIC? 

CIT987SK-A-270G1 
/FEA=mRNA_1 
/DB_XREF=gi: 3355302 
/UG=Hs. 110103 RNA 
polymerase I transcription 
factor RRN3 


AF001549 






216903_s_at 


7.60E-04 


Consensus includes 
gb:AK022697.1 /DEF=Homo 
sapiens cDNA FLJ 12635 fis, 
clone NT2RM4001865, highly 
similar to Homo sapiens 
mRNA for atoDv related 
autoantigen CALC. 
/FEA=mRNA 
/DB_XREF=gi: 10434244 
/UG=Hs.61628 calcium binding 
atopy-related autoantigen 1 


AK022697 




NP_006068 
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216942_s_at 


6.66E-04 


Consensus includes 
gb:D28586.1 /DEF=Human 
mRNIA for LFA-"Vdelta D2^ 

partial cds. /FEA=mRNA 
/PROD=LFA-3(delta D2) 
/DB_XREF=gi:466540 
/UG=Hs.75626 CD58 antigen, 
(lymphocyte function- 
associated antigen 3) 


D28586 




NP_001770 

■ 


216950_s_at 


0.010713 


Consensus includes 
gb:X14355.1 /DEF=Human 

mRMA for hinh affinifv Fp 
iiirviNr^ iiiyii cniiiiiiy i o 

receptor (FcRI) b form. 
/FEA=mRNA 

/UG=Hs.77424 Fc fragment of 
IgG, high affinity la, receptor 
for (CD64) 


X14355 






216988_s_at 


0.001167 


Homo sapiens (clone hh18) 
protein tyrosine phosphatase 
(ptp-IV1r) gene, 5' end of cds. 


L48722 






216993_s_at 


0.013551 


Consensus includes 

nhllTMRQ /nFF=Human nrn- 

^U.UOl / L/LLl — flUI 1 1 CI 1 1 piU 

a2 chain of collagen type XI 
(COL11A2) gene, complete 
cds /FEA=mRNA 3 
/DB_XREF=gi: 1000744 
/UG=Hs.121509 collagen, type 
XI, alpha 2 


U32169 






217016_x_at 


0.007895 


Consensus includes 
gb:AK026825.1 /DEF=Homo 

odfJlCllo UL/INAV iLJlO I / ^ Mo, 

clone LNG10005. /FEA=mRNA 
/DB_XREF=gi: 10439771 
/UG=Hs.306885 Homo 
sapiens cDNA: FLJ23172 fis, 
clone LNG10005 


AK026825 






217041_at 


0.017634 


Consensus includes 
gb:AL162057.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp761N0524 (from clone 
DKFZp761N0524). 
/FEA=mRNA 
/DB_XREF=gi:7328105 
/UG=Hs.91622 neuronal 
pentraxin receptor 


AL162057 




NP_478058 
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217042_at 


0.010171 


Consensus includes 
gb:AL096716.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564M1462 (from clone 

nKF7r>^fi4M14fi9V nartial rHc 

/FEA=mRNA 
/GEN=DKFZp564M1462 
/PROD=hypothetical protein 
/DB XREF=gi:5419850 
/UG=Hs.226007 
DKFZP564M1462 protein 


AL096716 






217043_s_at 


7.63E-04 


Consensus includes 
gb:U95822.1 /DEF=Human 
putative transmembrane 
\d 1 rase rnrxfviM, partial cas. 
/FEA=mRNA /GEN=fzo 
/PROD=putative 
transmembrane GTPase 
/DB_XREF=gi:2252803 
/UG=Hs. 197877 hypothetical 
protein FLJ20693 


U95822 






217078_s_at 


0.016394 


Consensus includes 
gD.MJu iu iuz. i /utr-norno 
Sapiens mRNA for Natural 
killer cell IRC1c gene. 
/FEA=mRNA /GEN=IRC1c 
/DB_XREF=gi:5706457 
/UG=Hs.9688 leukocyte 
membrane antigen 


AJ010102 






217118_s_at 


0.00109 


Consensus includes 
gD.AfxUZOOUO.l /Utr-nOmO 
sapiens cDNA: FLJ21955 fis, 
rlnnp HFP0*S9fi5 /FFA=mRNA 
/DB_XREF=gi:1 04381 77 
/UG=Hs. 13255 KIAA0930 
protein 


AK025608 






217125_at 


0.028996 


Homo sapiens UBBP2 
pseudogene for ubiquitin UBB. 


X04802 
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217128_s_at 


0.015193 


Consensus includes 
gb:AL049688.1 /DEF=Human 
gene isolated from PAC 
272L16, chromosome 1, 
similar to calciumcalmodulin 
dependent proiein Kinases. 
/FEA=mRNA 

/r r\uu— nypoineucai protein 
/DB_XREF=gi:4678721 
/UG=Hs. 199068 similar to 
calciumcalmodulin dependent 
protein kinases 


AL049688 




NP_065172 


217144_at 


8.00E-04 


Homo sapiens UBBP1 
pseudogene for ubiquitin UBB. 


X04801 






217164_at 


0.03797 


Consensus includes 
gb:AK024108.1 /DEF=Homo 

sapiens CUrMM rLJ \ h\JhO tis, 

clone HEMBA1 006461. 

/FEA=mRNA 

IDS XREF=gi: 10436406 

/UG=Hs. 142677 Homo 

sapiens cDNA FLJ14046 fis, 

clone HEMBA1 006461 


AK024108 






217167_x_at 


0.015454 


Consensus includes 
gu.AJZDZDou /ucr- nomo 
sapiens partial GK gene for 
glycerol kinase, exon 1 
(glycerol kinase deficiency 
case) /FEA=CDSJ 
/DB_XREF=gi:5834425 
/UG=Hs.1466 glycerol kinase 


AJ252550 






217200_x_at 


0.002603 


Consensus includes 
gb:U06715.1 /DEF=Human 
cyiocnrome doo i , hot i kj 
B561, mRNA, partial cds. 
/FEA=mRNA /GEN=B561 

/rr\UU-r1UT IU DOO 1 

/DB_XREF=gi:476590 
561 


U06715 






217209_at 


0.02649 


Human gene for 
carcinoembryonic antigen 
subdomains A and B. 


X16454 






21721 1_at 


0.003366 


Human beta-cytoplasm ic actin 
(ACTBP9) pseudogene. 


D50604 
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917919 <; at 

c. I I C 1 o a I 


V/. \J\J £.*-T\J\J 


Human HMA QPfti lonre frnm 

phage LAW2 from a contig from 
the tip of the short arm of 
ui hui iiuouiiic id, spanning ziviu 
of 16p13.3 Contains Interleukin 
9 receptor pseudogene. 








217232_x_at 


0.003393 


Homo sapiens mutant beta- 
globin (HBB) gene, complete 
cub. 


AF059180 






217249_x_at 


0.024403 


cytochrome C oxidase; match to 
P14406 (PID:g117121); 
H_RG162B04.1; Homo sapiens 
BAC clone CTB-162B4 from 4, 
complete sequence. 


AC004544 






217274_x_at 


0.005548 


Consensus includes 
gb:X52005.1 /DEF=H.sapiens 
skeletal embryonic myosin 

linht rhoin 1 /Ml P1\ mRMA 

/FEA=mRNA /GEN=MCL1 
/PROD=myosin light chain 1 
/DB_XREF=gi:34677 
/UG=Hs.159218 H.sapiens 
skeletal embryonic myosin 
light chain 1 (MLC1) mRNA 


X52005 






217286_s_at 


0.018839 


Consensus includes 
gb:BC001 805.1 /DEF=Homo 
sapiens, clone 
IMAGE:3543670, mRNA, 
partial cds. /FEA=mRNA 

/DD/^n _ 1 lnl/no\*/n / «r/>lQin f/^r 

/rr\uu-unKriown ^proiein iur 
1MAGE:3543670) 
/DB_XREF=gi:12804742 
/UG=Hs.240615 hypothetical 
protein FLJ 13556 similar to N- 
myc downstream regulated 3 


BC001805 






217294_s_at 


0.044597 


Consensus includes 
gb:U88968.1 /DEF=Human 
alpha enolase like 1 
(EN01L1} mRNA oartial cds 
/FEA=mRNA /GEN=EN01L1 
/PROD=alpha enolase like 1 
/DB_XREF=gi:3282242 
/UG=Hs.254105 enolase 1, 
(alpha) 


U88968 
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217362_x_at 


0.007207 


Consensus includes 
gb:AF005487.1 /DEF=Homo 
sapiens MHC class II antigen 
(DRB6) mRNA, HLA- 
uiadd uzu i aiieie, sequence. 
/FEA=mRNA 
/DB_XREF=gi:5915893 
/UG=Hs.167385 Homo 
sapiens MHC class II antigen 
HLA-DRB6 mRNA, partial cds 


AF005487 






217371_s_at 


0.041594 


Consensus includes 

go. Tuyyuo. i /utr-n. sapiens 

mRNA for interleukin-15. 

/ r CM- m r\ IN A /otrM— IL-IO 

/PROD=interleukin-15 
/DB_XREF=gi:2143255 
/UG=Hs.168132 interleukin 15 


Y09908 






217414_x_at 


0.001489 


Human alpha-globin gene with 
flanks. 


NM_000517 




NP_000508 


217427_s_at 


0.00235 


Consensus includes 
gb:X75296.1 /DEF=H.sapiens 
TUP1-like enhancer of split 
gene 1 (TUPLE1) mRNA. 
/FEA=mRNA /GEN=TUPLE1 
/rKuu- 1 uri iiKe ennancer 
of SPLIT gene 1 
/DB_XREF=gi:434982 
/UG=Hs.172350 HIR (histone 
cell cycle regulation defective, 
S. cerevisiae) homolog A 


X75296 




NP_003316 


217437_s_at 


0.001008 


Consensus includes 
gb:AB029026.1 /DEF=Homo 
sapiens mRNA for KIAA1103 
protein, partial cds. 
/FFA=mRNA /GFN=KIAA1 10^ 

If L_n II 1 1 \ 1 /VJLIl 1 \l /v/a 1 IUJ 

/PROD=KIAA1103 protein 
/DB_XREF=gi:5689542 
/UG=Hs.173159 transforming, 
acidic coiled-coil containing 
protein 1 


AB029026 




NP_006274 
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217456_x_at 


0.006722 


Consensus includes 
gb:M31 183.1 /DEF=Homo 
sapiens (cosmid clone cd3.3) 
MHC class I HLA-B51 mRNA, 
3 end of cds. /FEA=mRNA 

//""\ r~* K 1 III A D /I~)T~}/~\r\ h HI 1/""* 

/GEN=HLA-B /PROD=MHC 
class 1 lymphocyte antigen 
/DB_XREF=gi:601851 
/UG=Hs.181392 major 
histocompatibility complex, 
class I, E 


M31183 




NP_005507 


217457_s_at 


0.045982 


Consensus includes 
gb:X63465.1 /DEF=H.sapiens 
nGDS mRNA for smg GDS. 
/FEA=CDS /GEN=hGDS 
/PROD=smg GDS 
/DB_XREF=gi:32079 

it ir> ii-. 7ftiA DAO«1 PTO 

/Uo-nS.7940 KAP1, GTP- 
GDP dissociation stimulator 1 


X63465 




NP_066982 


217480_X_at 


A A A 4Cyl 

0.02164 


Ig kappa chain; Human kappa- 
immunoglobulin germline 
pseudogene (cos 118) variable 
region (subgroup V kappa I). 


M20812 






217499_x_at 


0.001022 


olfactory receptor, family 7, 
subfamily E, member 38 
pseudogene 


AW874308 


Hs.409186 




217502_at 


0.017687 


interferon-induced protein with 
tetratricopeptide repeats 2 


BE888744 


Hs. 169274 


NP_001538 


217540_at 


6.66E-04 


ESTs, Moderately similar to 
hypothetical protein FLJ20378 
[Homo sapiens] [H. sapiens] 


AA721025 


Hs.293253 




217552_x_at 


0.001852 


th43e02.x1 NCLCGAP_Lym12 
Homo sapiens cDNA clone 
IMAGE. 2121050 3 similar to 
contains Alu repetitive element;, 
mRNA sequence. 


AI432713 






O ^ 7CQA 


0.041795 


ESTs, Weakly similar to 
hypothetical protein FLJ20489 
[Homo sapiens] [H. sapiens] 


AW301806 


Hs. 150551 




Z I 31 


n nnQQ7°. 


nypotneticai protein ruJouy^i 


DtOlOo4D 


LJo 07007-1 
HS. 2/00/1 


Nr Doyo/o 


217629_at 


0.010065 


ESTs, Moderately similar to 
hypothetical protein FLJ20378 
[Homo sapiens] [H. sapiens] 


AA365670 


Hs.261526 




217650_x_at 


0.016394 


ESTs, Weakly similar to 
hypothetical protein FLJ20378 
[Homo sapiens] [H. sapiens] 


AI088162 


Hs.262292 
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NO. 
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Accession 

IMO. 


Protein 
Accession 

IMO. 


217673_x_at 


0.036998 


ESTs, Highly simitar to 
GBASJHUMAN Guanine 
nucleotide-binding protein G(S), 
alpha subunit (Adenylate 

p\/f*lac^-ctimi tlatinn atnha 

protein) [H. sapiens] 


AA650558 


Hs.394484 




217679_x_at 


0.02217 


tx67h02.x1 NCI_CGAP_Ut1 

Mnmo canionc <-»r\K| A pinna 
nUIMU bdpicllb CLMNrV UIUiic 

IMAGE:2274675 3' similar to 
contains Alu repetitive element;, 

m DMA com mnrn 


AI683552 






__ I / OO/L ell 


U.UU r Ui70 


CO 1 o, VVcdMy ollTllldi IU 

hypothetical protein FLJ20489 
[Homo sapiens] [H. sapiens] 




l-lc ^Q9^7ft 




917RQS y at 
*m i / ooj a at 


n rn?Qi 1 


F^Tq Wpakfv ciimilar tn l^^ftft 

HSrel-1 - human (fragment) 
[H. sapiens] 


RFQ491R1 


U c 'XA'XACO 
ilo. OHOHKJ^ 




217707 y at 


o 00181? 

U.wU IO 1- 


l— O 1 O 


r\lOO\J\JOO 






217713_x_at 


0.017845 


ESTs, Weakly similar to 
hypothetical protein FLJ20489 
[Homo sapiens] [H. sapiens] 


AA1 26763 


Hs. 182296 




217715_.x_.at 


0.034006 


ESTs, Weakly similar to 
hypothetical protein FLJ20294 
[Homo sapiens] [H. sapiens] 


BE045142 


Hs.274907 




217725_x_at 


0.030776 


gb:NM__015640.1 /DEF=Homo 
sapiens PAI-1 mRNA-binding 
protein (PAI-RBP1), mRNA. 
/FEA=mRNA /GEN=PAI-RBP1 
/PROD=PAI-1 mRNA-bindina 
protein /DB_XREF=gi:7661625 
/UG=Hs. 165998 PAI-1 mRNA- 
binding protein 
/FL=gb:AL080119.1 
gb:NM_01 5640.1 


NM__015640 




NP_056455 
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No. 


217727_x_at 


7.63E-04 


gb:NM_018206.1 /DEF=Homo 
sapiens vacuolar protein 
sorting 35 (yeast homolog) 
(VPS35). mRNA. /FEA=mRNA 
/GEN=VPS35 /PROD=vacuolar 
protein sorting 35 (yeast 
homolog) 

/DB_XREF=gi:8922645 
/UG=Hs.264190 vacuolar 
protein sorting 35 (yeast 

nomoiotj^ /"L-gD.nr IODOOZ. I 

gb:AL136888.1 gb:BC002414.1 
gb:AF1 91 298.2 
gb:NM_01 8206.1 
gb:AF175265.1 gb:AF183418.1 


NM_018206 




NP_060676 


217728_at 


0.001406 


gb:NM_014624.2 /DEF=Homo 
sapiens S100 calcium-binding 
protein A6 (calcyclin) 
(S100A6), mRNA. 
/FEA=mRNA /GEN=S100A6 
/PROD=S100 calcium-binding 
protein mo 

/DB_XREF=gi:9845517 
/UG=Hs.275243 S100 calcium- 
binding protein A6 (calcyclin) 
/FL=gb:BC001431.1 
gb:NM_014624.2 


NM_014624 




NP_055439 


217729_s_at 


0.003584 


gb:NM_001 130.3 /DEF=Homo 
sapiens amino-terminal 
enhancer of split (AES), 
mRNA. /FEA=mRNA 
/olin-aco /rK^u— a mi no- 
terminal enhancer of split 
/DB_XREF=gi:6382065 
/UG=Hs.244 amino-terminal 
enhancer of split 
/FL=gb:AF072902.1 
gb:U04241.1 gb:NM_001 130.3 


NM_001130 




NP_001121 


217730_at 


0.024403 


gb:NM_022152.1 /DEF=Homo 
cor\iAriQ PP1901 nrntpin 

(PP1201), mRNA. 
/FEA=mRNA /GEN=PP1201 
/PROD=PP1201 protein 
/DB XREF=gi: 11 545897 
/UG=Hs. 184052 PP1201 
protein /FL=gb:NM_022152.1 


NM_022152 




NP_071435 
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Accession 

No. 


Protein 

Accession 
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217736_s_at 


0.002749 


gb:NM_014413.2 /DEF=Homo 
sapiens heme-regulated 
initiation factor 2-alpha kinase 
(HRI), mRNA. /FEA=mRNA 
/GEN=HRI /PROD=heme- 
regulated initiation factor 2- 
alpha kinase 
/DB_XREF=gi:1 1125767 
/UG=Hs.258730 heme- 
regulated initiation factor 2- 
alpha kinase 

/El — nh'MM MAAil 0 

gb:AL136563.1 gb:AF147094.1 
gb:AF255050.1 gb:AF1 16634.1 
gb:AF183414.1 


NM_014413 




NP_055228 


217737_x_at 


7.63E-04 


gb:NM_0 16407.1 /DEF=Homo 
sapiens hypothetical protein 
(HSPC164), mRNA. 
/FEA=mRNA /GEN=HSPC164 
/PROD=hypothetical protein 
/DB XREF=gi:7705482 
/UG=Hs. 182281 hypothetical 
protein /rL— gD.DL/UUoooy. i 
gb:AF21 2244.1 gb:AF1 17231.1 
gD.ArlD i olo. i gD.Ar id lolo. I 
gb:NM_016407.1 


NMJ316407 




NP_057491 


217738_at 


0.03864 


pre-B-cell colony-enhancing 
factor 


BF575514 


Hs.239138 


NP_005737 


217739_s_at 


0.020971 


gb:NMJ)05746.1 /DEF=Homo 
sapiens pre-B-cell colony- 
enhancing factor (PBEF), 
mRNA. /FEA=mRNA 

/HFM-PRFF /PROn-nro R <~oll 

/ociN-rDcr /rr\uu- pre-D-ceii 
colonv-enhancina factor 
/DB XREF=gi:5031976 
/UG=Hs.239138 pre-B-cell 
colony-enhancing factor 
/FL=gb:U02020.1 
gb:NM_005746.1 


NM_005746 




NP_005737 


217741 s at 


0.001852 


zinc finger protein 216 


AW471220 


Hs.3776 


NP 005998 
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217742_s_at 


0.007693 


gb:NM_016628.1 /DEF=Homo 
sapiens hypothetical protein 
(LOC51322), mRNA. 
/FEA=mRNA /GEN=LOC51322 
/rKuu-nypotneticai protein 
/DB_XREF=gi:7706169 
/UG=Hs.70333 hypothetical 
protein /FL=gb:BC004258.1 
gb:AF208858.1 
gb:NM_01 6628.1 


NM_016628 




NP_567823 


217743_s_at 


7.63E-04 


gb:NM_018247.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10856 (FLJ10856), mRNA. 
/FEA=mRNA /GEN=FLJ10856 
/r r\uu— nypoineiicai proiein 
FLJ 10856 

/DB_XREF=gi:8922719 
/UG=Hs. 108530 hypothetical 
protein FLJ 10856 
/FL=gb:NM_01 8247.1 


NM_018247 




NP_060717 


217745_s_at 


0.004987 


gb:NM_025146.1 /DEF=Homo f 
sapiens hypothetical protein 
FLJ13194 (FLJ13194), mRNA. 
/FEA=mRNA /GEN=FLJ13194 
/rKUU-nypotneticai protein 
FLJ13194 

/DB_XREF=gi: 13376734 
/UG=Hs.288932 hypothetical 
protein FLJ13194 
/FL=gb:NM_025146.1 


NM_025146 




NP_079422 


217746_s_at 


7.63E-04 


gb:NM_01 3374.1 /DEF=Homo 
sapiens programmed cell 
death 6-interacting protein 
(PDCD6IP), mRNA. 
/FEA=mRNA /GEN=PDCD6IP 
/PROD=programmed cell 

UCClLit vj llllCICaULIIiy fJIULCIII 

/DB_XREF=gi:7019486 
/UG=Hs.9663 programmed cell 
death 6-interacting protein 
/FL=gb:AF349951.1 
gb:AF151793.1 
gb:NM_013374.1 


NM_013374 




NP_037506 
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217748_at 


6.66E-04 


gb:NM_01 5999.1 /DEF=Homo 
sapiens CGI-45 protein ! 
(LOC51094), mRNA. j 

/CCA- mRMA /f^PM— I nr^1flQ4 

/PROD=CGI-45 protein 
/DB_XREF=gi:7705760 
/UG=Hs.5298 CGI-45 protein 
/FL=gb:AF1 51 803.1 
gb:NM_01 5999.1 


NM_015999 




NP_057083 


217749_at 


0.028971 


gb:NM_016128.1 /DEF=Homo 
sapiens coat protein gamma- 
cop (LOC51137), mRNA. 
/FEA=mRNA /GEN=LOC51137 
/PROD=coat protein gamma- 

COp /Ut3_Ar\tr— yi. I iooyy<io 

/UG=Hs. 102950 coat protein 

gamma-cop 

/FL=gb:AB047846.1 

gb:NM_016128.1 

gb:AF1 00756.1 


NM_016128 




NP_663768 


217755_at 


7.25E-04 


gb:NM_016185.1 /DEF=Homo 
sapiens hematological and 
neurological expressed 1 
(HN1), mRNA. /FEA=mRNA 
/GEN=HN1 

/PROD=hematological and 
neurological expressed 1 
/DB_XREF=gi:7705876 

/I Id— He 1flQ7nR homatnlnniral 

and neurological expressed 1 
/FL=gb:AF060925.1 
gb:BC001420.1 gb:AF177862.1 
gb:NM_016185.1 


NM_016185 




NP_057269 
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217758_s_at 


0.006722 


gb:NM_020123.1 /DEF=Homo 
sapiens endomembrane 
protein emp70 precursor 
isolog (LOC56889), mRNA. 
/FEA=mRNA /GEN=LOC56889 
/PROD=endomembrane protein 
emp70 precursor isolog 
/DB_XREF=gi: 100471 29 
/Ub-ns.ozuo enoomenriDrane 
protein emp70 precursor 

ISOlOg IrL— gD.INlVI UZUlZo. J 

gb:AF160213.1 gb:AF269150.1 


NM_020123 




NP_064508 


217762_s_at 


7.63E-04 


RAB31, member RAS oncogene 
family 


BE789881 


Hs.223025 


NP_006859 


217764_s_at 


7.25E-04 


gb:AF1 83421.1 /DEF=Homo 
sapiens small GTP-binding 
protein rab22b mRNA, 
complete cds. /FEA=mRNA 
/PROD=small GTP-binding 
protein rab22b 
/ud^AKtr- gi.yyoo/ ou 
/UG=Hs.223025 RAB31, 
member RAS oncogene family 
/FL=gb:AF234995.1 
gb:BC001 148.1 gb:U59877.1 
gb:U57091.1 gb:NM 006868.1 
gb:AF1 83421.1 


AF183421 




NP_006859 


217769_s_at 


0.017687 


gb:NM_01 5932.1 /DEF=Homo 
sapiens hypothetical protein 
(HSPC014), mRNA. 
/FEA=mRNA /GEN=HSPC014 
/PROD=hypothetical protein 
/DB_XREF=gi:7705428 

protein /FL=gb:AF275807.1 
gb:BC003390.1 gb:AF077200.1 
gb:AF1 25097.1 
gb:NM_015932.1 


NM_015932 




NP_057016 
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217772_s_at 


0.020839 


gb:NM_014342.1 /DEF=Homo 
sapiens mitochondrial carrier 
homolog 2 (MTCH2), nuclear 
gene encoding mitochondrial 
protein, mRNA. /FEA=mRNA 
/GEN=MTCH2 

/PROD=mitochondrial carrier 
homolog 2 

/DB XREF=ai 7657346 
/UG=Hs.279609 mitochondrial 
carrier homolog 2 
/FL=gb:BC000875.1 
gb:AF085361.1 gb:AF1 76008.1 
gb:NM_014342.1 


NM_014342 




NP_055157 


217781_s_at 


7.25E-04 


gb:NM_022473.1 /DEF=Homo 
sapiens zinc finger protein 
106 (ZFP106), mRNA. 
/FEA=mRNA /GEN=ZFP106 
/PROD=zinc finger protein 106 
/DB_XREF=gi: 11968022 
/UG=Hs. 15220 zinc finger 
protein 106 
/FL=gb:AF205632.1 
gb:NM_022473.1 


NM_022473 


t. 


NP_071918 


217786_at 


0.00423 


gb:NM_006109.1 /DEF=Homo 
sapiens skbl (S. pombe) 
homolog (SKB1), mRNA. 
/FEA=mRNA /GEN=SKB1 
/PROD=skb1 (S. pombe) 
homolog 

/DB XREF=gi:51 74682 
/UG=Hs.12912 skbl (S. 
pombe) homolog 
/FL=gb:AF015913.1 
gb:NM 006109.1 
gb:AF1 67572.1 


NM_006109 




NP_006100 
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217788_s_at 


0.003875 


gb:NM_004481.2 /DEF=Homo 
sapiens UDP-N-acetyl-alpha-D- 
galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 
2 (GalNAc-T2) (GALNT2), 
mRNA. /FEA=mRNA 
/GEN=GALNT2 
/PROD=polypeptide N- 
acetylgalactosaminyltransferase 
2 /DB_XREF=gi:9945385 

/I He nniftl 1 irtD M ^rnh/l 

/uo-ns. lou io i uur-iN-aceiyi- 
alpha-D- 

galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 
2 (GalNAc-T2) 
/FL=gb:NM_004481.2 


NM_004481 




NP_004472 


217794_at 


0.003976 


gb:NM_01 8457.1 /DEF=Homo 
sapiens DKFZp564J157 
protein (DKFZP564J157), 
mRNA. /FEA=mRNA 
/GEN=DKFZP564J157 
/rrcvju— ur\rz.poD^j I Of protein 
/ud Arvcr— gi.oyzz iod 
/UG=Hs.63042 DKFZp564J157 
protein /FL=gb:AF217517.1 
gb:NM_01 8457.1 


NM_0 18457 




NP_060927 


217795 s at 


0.015926 


hypothetical protein MGC3222 


W74580 


Hs.323193 


NP 077310 


217797_at 


0.031624 


gb:NM_01 6406.1 /DEF=Homo 
sapiens hypothetical protein 
(HSPC155), mRNA. 
/FEA=mRNA /GEN=HSPC155 
/PROD=hypothetical protein 

/DB XREF=ni-770 c >480 
/UG=Hs. 177507 hypothetical 
protein /FL=gb:BC005 187.1 
gb:AF151884.1 gb:AF161504.1 
gb:NM_01 6406.1 


NM_016406 




NP_057490 
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217799_x_at 


0.027239 


gb:NM_003344.1 /DEF=Homo 
sapiens ubiquitin-conjugating 
enzyme E2H (homologous to 
yeast UBC8) (UBE2H), 
mRNA. /FEA=mRNA 
/GEN=UBE2H /PROD=ubiquitin 
conjugating enzyme E2H 

i luiuyuuo luycaoi uuvu^ 

/DB_XREF=gi:4507782 
/UG=Hs.28505 ubiquitin- 
conjugating enzyme E2H 
(homologous to yeast UBC8) 
/FL=gb:NM_003344.1 


NM_003344 




NP_003335 


217800_s_at 


0.005652 


gb:NM_030571.1 /DEF=Homo 
sapiens hypothetical protein 
MGC10924 similar to Nedd4 
WW-binding protein 5 
(MGC10924), mRNA. 
/FEA=mRNA 
/GEN=MGC10924 
/PROD=hypothetical protein 
MGC10924 similar to 

/DB_XREF=gi: 1 3386479 
/UG=Hs.9788 hypothetical 
protein MGC10924 similar to 
Nedd4 WW-binding protein 5 
/FL=gb:BC004317.1 
gb:NM_030571.1 


NM_030571 




NP_085048 


217801_at 


0.014372 


gb:NM_006886.1 /DEF=Homo 
sapiens ATP synthase, H+ 
transporting, mitochondrial F1 
complex, epsilon subunit 
(ATP5E), mRNA /FEA=mRNA 
/GEN=ATP5E /PROD=ATP 
synthase, H+ transporting, 
mitochondrial F1 complex, 
epsilon subunit 
/DB_XREF=gi:5901895 
/UG=Hs. 177530 ATP 
synthase, H+ transporting, 
mitochondrial F1 complex, 
epsilon subunit 
/FL=gb:BC001690.1 
gb:BC003671.1 gb:AF077045.1 
gb:NM_006886.1 
gb:AF052955.1 


NM_006886 




NP_008817 
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217802_s_at 


6.66E-04 


gb:NM_022731.1 /DEF=Homo 
sapiens similar to rat nuclear 
ubiquitous casein kinase 2 
(NUCKS), mRNA. 
/FEA=mRNA /GEN=NUCKS 
/PROD=similar to rat nuclear 

i ihini litni iq rpQpin kinaQP*? 

UUll|UllUUO UaoCIII IMIIaoCZ. 

/DB_XREF=gi: 12232386 
/UG=Hs.118064 similar to rat 
nuclear ubiquitous casein 
kinase 2 /FL=gb:NM 022731.1 
gb:BC000805.1 


NM_022731 




NP_073568 


217803_at 


7.63E-04 


gb:NM_022130.1 /DEF=Homo 

^^inipn^ f^nlni nrntpin 

OuplCI 1 0 VJVJIU 1 plUlUII 1 

(GPP34), mRNA. /FEA=mRNA 
/GEN=GPP34 /PROD=Golgi 
protein 

/DB_XREF=gi: 11545858 
/UG=Hs. 18271 Golgi protein 
/FL=gb:NM_022130.1 


NM_022130 




NP_071413 


217805_at 


0.014263 


gb:NM_004516.1 /DEF=Homo 
sapiens interleukin enhancer 
binding factor 3, 90kD (ILF3), 
mRNA. /FEA=mRNA 
/GEN=ILF3 /PROD=interleukin 
enhancer binding factor 3, 
90kD /DB_XREF=gi:4758603 

enhancer binding factor 3, 
90kD /FL=gb:BC003086.1 
gb:NM 004516.1 gb:U10324.1 
gb:AF1 67570.1 
gb:NM_012218.1 


NM_004516 




NP_703194 


21781 1_at 


6.66E-04 


gb:NM_016275.1 /DEF=Homo 
sapiens selenoprotein T 
(LOC51714), mRNA. 
/FEA=mRNA /GEN=LOC51714 
/PROD=selenoDrotein T 
/DB_XREF=gi:7706470 
/UG=Hs.8148 selenoprotein T 
/FL=gb:AF1 31 856.1 
gb:AF195141.1 
gb:NM_01 6275.1 


NM_016275 




NP_057359 
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217814_at 


7.63E-04 


gb:NM_020198.1 /DEF=Homo 
sapiens GK001 protein 
(GK001), mRNA. /FEA=mRNA 
/GEN=GK001 /PROD=GK001 
orotein /DB XREF=ar9910241 
/UG=Hs.8207 GK001 protein 
/FL=gb:AF1 13221.1 
gb:BC001300.1 gb:AF226054.1 
gb:NM_020198.1 


NM_020198 




NPJD64583 


217815_at 


0.007818 


gb:NM_007192.1 /DEF=Homo 
sapiens chromatin-specific 
transcription elongation factor, 
140 kDa subunit (FACTP140), 
mRNA. /FEA=mRNA 
/GEN=FACTP140 
/PROD=chromatin-specific 
transcription elongationfactor, 
140 kDa subunit 

/ L> U f\\ XL- 1 — y \.\J\J\J\J 1 \J\J 

/UG=Hs. 14963 chromatin- 

QnAf*ifir* trancrrintinn 

OLJCUIIIO LI dl loLfl ipiiui 1 

elongation factor, 140 kDa 
subunit /FL=gb:AF1 52961.1 
gb:NM_007192.1 


NM_007192 




NP_009123 


217817_at 


0.038384 


actin related protein 2/3 
complex, subunit 4, 20kDa 


BE891920 


Hs.289010 


NP_005709 


217819_at 


7.63E-04 


gb:NM_01 6099.1 /DEF=Homo 
sapiens HSPC041 protein 
(LOC51125), mRNA. 
/FEA=mRNA /GEN=LOC51125 
/PROD=HSPC041 protein 
/DB_XREF=gi:7705820 
/UG=Hs.7953 HSPC041 
protein /FL=gb:AF125102.1 
gb:NM 016099.1 


NM_016099 




NP_057183 
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217823_s_at 


6.66E-04 


Consensus includes 
gb:AL562528 /FEA=EST 
/DB_XREF=gi: 129 11037 
/DB_XREF=est:AL562528 
/CLONE=CS0DC012YI08 H 
prime) /UG=Hs. 184325 CGI-76 
protein /FL=gb:AF1 51 834.1 
gb:AF161502.1 gb:AF151039.1 
gb:NM_016021.1 


NM_016021 




NP_057420 


217824_at 


0.014347 


Consensus includes 
gb:AW500009 /FEA=EST 
/DB_XREF=gi:71 12213 
/DB_XREF=est: UI-HF-BNO-aki- 
e-09-0-UI r1 

/CLONE=IMAGE:3077105 
/UG=Hs. 184325 CGI-76 
protein /FL=gb:AF151834.1 
gb:AF161502.1 gb:AF151039.1 
gb:NM_016021.1 


NM_016021 




NP_057420 


217825_s_at 


0.005347 


gb:AF151039.1 /DEF=Homo 
sapiens HSPC205 mRNA, 
complete cds. /FEA=mRNA 
/PRnn=H e ?Pf N 9n'i 

/ri\uU"norwtU3 

/DB_XREF=gi:71 06799 
/UG=Hs. 184325 CGI-76 
protein /FL=gb:AF 151 834.1 
gb:AF161502.1 gb:AF151039.1 
gb:NM_016021.1 


AF151039 




NP_057420 


217826_s_at 


0.003875 


gb:NM_016021.1 /DEF=Homo 
sapiens CGI-76 protein 
(LOC51632), mRNA. 
/FEA=mRNA /GEN=LOC51632 
/PROD=CGI-76 protein 
/DB_XREF=gi:770631 1 
/UG=Hs. 184325 CGI-76 
protein /FL=gb:AF 151 834.1 
gb:AF161502.1 gb:AF151039.1 
gb:NM_016021.1 


NM_016021 




NPJ357420 
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Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217827_s_at 


0.00121 


gb:NM_01 6630.2 /DEF=Homo 
sapiens acid cluster protein 
33 (ACP33), mRNA. 
/FEA=mRNA /GEN=ACP33 
/PROD=acid cluster protein 33 
/DB_XREF=gi:1 3699804 
/UG=Hs.71475 acid cluster 
protein 33 /FL=gb:BC000244.1 
gb:NM_01 6630.2 
gb:AF208861.1 


NM_016630 




NP_057714 


217830_s_at 


0.029347 


Consensus includes 
gb:AL1 09658 /DEF=Human 
DNA sequence from clone 
RP4-776F14 on chromosome 
20p12.2-13. Contains the 5 
end of the FKBP1A gene for 
FK506-binding protein 1A 
(12kD), the gene for P47 
protein, part of a novel 
member of the PTPNS 
(protein tyrosine phosphatase, 
non-recepto... /FEA=mRNA 
/DB_XREF=gi:7161806 
/UG=Hs.12865 p47 
/FL=gb:BC002801.1 
gb:AF078856.1 
gb:NM_01 6143.1 


AL1 09658 






217835_x_at 


0.001406 


gb:NM_01 8840.1 /DEF=Homo 
sapiens putative Rab5- 
interacting protein 
(LOC55969), mRNA. 
/FEA=mRNA /GEN=LOC55969 
/PROD=putative Rab5- 
interacting protein 
/DB_XREF=gi: 100471 15 
/UG=Hs. 184062 putative Rab5- 
interacting protein 
/FL=gb:NM 018840.1 
gb:AF274936.1 gb:AF112213.1 


NM_018840 




NP_061328 
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Protein 
Accession 
No. ! 


217836_s_at 


0.024403 


gb:NM_01 8253.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10875 (FLJ10875), mRNA. 
/FEA=mRNA /GEN=FLJ 10875 
/PROD=hypothetical protein 
FLJ 10875 

/DB XREF=ai-8Q2?7'V) 
/UG=Hs. 18851 hypothetical 
protein FLJ 10875 
/FL=gb:BC001655.1 
gb:BC001 843.1 
gb:NM_01 8253.1 


NM_018253 




NP_620832 


217837_s_at 


7.25E-04 


gb:NM_016079.1 /DEF=Homo 
sapiens CGI-149 protein 
(LOC51652), mRNA. 
/FEA=mRNA /GEN=LOC51652 
/PROD=CGI-149 protein 
/DB XREF=ar7706352 
/UG=Hs.189658 CGI-149 
protein /FL=gb:BC004419.1 
gb:AF151907.1 gb:AF219226.1 
gb:NM_016079.1 


NM_016079 




NP_057163 


217839_at 


0.003449 


gb:NM_006070.1 /DEF=Homo 

QanipnQ TRK-fiiQPrl npnp 
oajjid io i r\r\ iuocu ^ciiv? 

(TFG), mRNA. /FEA=mRNA 
/GEN=TFG /PROD=TRK-fused 
gene /DB_XREF=gi:5174718 
/UG=Hs.250897 TRK-fused 
gene /FL=gb:NM_006070.1 


NM_006070 




NP_006061 


217843_s_at 


0.001852 


gb:NM_014166.1 /DEF=Homo 
sapiens HSPC126 protein 
(HSPC126), mRNA. 
/FEA=mRNA /GEN=HSPC126 
/PROD=HSPC126 protein 
/DB_XREF=gi:7661787 
/UG=Hs.181112 HSPC126 
protein /FL=gb:AF300618.1 
gb:BC005189.1 gb:AF161475.1 
gb:AF230381.1 
gb:NM 014166.1 


NM_014166 




NP_054885 
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Accession 
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Protein 

Accession 

No. 


217844_at 


0.013678 


gb:NM_021 198.1 /DEF=Homo 
sapiens nuclear LIM interactor- 
interacting factor (NLI-IF), 
mRNA. /FEA=mRNA 
/GEN=NLI-IF /PROD=nuclear 
Liivi iiiiciduiur-inieraciiny lacior 
/DB_XREF=gi: 10864008 
/UG=Hs.283724 nuclear LIM 
interactor-interacting factor 
/FL=gb:AF229162.1 
gb:NM_021 198.1 


NM_021198 




NP_067021 


217845_x_at 


0.007652 


gb:NM_014056.1 /DEF=Homo 
sapiens DKFZP564K247 
protein (DKFZP564K247), 
mRNA. /FEA=mRNA 
/GEN=DKFZP564K247 
/PROD=DKFZP564K247 
protein /DB_XREF=gi:7661619 
/UG=Hs.7917 DKFZP564K247 

nrntoin /PI -nh-RPfinnfini 1 
pruicin /r l— yD. DL/Uuuou i . I 

gb:AF077034.1 gb:AF145385.1 

gb:AL1 10233.1 

gb:NM_014056.1 


NM_014056 




NP_054775 


217852_s_at 


7.25E-04 


gb:NM_018184.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10702 (FLJ10702), mRNA. 
/FEA=mRNA /GEN=FLJ10702 
/PROD=hvnnthptiral nrotein 

FLJ10702 

/DB_XREF=gi:8922600 
/UG=Hs. 104222 hypothetical 
protein FLJ10702 
/FL=gb:NM 018184.1 


NM_018184 




NP_060654 
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Unigene 
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No. 


Protein 

Accession 

No. 


217855_x_at 


0.016179 


gb:NM_016547.1 /DEF=Homo 
sapiens calcium binding 
protein Cab45 precursor, 
(LOC51767), mRNA. 
/FEA=mRNA /GEN=LOC51767 
/PROD=calcium binding 
protein Cab45 precursor, 

/UG=Hs.42806 calcium binding 
protein Cab45 precursor, 
/FL=gb:AF178986.1 
gb:NM_01 6547.1 


NM_016547 




NP_057631 


217862_at 


0.001812 


Consensus includes 
gb:N24868 /FEA=EST 
/DB_XREF=gi:1139018 

/DR XRFF=P«tfvY70hnfi q1 

/CLONE=IMAGE:267131 
/UG=Hs.75251 DEADH (Asp- 
Glu-Ala-AspHis) box binding 
protein 1 /FL=gb:AF077951.1 
gb:AF167160.1 
gb:NM_01 6166.1 


NM_016166 




NP_057250 


217863_at 


0.010277 


Consensus includes 
gb:AI348378 /FEA=EST 
/DB_XREF=gi:4085584 

/HR YDCC- oct-nrkOnhnfi v1 
/UD^ArALr- col.tjO^UnUO.X I 

/CLONE=IMAGE:1909115 
/UG=Hs.75251 DEADH (Asp- 
Glu-Ala-AspHis) box binding 
protein 1 /FL=gb:AF077951.1 
gb:AF167160.1 
gb:NM_01 6166.1 


NM_016166 




NP_057250 


217865_at 


0.00109 


gb:NM_01 8434.1 /DEF=Homo 
sapiens goliath protein 
(LOC55819} mRNA 
/FEA=mRNA /GEN=LOC55819 
/PROD=goliath protein 
/DB_XREF=gi: 10092650 
/UG=Hs. 102737 goliath protein 
/FL=gb:NM_018434.1 


NM_018434 




NP_060904 
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Protein 
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No. 


217868_s_at 


6.66E-04 


gb:NM_016025.1 /DEF=Homo 
sapiens CGI-81 protein 
(DREV1), mRNA. /FEA=mRNA 

/vjtIN— UKtV I /rKUU-Uol-0 I 

protein /DB_XREF=gi:7705788 
/UG=Hs.279583 CGI-81 
protein /FL=gb:BC000 195.1 
gb:AF1 51 839.1 
gb:NM_016025.1 


NM_016025 




NP_057109 


217869_at 


6.66E-04 


gb:NM_016142.1 /DEF=Homo 
sapiens steroid dehydrogenase 
homolog (LOC51144), mRNA. 
/FEA=mRNA /GEN=LOC51144 
/PROD=steroid dehydrogenase 
homolog 

/Ub_AKtr- gi. 1 /U0O04 

/UG=Hs.279617 steroid 
dehydrogenase homolog 
/FL=gb:AF078850.1 
gb:NM_016142.1 

> 


NMJD16142 




NP_057226 


217873_at 


7.25E-04 


gb:NM_016289.1 /DEF=Homo 
sapiens M025 protein 
(LOC51719), mRNA. 
/rbA-mRNA /GEN=LOC51719 
/PROD=M025 protein 
/DB_XREF=gi:7706480 
/UG=Hs.6406 M025 protein 
/FL=gb:AF1 13536.1 
gb:NM_016289.1 


NM_016289 




NP_057373 


217874_at 


7.76E-04 


gb:NM_003849.1 /DEF=Homo 
sapiens succinate-CoA ligase, 
GDP-forming, alpha subunit 
(SUCLG1), mRNA. 
/FEA=mRNA /GEN=SUCLG1 
/PROD=succinate-CoA ligase, 
GDP-forming, alphasubunit 

/UD_AKt r— gi. 11 oz l OoU 

ligase, GDP-forming, alpha 
subunit /FL=gb:NM_003849.1 
gb:BC000504.1 gb:AF104921.2 


NM_003849 




NP_003840 


217880 at 


0.020369 


cell division cycle 27 


AI203880 


Hs.408978 


NP 001247 
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Unigene 
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Protein 
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No. 


217882_at 


0.007839 


gb:NM_018447.1 /DEF=Homo 
sapiens 30 kDa protein 
(LOC55831), mRNA. 
/rtA- mKlNA /otIN— LUUoooo i 

/PROD=30 kDa protein 
/DB_XREF=gi:8923856 
/UG=Hs.283714 30 kDa 
protein /FL=gb:AF 15732 1.1 
gb:NM_0 18447.1 


NM_018447 




NP_060917 


217883_at 


6.66E-04 


gb:NM_015702.1 /DEF=Homo 
sapiens hypothetical protein 
(CL25022), mRNA. 
/FEA=mRNA /GEN=CL25022 
/PROD=hypothetical protein 

;L/D_AKtr— gi. f 00104» 

/UG=Hs.5324 hypothetical 
protein /FL=gb:AF060224.1 
gb:BC000932.2 gb:AF131802.1 
gb:AF161510.1 
gb:NM_01 5702.1 


NM_015702 




NP_056517 


217885_at 


0.001406 


gb:NM_018085.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10402 (FLJ10402), mRNA. 
/FEA=mRNA /GEN=FLJ 10402 
/PROD=hypothetical protein 

r LJ 1 0402 

/DB_XREF=gi:8922404 
/uo-ns.iO/y nypoineucai 
protein FLJ 10402 
/FL=gb:BC003604.1 
gb:NM_018085.1 


NM_018085 




NP_060555 


217886_at 


0.003976 


epidermal growth factor receptor 
pathway substrate 1 5 


BF2 13575 


Hs. 389343 


NP_001972 
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p-value 
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Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217887_s_at 


0.027672 


gb:NM_001981.1 /DEF=Homo 
sapiens epidermal growth 
factor receptor pathway 
substrate 15 (EPS15), mRNA. 
/FEA=mRNA /GEN=EPS15 
/PROD=epidermal growth 
factor receptor 
pathwaysubstrate 15 

/UG=Hs.79095 epidermal 
growth factor receptor 
pathway substrate 15 
/FL=gb:NM_001981.1 
gb:U07707.1 


NM_001981 




NP_001972 


217888_s_at 


0.024115 


gb:NM_01 8209.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10767 (FLJ10767), mRNA. 
/FEA=mRNA /GEN=FLJ 10767 
/PROD=hvnr>thptiral nrotpin 
FLJ10767 

/DB_XREF=gi:8922651 
/UG=Hs.25584 hypothetical it 
protein FLJ10767 
/FL=gb:NM_01 8209.1 .. 


NM_018209 




NP_783202 


217898_at 


0.00121 


gb:NM_020154.1 /DEF=Homo 
sapiens chromosome 11 
hypothetical protein ORF3 
(LOC56851), mRNA. 
/FEA=mRNA /GEN=LOC56851 
/PROD=chromosome 11 
hvDothetical Drotein ORF3 
/DB_XREF=gi:9910345 
/UG=Hs.4245 chromosome 11 
hypothetical protein ORF3 
/FL=gb:AF242729.1 
gb:NM_020154.1 


NM_020154 




NP_064539 
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Protein 

Accession 

No. 


217900_at 


0.024403 


gb:NM_01 8060.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 10326 (FLJ 10326), mRNA. 
/FEA=mRNA /GEN=FLJ10326 

/PROn=h\/nr»thoti^al nmtoin 
/ r r\WU-l lypuil ItrllucH piULcllf 

FLJ 10326 

/DB_XREF=gi.8922355 
/UG=Hs.262823 hypothetical 
protein FLJ10326 
/FL=gb:NM_01 8060.1 


NM_018060 




NP_060530 


217905_at 


0.002603 


gb:NM_024834.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 13081 (FLJ 13081), mRNA. 
/FEA=mRNA /GEN=FLJ13081 
/PROD=hypothetical protein 

/DB_XREF=gi: 13376242 
/UG=Hs. 180638 hypothetical 
protein FLJ13081 
/FL=gb:BC004183.1 
gb:NM_024834.1 


NM_024834 




NP_079110 


217907_at 


0.003616 


gb:NM_014161.1 /DEF=Homo 
sapiens HSPC071 protein 
(HSPC071), mRNA. 
/FEA=mRNA /GEN=HSPC071 
/PROD=HSPC071 protein 

/HR YRCP- ni-7£ft1777 

/UG=Hs.23038 HSPC071 
protein /FL=gb:AL1 36633.1 
gb:BC001623.1 gb:AF161556.1 
gb:NM_014161.1 


NM_014161 




NP_054880 


217908_s_at 


6.66E-04 


gb:NM_01 8442.1 /DEF=Homo 
sapiens PC326 protein 
(PC326), mRNA. /FEA=mRNA 
/GEN=PC326 /PROD=PC326 
protein /DB_XREF=gi:8923955 
/UG=Hs.279882 PC326 protein 
/FL=gb:AL1 36738.1 
gb:AF1 50734.1 
gb:NM 018442.1 


NM_018442 




NP_060912 



Page 631 of 780 



TABLE 3K 



Genes Corresponding 1 


fo Differentially Expressed Genes in Figure 18 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 
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217910_x_at 


6.66E-04 


gb:NM_01 3383.1 /DEF=Homo 
sapiens MAX-like bHLHZIP 
protein (MLX), mRNA. 
/FEA=mRNA /GEN=MLX 
/PROD=MAX-like bHLHZIP 
nmtpin /l")R XRFF=ni-7niQ4fin 

/UG=Hs.78185 MAX-like 
bHLHZIP protein 
/FL=gb:AF21 3668.1 
gb:AF203978.1 
gb:NM_01 3383.1 


NM_013383 




NP_733753 


21791 1_s_at 


0.013803 


gb:NM_004281.1 /DEF=Homo 
sapiens BCL2-associated 
athanogene 3 (BAG3), mRNA. 
/FEA=mRNA /GEN=BAG3 
/PROD=BCL2-associated 
athanogene 3 

/DB XREF=ai fifi^107? 
/UG=Hs. 15259 BCL2- 
associated athanogene 3 
/FL=gb:AF095193.2 
gb:NM_004281.1 
gb:AF127139.1 gb:AF071218.2 


NM_004281 




NP_004272 


21791 3_at 


0.047555 


gb:NM_013245.1 /DEF=Homo 
sapiens vacuolar sorting 
protein 4 (VPS4), mRNA. 
/FEA=mRNA /GEN=VPS4 
/PROD=vacuolar sorting 
nrntein 4 

yj 1 w iw ill i 

/DB_XREF=gi:7019568 
/UG=Hs.234839 vacuolar 
sorting protein 4 
/FL=gb:AF1 59063.1 
gb:AF1 12215.1 
gb:NM 013245.1 


NM_013245 




NP_037377 
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217915_s_at 


0.032443 


gb:NM_016304.1 /DEF=Homo 
sapiens 60S ribosomal protein 
L30 isolog (LOC51187), 
mRNA. /FEA=mRNA 
/GEN=LOC51187 /PROD=60S 
ribosomal protein L30 isolog 
/DB_XREF=gi:10047101 
/UG=Hs.284162 60S ribosomal 
protein L30 isolog 
/FL=gb:NM_01 6304.1 

gD.MrUDUyZD. I gD. MrZ I ZZZO. I 

gb:BC005344.1 gb:AF201949.1 
gb:AF165521.1 


NM_016304 




NP_057388 


217916_s_at 


0.004311 


gb:NM_01 6623.1 /DEF=Homo 
sapiens hypothetical protein 
(BM-009), mRNA. 

/PPA-mRMA /r5PM-RM flDQ 
li lM— IllrxINM /OCIN— DIVl-UUS? 

/PROD=hypothetical protein 
/DB_XREF=gi:7705303 
/UG=Hs.92918 hypothetical 
protein /FL=gb:BC003599.1 
gb:AF208851.1 
gb:NM_016623.1 


NM_016623 




NP_057707 


217917_s_at 


0.002621 


gb:NM_014183.1 /DEF=Homo 
sapiens HSPC162 protein 
(HSPC162), mRNA. 
/FEA=mRNA /GEN=HSPC162 
/PROD=HSPC162 protein 
/DB_XREF=gi:7661821 

I\J\J ng, 1 UUUUi nor 

protein /FL=gb:BC002481.1 
gb:AY026513.1 gb:AF161511.1 
gb:NM_014183.1 
gb:AF165516.1 


NM_014183 




NP_808853 
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217918_at 


7.76E-04 


gb:NM_014183.1 /DEF=Homo 
sapiens HSPC162 protein 
(HSPC162), mRNA. 
/FEA=mRNA /GEN=HSPC162 
/PROD=HSPC162 protein 
/DB_XREF=gi:7661821 

/Ub- nS. lUUUU^ norUIDi 

protein /FL=gb:BC002481.1 
gb:AY026513.1 gb:AF161511.1 
gb:NM 014183.1 
gb:AF165516.1 


NM_014183 




NP_808853 


217925_s_at 


0.022752 


gb:NM_022758.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22195 (FLJ22195), mRNA. 
/FEA=mRNA /GEN=FLJ22195 
/r r\uu— nypoineiicai proiein 
FLJ22195 

/DB_XREF=gi: 12232426 
/UG=Hs.25999 hypothetical 
protein FLJ22195 
/FL=gb:NM_022758.1 


NM_022758 




NP_073595 


217927_at 


0.001763 


gb:NM_014041.1 /DEF=Homo 
sapiens HSPC033 protein 
(HSPC033), mRNA. 
/FEA=mRNA /GEN=HSPC033 
/KKOU-Horoooo protein 
/DB_XREF=gi:7661745 
/UG=Hs.11125 HSPC033 
protein /FL=gb:BC000884.1 
gb:AF092138.1 
gb:NM_01 4041.1 


NM_014041 




NP_054760 


217930_s_at 


0.024115 


gb:NM_01 9009.1 /DEF=Homo 
sapiens TOLLIP protein 
(LOC54472), mRNA. 
/FEA=mRNA /GEN=LOC54472 

/DPnn-THI 1 ID nmioin 

/rKuu- 1 ULLir protein 
/DB_XREF=gi:9506854 

/lJn=H<? 9^41^ TOI I IP nrntPin 

/UVJ~ng.4JH IO 1 ULLIr piLHdll 

/FL=gb:AL1 36835.1 
gb:BC004420.1 
gb:NM_01 9009.1 


NM_019009 




NP_061882 


217936_at 


0.014372 


Rho GTPase activating protein 
5 


AW044631 


Hs.267831 
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Protein 
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No. 


217938_s_at 


0.010065 


gb:NM_020122.1 /DEF=Homo 
sapiens potassium channel 
modulatory factor 
(DKFZP434L1021), mRNA. 
/FEA=mRNA 
/GEN=DKFZP434L1021 
/rKUU-potassium channel 
modulatory factor 
/DB_XREF=gi: 100471 27 
/UG=Hs.5392 potassium 
channel modulatory factor 
/FL=gb:NM_020122.1 
gb:BC000178.2 


NM_020122 




NP_064507 


217939_s_at 


0.003009 


gb:NM_01 7657.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20080 (FLJ20080), mRNA. 
/FEA=mRNA /GEN=FLJ20080 
/rKUU-nypotneticai protein 
FLJ20080 

/DB_XREF=gi:8923087 
/UG=Hs.7942 hypothetical 
protein FLJ20080 
/FL=gb:NM_017657.1 


NM_017657 




NP_060127 


217941_s_at 


0.008506 


gb:NM_0 18695.1 /DEF=Homo 
sapiens erbb2-interacting 
protein ERBIN (LOC55914), 
mRNA. /FEA=mRNA 
/GEN=LOC55914 
/PROD=erbb2-interacting 
protein ERBIN 
/DB_XREF=gi:8923908 
/UG=Hs.8117 erbb2-interacting 
protein ERBIN 
/FL=gb:AF263744.1 
gb:NM_01 8695.1 


NM_018695 




NP_061165 


217949_s_at 


0.002692 


gb:NM_024006.1 /DEF=Homo 
sapiens hypothetical protein 
IMAGE3455200 
(IMAGE3455200), mRNA. 
/FEA=mRNA 
/GEN=IMAGE3455200 
frr\vj\j— nypoinexicai proiein 
IMAGE3455200 
/DB_XREF=gi: 131 24769 
/UG=Hs.324844 hypothetical 
protein IMAGE3455200 
/FL=gb:BC002911.1 
gb:NM_024006.1 


NM_024006 




NP_076869 
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Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217951 s at 


0.002109 


PHD finger protein 3 


AW1 89430 


Hs.78893 


NP 055968 


217955_at 


7.63E-04 


gb:NM_0 15367.1 /DEF=Homo 
sapiens MIL1 protein (MIL1), 
nuclear gene encoding 
mitochondrial protein, mRNA. 
/FEA=mRNA /GEN=MIL1 
/PROD=MIL1 protein 
/DB_XREF=gi:7662505 
/UG=Hs.10267 MIL1 protein 
/FL=gb:AF325209.1 
gb:AF1 46568.1 
gb:NM 015367.1 


NM_015367 




NP_056182 


217959_s_at 


0.016179 


gb:NM_0 161 46.1 /DEF=Homo 
sapiens PTD009 protein 
(PTD009), mRNA. 
/FEA=mRNA /GEN=PTD009 
/PROD=PTD009 protein 
/DB_XREF=gi:7706666 
/UG=Hs.279901 PTD009 
protein /FL=gb:AF1 51 862.1 
gb:AF078862.1 gb:AF1 61 520.1 
gb:NM_016146.1 


NM_016146 




NP_057230 


217962_at 


6.66E-04 


gb:NM_0 18648.1 /DEF=Homo 
sapiens nucleolar protein 
family A, member 3 (HACA 
small nucleolar RNPs) 
(NOLA3), mRNA. /FEA=mRNA 
/GEN=NOLA3 
/PROD=nucleolar protein 
family A, member 3 
fHACAsmall nucleolar RNPs} 
/DB_XREF=gi:8923941 
/UG=Hs.14317 nucleolar 
protein family A, member 3 
(HACA small nucleolar RNPs) 
/FL=gb:AB043 104.1 
gb:NM_0 18648.1 


NM_018648 




NP_061118 


217967_s_at 


0.01534 


gb:AF288391.1 /DEF=Homo 
sapiens C1orf24 mRNA, 
complete cds. /FEA=mRNA 
/PROD=C1orf24 
/DB_XREF=gi: 126201 91 
/UG=Hs.48778 niban protein 
/FL=gb:AB050477.1 
gb:NM 022083.1 
gb:AF288391.1 


AF288391 




NP_443198 
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Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217970_s_at 


0.009123 


gb:NM_01 5455.1 /DEF=Homo 
sapiens KIAA1194 protein 
(KIAA1194), mRNA. 
/FEA=mRNA /GEN=KIAA1194 
/PROD=DKFZP564G1964 
protein /DB_XREF=gi:7661613 
/UG=Hs.5801 KIAA1194 
protein /FL=gb:NM_015455.1 


NM_015455 




NP_056270 


217971_at 


7.63E-04 


gb:NM_021970.1 /DEF=Homo 
sapiens MEK partner 1 
(MP1), mRNA. /FEA=mRNA 
/GEN=MP1 /PROD=MFK 

partner 1 

/DB_XREF=gi: 11496276 
/UG=Hs.6361 MEK partner 1 
/FL=gb:AF1 301 15.1 
gb:NM_021970.1 
gb:AF201 947.1 


NM_021970 




NP_068805 


217977_at 


0.004311 


gb:NM_016332.1 /DEF=Homo 
sapiens selenoprotein X, 1 
(SEPX1), mRNA. /FEA=mRNA 
/GEN=SEPX1 

/PROn=Qp|pnnnrntpin X 1 
iv rsvju-ocici lupi ulciii /\, i 

/DB_XREF=gi:7706510 
/UG=Hs.279623 selenoprotein 
X, 1 /FL=gb:AF1 87272.1 
gb:BC003127.1 gb:AF166124.1 
gb:NM_016332.1 


NM_016332 




NP_057416 


217978_s_at 


0.003976 


gb:NM_01 7582.1 /DEF=Homo 
sapiens NICE-5 protein 
(HSA243666), mRNA. 
/FEA=mRNA 
/GEN=HSA243666 
/PROD=NICE-5 protein 
/DB_XREF=gi:8923743 
/UG=Hs.284233 NICE-5 
protein /FL=gb:AF1 16721.1 
gb:NM 017582.1 


NM_017582 




NP_060052 
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Protein 
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No. 


217980_s_at 


0.018248 


gb:NM_0 17840.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20484 (FLJ20484), mRNA. 
/FEA=mRNA /GEN=FLJ20484 
/PROD=hypothetical protein 
FLJ20484 

/DB_XREF=gi:8923447 

protein FLJ20484 
/FL=gb:AF275806.1 ! 
gb:BC001 040.1 
gb:NM_0 17840.1 
gb:AF1 83428.1 


NM_017840 




NP_060310 


217981_s_at 


0.013199 


gb:NM_012192.1 /DEF=Homo 
sapiens fracture callus 1 (rat) 
homolog (FXC1). mRNA. 
/FEA=mRNA /GEN=FXC1 
/PROD=fracture callus 1 (rat) 
homolog 

/DB XRFF=oi fiQ1?^R1 

/UG=Hs.54943 fracture callus 

1 (rat) homolog 

/FL=gb:AF150105.1 

gb:AF152355.1 

gb:NM 012192.1 

gb:AF1 8341 5.1 


NM_012192 




NP_036324 


217983_s_at 


0.010197 


gb:NM_003730.2 /DEF=Homo 
sapiens ribonuclease 6 
precursor (RNASE6PL), 
mRNA. /FEA=mRNA 
/GEN=RNASE6PL 
/PROD=ribonuclease 6 
precursor 

/DB_XREF=gi:5231227 
/UG=Hs.8297 ribonuclease 6 
precursor /FL=gb:BC001660.1 
gb:BC001819.1 gb:U85625.2 
gb:NM 003730.2 


NM_003730 




NP_003721 
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Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


217984_at 


0.04976 


gb:NM_003730.2 /DEF=Homo 
sapiens ribonuclease 6 
precursor (RNASE6PL), 
mRNA. /FEA=mRNA 
/GEN=RNASE6PL 

precursor 

/DB_XREF=gi:5231227 
/UG=Hs.8297 ribonuclease 6 
precursor /FL=gb:BC001 660.1 
gb:BC001819.1 gb:U85625.2 
gb:NM_003730.2 


NM_003730 




NPJD03721 


217986_s_at 


0.00121 


gb:NM_013448.1 /DEF=Homo 
sapiens bromodomain 
adjacent to zinc finger 
domain, 1A (BAZ1A), mRNA. 
/FEA=mRNA /GEN=BAZ1A 
/PROD=bromodomain adjacent 
to zinc finger domain, 1A 
/DB_XREF=gi:7304918 
/UG=H^ RftSR hromnrinmain 

adjacent to zinc finger 
domain, 1A 
/FL=gb:AB032252.1 
gb:NM_01 3448.1 


NM_013448 




NP_038476 


217989_at 


0.039831 


gb:NM_01 6245.1 /DEF=Homo 
sapiens retinal short-chain 
dehydrogenasereductase 
retSDR2 (LOC51170), mRNA. 
/FEA=mRNA /GEN=LOC51170 
/PROD=retinal short-chain 
dehydrogenasereductaseretSD 
R2 /DB_XREF=gi:7705904 
/UG=Hs.12150 retinal short- 
chain dehydrogenasereductase 
retSDR2 /FL=gb:AF1 26780.1 
gb:NM 016245.1 


NM_016245 




NP_057329 
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Accession 

No. 
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Protein 

Accession 

No. 


217990_at 


0.002603 


gb:NM_016576.1 /DEF=Homo 
sapiens GMPR2 for 
guanosine monophosphate 
reductase isolog (LOC51292), 
mRNA. /FEA=mRNA 
/GEN=LOC51292 
/PROD=GMPR2 for guanosine 
monophosphate 
reductaseisolog 
/DB_XREF=gi:7706108 
/uo- ns.zo*fo*fo vjivinr\z Tor 
guanosine monophosphate 
reductase isolog 
/FL=gb:AB032903.1 
gb:NM_016576.1 
gb:AF1 351 59.1 


NM_016576 




NP_057660 


217992_s_at 


0.029164 


gb:NMJ)24329.1 /DEF=Homo 
sapiens hypothetical protein 
MGC4342 (MGC4342), mRNA. 
/FEA=mRNA /GEN=MGC4342 
/PROD=hypothetical protein 

/DB_XREF=gi: 1344301 5 
/UG=Hs.301342 hypothetical 
protein MGC4342 
/FL=gb:BC003033.1 
gb:NM_024329.1 


NM_024329 




NP_077305 


217995_at 


7.63E-04 


gb:NM_021 199.1 /DEF=Homo 
sapiens CGI-44 protein; 
sulfide dehydrogenase like 
(yeast) (CGI-44), mRNA. 
/FEA=mRNA /GEN=CGI-44 
/PROD=CGI-44 protein; sulfide 
dehydrogenase like(yeast) 
/DB XREF=ar 10864010 
/UG=Hs.8185 CGI-44 protein; 
sulfide dehydrogenase like 
(yeast) /FL=gb:NM 021199.1 
gb:AF1 51 802.1 gb:AF1 18085.1 


NM_021199 




NP_067022 
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Protein 

Accession 

No. 


218006_s_at 


0.006756 


gb:NM_006963.1 /DEF=Homo 
sapiens zinc finger protein 22 
(KOX 15) (ZNF22), mRNA. 

/FPA— mPMA /fiFM-7MCOO 
irtn- mr\INA /OCIN— LxWCt. 

/PROD=zinc finger protein 22 
(KOX 15) 

/DB_XREF=gi:5902159 
/UG=Hs. 108642 zinc finger 
protein 22 (KOX 15) 
/FL=gb:NM 006963.1 


NM_006963 




NP_008894 


218008_at 


0.003976 


gb:NM_01 7994.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10099 (FLJ10099), mRNA. 
/FEA=mRNA /GEN=FLJ10099 
/rKuu- nypoinencai proiein 
FLJ 10099 

/DB_XREF=gi:8922228 
/UG=Hs.278619 hypothetical 
protein FLJ 10099 
/FL=gb:NM_01 7994.1 


NM_017994 




NP_060464 


21801 1_at 


7.63E-04 


gb:NM_024292.1 /DEF=Homo 
sapiens ubiquitin-like 5 

IX IPI K\ mDKIA ICCA-mDMA 

/GEN=UBL5 /PROD=ubiquitin- 
like 5 /DB_XREF=gi: 13236509 
/UG=Hs. 109701 ubiquitin-like 5 
/FL=gb:AF313915.1 
gb:NM_024292.1 


NM_024292 




NP_077268 


218018_at 


0.030681 


Consensus includes 

gb:AW449022 /FEA=EST 

/DB_XREF=gi:6989798 

/DR XRFF=p«5t lJI-H-RR-akp-f- 

11-0-Ul.sl 

/CLONE=IMAGE:2734220 
/UG=Hs.4746 hypothetical 
protein FLJ21324 
/FL=gb:NM_021941.1 
gb:BC003651.1 


NM_021941 




NP_068760 
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p-value 
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Accession 

No. 


Protein 

Accession 

No. 


21801 9_s_at 


0.023096 


gb:NM_021941.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21324 (FLJ21324), mRNA. 
/FEA=mRNA /GEN=FLJ21324 
/PROD=hypothetical protein 

/DB_XREF=gi:1 1345479 
/UG=Hs.4746 hypothetical 
protein FLJ21324 
/FL=gb:NM 021941.1 
gb:BC003651.1 


NM_021941 




NP_068760 


218023_s_at 


0.002724 


gb:NM_016605.1 /DEF=Homo 
sapiens putative nuclear 
protein (LOC51307), mRNA. 
/FEA=mRNA /GEN=LOC51307 
/PROD=putative nuclear 
nrotpin /DR XRFF=ni-77(1fi1^R 
/UG=Hs.1 02469 putative 
nuclear protein 
/FL=gb:AF251 040.1 
gb:NM_016605.1 


NM_016605 




NP_057689 


218030_at 


7.63E-04 


gb:NM_014030.1 /DEF=Homo 
sapiens G protein-coupled 
receptor kinase-interactor 1 
(GIT1), mRNA. /FEA=mRNA 
/GEN=GIT1 /PROD=G protein- 
coupled receptor kinase- 

intpra^tnr 1 

II I LCI GlslvJI i 

/DB_XREF=gi:7661711 
/UG=Hs.318339 G protein- 
coupled receptor kinase- 
interactor 1 
/FL=gb:AF1 24490.1 
gb:NM_014030.1 


NM_014030 




NP_054749 


218032_at 


0.029624 


gb:AF070673.1 /DEF=Homo 

sapiens stannin mRNA, 

complete cds. /FEA=mRNA 

/PROD=stannin 

/DB_XREF=gi:3978241 

/UG=Hs.76691 stannin 

/FL=gb:AF030196.1 

gb:AF070673.1 

gb:NM 003498.1 

gb:AL1 61 976.1 


AF070673 




NP_003489 
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Accession 
No. 


Unigene 

Accession 
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Protein 

Accession 

No. 


218034_at 


0.024403 


gb:NM_016068.1 /DEF=Homo 
sapiens CGI-135 protein 
(LOC51024), mRNA. 
/FEA=mRNA /GEN=LOC51024 

/DB_XREF=gi:7705631 
/UG=Hs.84344 CGI-135 
protein /FL=gb:BC003540.1 
gb:AF151 893.1 
gb:NM_01 6068.1 


NM_016068 




NP_057152 


218037_at 


0.006722 


gb:NM_024293.1 /DEF=Homo 
sapiens hypothetical protein 
MGC3035 (MGC3035), mRNA. 
/FEA=mRNA /GEN=MGC3035 
/PROD=hypothetical protein 
MGC3035 

/DR XRFF=ni-1^?^fi*i11 
/UG=Hs.22412 hypothetical 
protein MGC3035 
/FL=gb:AL1 36758.1 
gb:BC002420.1 
gb:NM_024293.1 


NM_024293 




NP_077269 


218039_at 


0.006043 


gb:NM_016359.1 /DEF=Homo 
sapiens clone HQ0310 
PRO0310p1 (LOC51203), 
mRNA. /FEA=mRNA 
/GEN=LOC51203 
/PROD=clone HQ0310 
PRO0310p1 
/DB_XREF=gi:7705950 
/UG=Hs 279905 clone HQ0310 
PRO0310p1 
/FL=gb:AF305711.1 
gb:BC001308.1 gb:AF290612.1 
gb:AF090915.1 
gb:NM_016359.1 


NM_016359 




NP_060924 
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Description 
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Protein 

Accession 

No. 


218041_x_at 


6.66E-04 


gb:NM_018573.1 /DEF=Homo 
sapiens hypothetical protein 
PRO1068 (PRO1068), mRNA. 
/FEA=mRNA /GEN=PRO1068 
/PROD=hypothetical protein 

PROmRR 
rr\U lUOO 

/DB_XREF=gi:8924006 
/UG=Hs.321158 hypothetical 
protein PRO1068 
/FL=gb:AF1 16620.1 
gb:NM_018573.1 


NM_018573 






218043_s_at 


0.008874 


gb:NM_022461.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21939 similar to 5- 
azacytidine induced gene 2 
(FLJ21939), mRNA. 
/FEA=mRNA /GEN=FLJ21939 
/PROD=hypothetical protein 
FLJ21939 similar to5- 

o^GfMfHHinQ inrli irarl nana O 

azdcyuuine inaucea gene z i 
/DB_XREF=gi: 11968002 ! 
/UG=Hs. 164478 hypothetical 
protein FLJ21939 similar to 5- 
azacytidine induced gene 2 
/FL=gb:NM_022461.1 


NM_022461 




NP_071906 


218047_at 


0.002559 


gb:NM_024586.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12492 (FLJ12492), mRNA. 
/FEA=mRNA /GEN=FLJ12492 
/rrvvju— nypuineucai proiein 
FLJ 12492 

/DB_XREF=gi: 13375771 
/UG=Hs.21938 hypothetical 
protein FLJ 12492 
/FL=gb:NM_024586.1 


NM_024586 




NP_683707 


218057_x_at 


0.010171 


gb:NM_006067.1 /DEF=Homo 
sapiens neighbor of COX4 
(NOC4), mRNA. /FEA=mRNA 
/GEN=NOC4 /PROD=npinhhnr 
Of COX4 

/DB_XREF=gi:51 74614 
/UG=Hs.173162 neighbor of 
COX4 /FL=gb:BC001472.1 
gb:AF005888.1 
gb:NM_006067.1 


NM_006067 




NP_006058 
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218071_s_at 


0.003616 


gb:NM_014160.2 /DEF=Homo 
sapiens HSPC070 protein 
(HSPC070), mRNA. 
/FEA=mRNA /GEN=HSPC070 
/rKUU-noruu/u proiem 
/DB_XREF=gi:8850222 
/UG=Hs.279474 HSPC070 
protein /FL=gb:AF302084.1 
go. Mr id idoo.z 
gb:NM_014160.2 


NM_014160 




NP_054879 


218077_s_at 


0.013314 


601063935F1 'NIH_MGC_10 
Homo sapiens cDNA clone 
IMAGE:3450249 5'. mRNA 
sequence. 


BE542551 






218078_s_at 


7.63E-04 


gb:NM_016598.1 /DEF=Homo 
sapiens DHHC1 protein 
(LOC51304), mRNA. 

/PPA-mPNA /I^PM-I firmW 
/rCn- iTIrvlNrN /OlIN-LUuD I OU*f 

/PROD=DHHC1 protein 
/DB_XREF=gi:7706132 
/UG=Hs.14896 DHHC1 protein 
/FL=gb:AF247703.1 
gb:NM_016598.1 


NM_016598 




NP_057682 


218085_at 


0.007591 


gb:NM_01 5961.1 /DEF=Homo 
sapiens CGI-34 protein 
(LOC51612), mRNA. 
/FEA=mRNA /GEN=LOC51612 
/rKUU" L»oi-o4 protein 

/UG=Hs.36237 CGI-34 protein 
/FL=gb:AF275810.1 
gb:AF 132968.1 
gb:NM_01 5961.1 


NM_015961 






218091 at 


6.66E-04 


HIV-1 Rev binding protein 


AI989512 


Hs.171545 


NP 004495 


218092_s_at 


7.63E-04 


gb:NM_004504.2 /DEF=Homo 
sapiens HIV-1 Rev binding 
protein (HRB), mRNA. 
/FEA=mRNA /RFN=HRR 

/PROD=HIV-1 Rev binding 
protein /DB_XREF=gi:7262381 
/UG=Hs.171545 HIV-1 Rev 
binding protein 
/FL=gb:NM_004504.2 


NM_004504 




NP_004495 
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218093_s_at 


0.003976 


gb:NM_01 7664.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20093 (FLJ20093), mRNA. 
/FEA=mRNA /GEN=FLJ20093 
frr\\ju— nypoineucai proiein 
FLJ20093 

/DB_XREF=gi:8923103 
/UG=Hs. 172572 hypothetical 
protein FLJ20093 
/FL=gb:NM_017664.1 


NM_017664 




NP_060134 


218095_s_at 


0.011409 


gb:NM_01 8475.1 /DEF=Homo 
sapiens uncharacterized 
hypothalamus protein HTMP 
(LOC55858), mRNA. 
/FEA=mRNA /GEN=LOC55858 
/PROD=uncharacterized 
hypothalamus protein HTMP 
/DB_XREF=gi:8923860 
/UG=Hs.236510 
uncnaracienzea nypotnaiamus 
protein HTMP 
/FL=gb:BC003545.1 
gb:AF220188.1 
gb:NM_01 8475.1 
gb:AF183409.1 


NM_018475 




NP_060945 


218097_s_at 


0.013803 


gb:NM_024040.1 /DEF=Homo 
sapiens hypothetical protein 
MGC2491 (MGC2491), mRNA. 
/FEA=mRNA /GEN=MGC2491 
/PROD=hypothetical protein 

/DB_XREF=gi:1 3128995 
/UG=Hs. 1 1 270 hypothetical 
protein MGC2491 
/FL=gb:BC000262.1 
gb:NM 024040.1 


NM_024040 




NP_076945 
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218101_s_at 


0.001406 


gb:NM_004549.1 /DEF=Homo 
sapiens NADH dehydrogenase 
(ubiquinone) 1, subcomplex 
unknown, 2 (14.5kD, B14.5b) 
(NDUFC2), mRNA. 
/FEA=mRNA /GEN=NDUFC2 
/PROD=NADH dehydrogenase 
(ubiquinone) 1, 
subcomplexunknown, 2 
(14.5kD, B14.5b) 
/DB_XREF=gi:4758783 
/UG=Hs.193313 NADH 
dehydrogenase (ubiquinone) 1, 
subcomplex unknown, 2 
(14.5kD, B14.5b) 
/FL=gb:AF087659.1 
gb:AF070652.1 
gb:NM_004549.1 


NM_004549 




NP_004540 


218102_at 


0.007591 


gb:NM_01 5954.1 /DEF=Homo 
sapiens CGI-26 protein 
(LOC51071), mRNA. 
/FEA=mRNA /GEN=LOC51071 
/PROD=CGI-26 protein 
/DB_XREF=gi:7705717 
/UG=Hs.24332 CGI-26 protein 
/FL=gb:AF1 32960.1 
gb:NM_01 5954.1 


NM_015954 




NP_057038 


218107_at 


9.85E-04 


gb:NM_025160.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21016 (FLJ21016), mRNA. 
/FEA=mRNA /GEN=FLJ21016 
irr\\j\j— nypotnencai proiein 
FLJ21016 

/DB_XREF=gi: 13376760 
/UG=Hs.289069 hypothetical 
protein FLJ21016 
/FL=gb:NM 025160.1 


NM_025160 




NP_079436 
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218108_at 


0.001213 


gb:NM_018108.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10483 (FLJ 10483), mRNA. 
/FEA=mRNA /GEN=FLJ10483 
/PROD=hvnothptiral nrntpin 
FLJ 10483 

/DB_XREF=gi:8922451 
/UG=Hs.6877 hypothetical 
protein FLJ 10483 
/FL=gb:NM_018108.1 


NM_018108 




NP_786924 


218109_s_at 


7.63E-04 


gb:NM_022736.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ14153 (FLJ14153), mRNA. 
/FEA=mRNA /GEN=FLJ14153 
/PROD=hypothetical protein 

/DB_XREF=gi: 12232392 
/UG=Hs.7503 hypothetical 
protein FLJ14153 
/FL=gb:NM_022736.1 
gb:AB014732.1 


NM_022736 




NP_073573 


218111_s_at 


0.008915 


gb:NM_018686.1 /DEF=Homo 
sapiens CMP-N- 
acetylneuraminic acid synthase 
(LOC55907), mRNA. 
/FEA=mRNA /GEN=LOC55907 
/PROD=CMP-N- 
acetylneuraminic acid synthase 

/DR XRFF-ni RQ9^flQQ 

/UG=Hs. 12492 CMP-N- 
acetylneuraminic acid synthase 
/FL=gb:AF271 388.1 
gb:NM_01 8686.1 


NM_018686 




NP_061156 


218113_at 


0.001942 


gb:NM_01 3390.1 /DEF=Homo 
sapiens transmembrane 
protein 2 (TMEM2), mRNA. 
/FEA=mRNA /GEN=TMEM2 
/PROD=transrnernbrane orotein 

# 1 IV V* f \ 1 *-4 1 1 w 111 w III VJ 1 t-4 1 1 \m* Ls 1 \J L HI 

2 /DB_XREF=gi:7019554 
/UG=Hs.160417 
transmembrane protein 2 
/FL=gb:AF1 37030.1 
gb:NM_013390.1 


NM_013390 




NP_037522 
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218117_at 


0.010277 


gb:NM_014248.1 /DEF=Homo 
sapiens ring-box 1 (RBX1), 
mRNA. /FEA=mRNA 
/GEN=RBX1 /PROD=rina-box 
1 /DB_XREF=gi:7657507 
/UG=Hs.279919 ring-box 1 
/FL=gb:BC001466.1 
gb:AF140598.1 gb:AF142059.1 
gb:NM_014248.1 


NM_014248 




NP_055063 


218118_s_at 


0.037541 


gb:NM_006327.1 /DEF=Homo 
sapiens translocase of inner 
mitochondrial membrane 23 
(yeast) homolog (TIM23). 
mRNA. /FEA=mRNA 
/GEN=TIM23 

/PROD=translocase of inner 
mitochondrial membrane 

2*3fvpa^t^ homnlnn 
/DB_XREF=gi:5454121 
/UG=Hs.283684 translocase of 
inner mitochondrial membrane 
23 (yeast) homolog 
/FL=gb:AF030162.1 
gb:NM_006327.1 


NM_006327 




NP_006318 


218122_s_at 


0.028971 


gb:NM_021627.1 /DEF=Homo 
sapiens sentrin-specific 
protease (SENP2), mRNA. 

/FFA=mRNA /fSFNl^FNP? 

/PROD=sentrin-specific 
protease 

/DB_XREF=gi: 11055993 
/UG=Hs.3355 sentrin-specific 
protease /FL=gb:AF1 51 697.2 
gb:NM_021627.1 


NM_021627 




NP_067640 


218124_at 


0.003965 


gb:NM_01 7750.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20296 (FLJ20296), mRNA. 
/FEA=mRNA /GEN=FLJ20296 
/PROD=hypothetical protein 
FLJ20296 

/DB_XREF=gi:8923274 
/UG=Hs.6603 hypothetical 
protein FLJ20296 
/FL=gb:NM 017750.1 


NM_017750 




NP_060220 
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218129_s_at 


0.004683 


gb:NM_006166.2 /DEF=Homo 
sapiens nuclear transcription 
factor Y, beta (NFYB), 
mRNA. /FEA=mRNA 
/GEN=NFYB /PROD=nuclear 

U dl loL»l IfJUUI 1 icaULUi T, Ucla 

/DB_XREF=gi: 11496976 
/UG=Hs.84928 nuclear 
transcription factor Y, beta 
/FL=gb:NM 006166.2 
gb:BC005316.1 gb:BC005317.1 
gb:L06145.1 


NM_006166 




NP_006157 


218130_at 


6.66E-04 


gb:NM_024510.1 /DEF=Homo 
sapiens hypothetical protein 
MGC4368 (MGC4368), mRNA. 
/FEA=mRNA /GEN=MGC4368 
/PROD=hypothetical protein 
MGC4368 

/DR XRFF=ni-1^^7^fi47 

/UG=Hs.9732 hypothetical 
protein MGC4368 
/FL=gb:BC003595.1 
gb:BC004171.1 
gb:NM_024510.1 


NM_024510 




NP_078786 


218131_s_at 


0.014936 


gb:NM_017660.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20085 (FLJ20085), mRNA. 
/FEA=mRNA /GEN=FLJ20085 
irWKJU— nypoineiicai proiein 
FLJ20085 

/DB_XREF=gi:8923093 
/UG=Hs. 1 1 8964 hypothetical 
protein FLJ20085 
/FL=gb:NM_01 7660.1 


NM_017660 




NP_060130 


218132_s_at 


0.026899 


gb:NM_024075.1 /DEF=Homo 
sapiens LENG5 protein 
(LENG5) mRNA /FEA=mRNA 
/GEN=LENG5 /PROD=LENG5 
protein 

/DB_XREF=gi:13129061 
/UG=Hs. 15580 LENG5 protein 
/FL=gb:BC000944.2 
gb:NM 024075.1 


NM_024075 




NP_076980 
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218134_s_at 


0.03797 


gb:NM_018047.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 10290 (FLJ 10290), mRNA. 
/FEA=mRNA /GEN=FLJ10290 
/PROD=hypothetical protein 
FLJ 10290 

/UD_AnCr- gi.oaZZOZ ( 

/UG=Hs.25516 hypothetical 
protein FLJ 10290 
/FL=gb:AL1 36933.1 
gb:BC003402.1 
gb:NM_018047.1 


NM_018047 




NP_060517 


218135_at 


0.010065 


gb:NM_0 16570.1 /DEF=Homo 
sapiens CDA14 (LOC51290), 
mRNA. /FEA=mRNA 
/GEN=LOC51290 

/DB_XREF=gi:7706104 
/UG=Hs.26813 CDA14 
/FL=gb:BC000887.1 
gb:AF216751.1 
gb:NM_0 16570.1 
gb:AF1 8341 0.1 


NM_016570 




NP_057654 


218137_s_at 


0.002749 


gb:NM_021940.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13159 (FLJ13159), mRNA. 
/FEA=mRNA /GEN=FLJ13159 
/r kuu- nypoxnexicai protein 
FLJ 131 59 

/DB_XREF=gi: 11 345477 
/UG=Hs.4273 hypothetical 
protein FLJ13159 
/FL=gb:NM_021940.1 


NM_021940 




NP_068759 


218138_at 


0.020369 


gb:NM_018848.1 /DEF=Homo 
sapiens McKusick-Kaufman 
syndrome (MKKS), mRNA. 
/FEA=mRNA /GEN=MKKS 
/PROD=McKusick-Kaufman 
syndrome protein 
/DB XREF=ai 9055271 
/UG=Hs.46743 McKusick- 
Kaufman syndrome 
/FL=gb:AF275813.1 
gb:AF221992.1 gb:AF221993.1 
gb:NM_018848.1 


NM_018848 




NP_740754 
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218139_s_at 


0.03867 


gb:NM_018229.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10813 (FLJ10813), mRNA. 
/FEA=mRNA /GEN=FLJ10813 
/PROD=hypothetical protein 

rLJlUo to 

/DB_XREF=gi:8922687 
/UG=Hs.106210 hypothetical 
protein FLJ10813 
/FL=gb:AL1 36685.1 
gb:NM_018229.1 


NM_018229 




NP_060699 


218142_s_at 


0.007591 


gb:NM_016302.1 /DEF=Homo 
sapiens protein x 0001 
(LOC51185), mRNA. 

/rfcA-mKINA /otlN— LUOO 1 loO 

/PROD=protein x 0001 
/DB_XREF=gi: 10047097 
/UG=Hs. 18925 protein x 0001 
/FL=gb:NM_016302.1 
gb:AF1 17230.1 


NM_016302 




NP_057386 


218157_x_at 


0.007174 


gb:NM_020239.2 /DEF=Homo 
sapiens small protein effector 
1 of Cdc42 (SPEC1), mRNA. 
/FEA=mRNA /GEN=SPEC1 
/PROD=small protein effector 

I Or UCIC42 

/DB_XREF=gi:12965169 
/UG=Hs.22065 small protein 
effector 1 of Cdc42 
/FL=gb:AF1 87845.2 
gb:NM_020239.2 


NM_020239 




NP_064624 


218159_at 


0.028729 


gb:NM_023935.1 /DEF=Homo 
sapiens hypothetical protein 
MGC2592 (MGC2592), mRNA. 
/FEA=mRNA /GEN=MGC2592 
/PROD=hypothetical protein 

/DB_XREF=gi:1 3027601 
/UG=Hs.28393 hypothetical 
protein MGC2592 
/FL=gb:BC000643.1 
gb:NM 023935.1 


NM_023935 




NP_076424 
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218163_at 


0.00121 


gb:NM_014060.1 /DEF=Homo 
sapiens MCT-1 protein (MCT- 
1), mRNA. /FEA=mRNA 
/^PM-yn 1 /DR^n-^il^T 1 

/VjtllN— IVIO I - I /r r\L^U— MO I - I 

protein /DB_XREF=gi:7662501 
/UG=Hs. 102696 MCT-1 protein 
/FL=gb:BC001013.1 
gb:AB034206.1 
gb:NM_014060.1 


NM_014060 




NPJD54779 


218168_s_at 


0.029624 


gb:NM_020247.1 /DEF=Homo 
sapiens hypothetical protein, 
clone 

Telethon(ltaly_B41 )_Strait02270 
_FL142 (LOC56997), mRNA. 
/FEA=mRNA /GEN=LOC56997 
/PROD=hypothetical protein, 
cloneTelethon(ltaly_B41 )_Strait 
02270_FL142 

/UG=Hs.273186 hypothetical 
protein, clone 

Telethon(ltaly B41) Strait02270 

FL142 /FL=gb:BC005171.1 
gb:NM_020247.1 


NM_020247 




NPJD64632 


218171_at 


9.85E-04 


gb:AF195514.1 /DEF=Homo 
sapiens VPS4-2 ATPase 
(VPS42) mRNA, complete 
cds. /FEA=mRNA 
/GEN=VPS42 /PROD=VPS4-2 
a i r ase 

i Ar\r_r y i- i itAjHOH 

/UG=Hs. 126550 suppressor of 
K+ transport defect 1 
/FL=gb:AF1 95514.1 
gb:AF038960.1 
gb:NM_004869.1 


AF195514 




NP_004860 


218177 at 


0.038202 


CHMP1.5 protein 


AA293502 


Hs.380932 


NP 065145 
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218179_s_at 


0.044397 


gb:NM_021 942.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12716 (FLJ12716), mRNA. 
/FEA=mRNA /GEN=FLJ12716 
/PROD=hypothetical protein 
FLJ12716 

/DB_XREF=gi:1 1345481 
/UG=Hs.5354 hypothetical 
protein FLJ12716 
/FL=gb:NM 021942.1 
gb:AL1 36752.1 


NM_021942 




NP_068761 


218181_s_at 


7.25E-04 


gb:NM_01 7792.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20373 (FLJ20373), mRNA. 
/FEA=mRNA /GEN=FLJ20373 
/PROD=h\/nnthptip?il nmtpin 

FLJ20373 

/DB_XREF=gi:8923351 
/UG=Hs.6631 hypothetical 
protein FLJ20373 
/FL=gb:NM_017792.1 


NM_017792 




NP_060262 


218185_s_at 


0.038728 


gb:NM_01 8120.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10511 (FLJ10511), mRNA. 
/FEA=mRNA /GEN=FLJ10511 
/PROD=hvDotheticaI nrotpin 
FLJ10511 

/DB_XREF=gi:8922478 
/UG=Hs. 106768 hypothetical 
protein FLJ10511 
/FL=gb:NM_018120.1 


NM_018120 




NP_060590 
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218189_s_at 


0.001406 


gb:NM_018946.2 /DEF=Homo 
sapiens N-acetylneuraminic 
acid phosphate synthase; 
sialic acid synthase (SAS), 
mRNA. /FEA=mRNA 
/GEN=SAS /PROD=N- 
acetylneuraminic acid 
phosphate synthase 
/DB_XREF=gi: 12056472 

l\ IP LI r» OTA AH A M 

/Uo-MS.Z/44z4 N- 

acetylneuraminic acid 
phosphate synthase; sialic 
acid synthase 
/FL=gb:NM_01 8946.2 
gb:BC000008.1 gb:AF257466.1 


NM_018946 




NP_061819 


218191_s_at 


0.010713 


gb:NMJ)18368.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11240 (FLJ11240), mRNA. 
/FEA=mRNA /GEN=FLJ 11240 
/PROD=hypothetical protein 
FLJ11240 

/P\D YDCC-ni'OQOOQCC 

/UD_AKtr-gi.oy2^yoD 
/UG=Hs.301308 hypothetical 
protein FLJ 11240 
/FL=gb:AF1 13224.1 
gb:AF21 1480.1 
gb:NM_018368.1 


NM_018368 




NP_060838 


218195_at 


7.63E-04 


gb:NM_024573.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12910 (FLJ12910). mRNA. 
/FEA=mRNA /GEN=FLJ 12910 
/r r\uu- nypuu lcllUdl proicin 
FLJ12910 

/DB_XREF=gi: 13375745 
/UG=Hs. 15929 hypothetical 
protein FLJ12910 
/FL=gb:NM_024573.1 


NM_024573 




NP_078849 
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218196_at 


0.001835 


gb:NM_014028.1 /DEF=Homo 
sapiens HSPC019 protein 
(HSPC019), mRNA. 

/PROD=HSPC019 protein 
/DB_XREF=gi:7661737 
/UG=Hs. 163724 HSPC019 
protein /FL=gb:AF077205.1 
gb:NM_01 4028.1 


NM_0 14028 




NP_054747 


218202_x_at 


0.007652 


gb:NM_022915.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 12701 (FLJ 12701), mRNA. 
/FEA=mRNA /GEN=FLJ12701 
/rKUU-nypotneticai protein 
FLJ 12701 

/DB_XREF=gi: 12597660 
/UG=Hs.203559 hypothetical 
protein FLJ12701 
/FL=gb:NM_022915.1 


NM_022915 




NPJ375066 


218208_at 


0.001406 


gb:NM_025078.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22378 (FLJ22378), mRNA. 
/FEA=mRNA /GEN=FLJ22378 
/rKUU-nypotneticai protein 
FLJ22378 

/DB_XREF=gi: 13376629 
/UG=Hs.288284 hypothetical 
protein FLJ22378 
/FL=gb:NM_025078.1 


NM_025078 




NP_079354 


218209_s_at 


0.001479 


gb:NM_018170.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 10656 (FLJ 10656), mRNA. 
/FEA=mRNA /GEN=FLJ10656 

/PROF")=h\/nnthptiP£il nrntpin 
/ 1 r\v»/u^ i iy pv-iu iguwcii yJ> uicii I 

FLJ 10656 

/DB_XREF=gi:8922574 
/UG=Hs. 300906 hypothetical 
protein FLJ 10656 
/FL=gb:NM_018170.1 


NM_018170 




NP_060640 
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218213_s_at 


0.006722 


gb:NM_01 4206.1 /DEF=Homo 
sapiens chromosome 11 open 
reading frame 10 (C11orf10), 
mRNA. /FEA=mRNA 
/GEN=C11orf10 
/PROD=chromosome 11 open 
reading frame 10 

/L/D_AKtr— gi. / DOOyoO 

/UG=Hs.90918 chromosome 
11 open reading frame 10 
/FL=gb:BC002750.1 
gb:AF070661.1 gb:AF086763.1 
gb:NM_01 4206.1 


NM_014206 




NP_055021 


218217_at 


7.76E-04 


gb:NM_021626.1 /DEF=Homo 
sapiens serine 

carboxypeptidase 1 precursor 
protein (HSCP1), mRNA. 
/FEA=mRNA /GEN=HSCP1 
/PROD=serine 

carboxypeptidase 1 precursor 
protein 

/UD_AKtr-gi.i luooyyi 

/UG=Hs. 106747 serine 

carboxypeptidase 1 precursor 

protein /FL=gb:AF282618.1 

gb:NM_021626.1 

gb:AF1 13214.1 gb:AF265441.1 


NM_021626 




NP_067639 


218218_at 


7.63E-04 


gb:NM_018171.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10659 (FLJ10659), mRNA. 
/FEA=mRNA /GEN=FLJ10659 
/rKUU-nypotneticai protein 

/DB_XREF=gi:8922576 
/UG=Hs. 107882 hypothetical 
protein FLJ 10659 
/FL=gb:NM_018171.1 


NM_018171 




NP_060641 


218221 at 


7.76E-04 


ESTs 


AL042842 


Hs. 166 172 


NP 848514 
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218223_s_at 


0.003976 


gb:NM_016274.1 /DEF=Homo 
sapiens CK2 interacting 
protein 1; HQ0024C protein 
(LOC51177), mRNA. 
/FEA=mRNA /GEN=LOC51177 
/PROD=CK2 interacting 
protein 1; HQ0024c protein 
/DB_XREF=gi:7705918 
/UG=Hs. 173380 CK2 
interacting protein i, nuuuz4c 
protein /FL=gb:AF291 105.1 
gb:AF073836.1 
gb:NM_016274.1 
gb:AF168676.1 


NM_016274 




NP_057358 


218226_s_at 


0.032771 


gb:NM_004547.2 /DEF=Homo 
sapiens NADH dehydrogenase 
(ubiquinone) 1 beta 
subcomplex, 4 (15kD, B15) 
(NDUFB4), mRNA. 
/FEA=mRNA /GEN=NDUFB4 
/PROD=NADH dehydrogenase 
(ubiquinone) 1 
betasubcomplex, 4 (15kD, 
B15) IDB XREF=gi:6041668 
/UG=Hs.227750 NADH 
dehydrogenase (ubiquinone) 1 
beta subcomplex, 4 (15kD, 
B15) /FL=gb:BC000855.1 
gb:AF044957.1 
gb:NM_004547.2 


NM_004547 




NP_004538 


218228_s_at 


0.02217 


gb:NM_025235.1 /DEF=Homo 
sapiens tankyrase 2 (TNKL), 
mRNA. /FEA=mRNA 
/GEN=TNKL /PROD=tankyrase 

*- / VJ D /\ r\ l i y ] . looruCH I 

/UG=Hs.280776 tankyrase 2 

/FL=gb:AF264912.1 

gb:AF329696.1 

gb:NM 025235.1 

gb:AF342982.1 


NM_025235 




NP_07951 1 
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218237_s_at 


0.004519 


gb:NM_030674.1 /DEF=Homo 
sapiens amino acid 
transporter system A1 (ATA1), 
mRNA. /FEA=mRNA 
/otiN— m i at /rKuu-ammo 
acid transporter system A1 
/DB_XREF=gi: 13492978 
/UG=Hs. 18272 amino acid 
transporter system A1 
/FL=gb:AF271 070.1 
gb:NM„030674.1 


NM_030674 




NP_1 09599 


218243_at 


0.002749 


gb:NM_025158.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22251 (FLJ22251), mRNA. 
/FEA=mRNA /GEN=FLJ22251 
/rKvJu— nypotneticai protein 
FLJ22251 

/DB_XREF=gi: 13376756 
/UG=Hs. 289064 hypothetical 
protein FLJ22251 
/FL=gb:NM_025158.1 


NM_025158 




NP_079434 


218250_s_at 


0.016179 


gb:NM_01 3354.2 /DEF=Homo 
sapiens CCR4-NOT 
transcription complex, subunit 
7 (CNOT7), mRNA. 
/FEA=mRNA /GEN=CNOT7 
/PROD=CCR4-NOT 
transcription complex, subunit 

7 lUD ARcr-gi. 1051 8495 
/UG=Hs.226318 CCR4-NOT 
transcription complex, subunit 
7 /Ft=gb:NM_013354.2 
gb:L46722.1 


NM_013354 




NP_473367 


218251_at 


0.001179 


gb:NM_021242.1 /DEF=Homo 
sapiens hypothetical protein 
STRAIT11499 (STRAIT1 1499), 
mRNA. /FEA=mRNA 

/PROD=hypothetical protein 
STRAIT1 1499 
/DB_XREF=gi: 1 0864050 
/UG=Hs. 236556 hypothetical 
protein STRAIT11499 
/FL=gb:NM 021242.1 


NM_021242 




NP_067065 
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Gene 

Accession 
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Protein 

Accession 

No. 


218252_at 


0.001641 


gb:NM_0 18204.1 /DEF=Homo 
sapiens cytoskeleton 
associated protein 2 (CKAP2), 
mRNA. /FEA=mRNA 
/GEN=CKAP2 
/rrcuu— cyiosKeieion 
associated protein 2 
/DB_XREF=gi:8922641 
/UG=Hs.24641 cytoskeleton 
associated protein 2 
/FL=gb:AL1 36848.1 
gb:NM_0 18204.1 


NMJ318204 




NP_060674 


218254_s_at 


9.85E-04 


gb:NM_016103.1 /DEF=Homo 
sapiens GTP-binding protein 
Sara (LOC51128), mRNA. 
/FEA=mRNA /GEN=LOC51128 
frr\vj\j— \d i r-Dinuing proiein 
Sara /DB_XREF=gi:7705826 
/UG=Hs.279582 GTP-binding 
protein Sara 
/FL=gb:AF092130.1 
gb:NM_016103.1 


NM_016103 




NP_057187 


218262_at 


0.003976 


gb:NM_022762.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22318 (FLJ22318), mRNA. 
/FEA=mRNA /GEN=FLJ22318 
/HKUD-nypotneticai protein 
FLJ22318 

/DB_XREF=gi: 12232432 
/UG=Hs.22753 hypothetical 
protein FLJ22318 
/FL=gb:NM_022762.1 


NM_022762 




NP_073599 


218268_at 


0.047555 


gb:NM_022771.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12085 (FLJ12085), mRNA. 
/FEA=mRNA /GEN=FLJ 12085 

iv r\\-/L^— i lypuii iCLiL^cii fjiuicin 

FLJ 12085 

/DB_XREF=gi: 12232450 
/UG=Hs.48827 hypothetical 
protein FLJ 12085 
/FL=gb:NM_022771.1 


NM_022771 




NP_073608 
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p-value 


Description 
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Accession 
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218271_s_at 


0.001719 


gb:NM_018622.1 /DEF=Homo 
sapiens presenilins associated 
rhomboid-like protein 
(PRO2207), mRNA. 
/FEA=mRNA /GEN=PRO2207 
/PROD=presenilins associated 
rhomboid-like protein 
/DB_XREF=gi:8924133 
/U(j-ris. 13094 presenilins 
associated rhomboid-like 
protein /FL=gb:AF1 97937.1 
gb:AF1 16692.1 
gb:NM_018622.1 


NM_018622 




NP_061092 


218273_s_at 


0.003875 


gb:NM_01 8444.1 /DEF=Homo 
sapiens pyruvate 
dehydrogenase phosphatase 
(PDP), mRNA. /FEA=mRNA 
/otiN— rUr /rKuu-pyruvate 
dehydrogenase phosphatase 
/DB_XREF=gi:8923959 
/UG=Hs.22265 pyruvate 
dehydrogenase phosphatase 
/FL=gb:AF1 55661.1 
gb:NM 018444.1 


NM_018444 




NP_060914 


218277_s_at 


0.03867 


gb:NM_024612.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22060 (FLJ22060), mRNA. 
/FEA=mRNA /GEN=FLJ22060 

/ r% r\ — _ Lm ■ a M. 4-l-» mm kl — — I tarn, mm mm X a 1 

/PROD=hypothetical protein 
FLJ22060 

/DB_XREF=gi: 1 3375824 
/UG=Hs.29403 hypothetical 
protein FLJ22060 
/FL=gb:NM_024612.1 


NM_024612 




NP_078888 


218280_x_at 


0.002724 


gb:NM_003516.1 /DEF=Homo 
sapiens H2A histone family, 
member 0 (H2AFO), mRNA. 
/FEA=mRNA /GEN=H2AFO 

/rr\\JU-nin lllbluric TalTlliy, 

member 0 

/DB_XREF=gi:4504250 

/UG=Hs.795 H2A histone 

family, member 0 

/FL=gb:BC001629.1 

gb:L1 9779.1 gb:NM_003516.1 


NM_003516 




NP_003507 
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218286_s_at 


0.01412 


gb:NM_014245.1 /DEF=Homo 
sapiens ring finger protein 7 
(RNF7), mRNA. /FEA=mRNA 

finger protein 7 
/DB_XREF=gi:7657521 
/UG=Hs. 14084 ring finger 
protein 7 /FL=gb:AF092878.1 
gb:AF 164679.1 
gb:NM 014245.1 


NM_014245 




NP_055060 


218291_at 


0.003842 


gb:NM_014017.1 /DEF=Homo 
sapiens HSPC003 protein 
(HSPC003), mRNA. 
/rtA- mrcrMM /OtlN— noruuuo 
/PROD=HSPC003 protein 
/DB_XREF=gi:7661727 
/UG=Hs.25635 HSPC003 
protein /FL=gb:AF070659.1 
gb:NM_014017.1 


NM_014017 




NP_054736 


218301_at 


0.035692 


gb:NM_018226.1 /DEF=Homo 
sapiens arginyl 
aminopeptidase 
(aminopeptidase B)-like 1 
(RNPEPL1), mRNA. 
/FEA=mRNA /GEN=RNPEPL1 
/PROD=arginyl aminopeptidase 
(aminopeptidase B)-like1 
/DB_XREF=gi:8922680 
/Uo-nS.oo4o arginyl 
aminopeptidase 
(aminopeptidase B)-like 1 
/FL=gb:AF300795.1 
gb:NM_018226.1 


NM_018226 




NP_060696 


218303_x_at 


7.63E-04 


gb:NM_016618.1 /DEF=Homo 
sapiens hypothetical protein 
(LOC51315), mRNA. 
/FEA=mRNA /GEN=LOC51315 

/ 1 r\WL/-"i ly pULi iciiv/dl [JivjLciii 

/DB_XREF=gi:7706155 
/UG=Hs.5721 hypothetical 
protein /FL=gb:AF208845.1 
gb:AF217520.1 
gb:NM_016618.1 


NM_016618 




NP_057702 
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218304_s_at 


6.66E-04 


gb:NM_022776.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13164 (FLJ13164), mRNA. 
/FEA=mRNA /GEN=FLJ13164 
/rKUU-nypotnetical protein 
FLJ 13164 

/DB_XREF=gi: 12232460 
/UG=Hs.61260 hypothetical 
protein FLJ13164 
/FL=gb:NM_022776.1 


NM_022776 




NP_073613 


218306_s_at 


0.044764 


gb:NM_003922.1 /DEF=Homo 
sapiens hect (homologous to 
the E6-AP (UBE3A) carboxyl 
terminus) domain and RCC1 
(CHCI)-like domain (RLD) 1 
(HERC1), mRNA. 
/FEA=mRNA /GEN=HERC1 
/PROD=guanine nucleotide 
exchange factor p532 
/DB_XREF=gi:4557025 
/UG=Hs.76127 hect 
(homologous to the E6-AP 
(UBE3A) carboxyl terminus) 
domain and RCC1 (CHC1)- 
like domain (RLD) 1 
/FL=gb:U50078.1 
gb:NM_003922.1 


NM_003922 




NP_003913 


218310_at 


9.85E-04 


gb:NM_0 14504.1 /DEF=Homo 
sapiens putative Rab5 
GDPGTP exchange factor 
homologue (RABEX5), mRNA. 
/FEA=mRNA /GEN=RABEX5 
/PROD=putative Rab5 
GDPGTP exchange factor 

1 lUI i luiuy Ut: 

/DB_XREF=gi:7657495 
/UG=Hs. 187660 putative Rab5 
GDPGTP exchange factor 
homologue 
/FL=gb:NM_014504.1 


NM_014504 




NP_055319 
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21831 3_s_at 


0.001179 


gb:NM_017423.1 /DEF=Homo 
sapiens UDP-N-acetyl-alpha-D- 
galactosamine: polypeptide N- 
acetylgalactosaminyltransferase 
7 (GalNAc-T7) (GALNT7), 
mRNA. /FEA=mRNA 
/GEN=GALNT7 
/PROD=polypeptide N- 
acetylgalactosaminyltransferase 
7 /DB_XREF=gi:8393408 
/Ub-nS.^4bo To u Ur- in -acetyi- 
alpha-D- 

galactosamine: polypeptide N- 
acetylgalactosaminyltransferase 
7 (GalNAc-T7) 
/FL=gb:NMJ)1 7423.1 


NM_017423 




NP_059119 


218314_s_at 


0.03751 


gb:NM_018195.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10726 (FLJ10726), mRNA. 
/FEA=mRNA /GEN=FLJ 10726 
/rKuu- nypotneiicai protein 
FLJ 10726 

/DB_XREF=gi:8922622 
/UG=Hs.268561 hypothetical 
protein FLJ10726 
/FL=gb:NM_018195.1 


NM_018195 




NP_060665 


218323_at 


0.005574 


gb:NM_0 18307.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11040 (FLJ11040), mRNA. 
/FEA=mRNA /GEN=FLJ11040 

/ r r\v-/L-' — My pull iCLIUal piUlClll 

FLJ 11 040 

/DB_XREF=gi:8922837 
/UG=Hs. 14202 hypothetical 
protein FLJ 11040 
/FL=gb:NM_01 8307.1 


NM_018307 




NP_060777 
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218332_at 


0.004035 


gb:NM_018476.1 /DEF=Homo 
sapiens uncharacterized 
hypothalamus protein HBEX2 
(HBEX2), mRNA. /FEA=mRNA 
/GEN=HBEX2 
/PROD=uncharacterized 
hypothalamus protein HBEX2 
/DB_XREF=gi:8923715 
/Uo-MS.^oo 1 \ a 
uncharacterized hypothalamus 
protein HBEX2 
/FL=gb:AF220189.1 
gb:NM_01 8476.1 
gb:AF1 8341 6.1 gb:AF237783.1 


NM_018476 




NP_060946 


218333_at 


0.021852 


gb:NM_016041.1 /DEF=Homo 
sapiens CGI-101 protein 
(LOC51009), mRNA. 
/FEA=mRNA /GEN=LOC51009 
/PROD=CGI-101 protein 
/Ud AKtr- yl. / / UODUo 
/UG=Hs.286131 CGI-101 
protein /FL=gb:AF1 32289.1 
gb:AF151859.1 
gb:NM_016041.1 
gb:AF242523.1 


NM_016041 




NP_057125 


218334_at 


0.010065 


gb:NM_025075.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ23445 (FLJ23445), mRNA. 
/FEA=mRNA /GEN=FLJ23445 
/rKUU-nypotneticai protein 
FLJ23445 

/DB_XREF=gi: 13376622 
/UG=Hs.288151 hypothetical 
protein FLJ23445 
/FL=gb:NM_025075.1 


NM_025075 




NP_079351 


218341_at 


0.018534 


gb:NM_024664.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11838 (FLJ11838), mRNA. 
/FEA=mRNA /GEN=FLJ11838 

/PROn — h\#n/^if hofir*ol r\r/^toin 
/r r\U/L/— I lyfJULi IcUUdl piULfcMII 

FLJ11838 

/DB_XREF=gi: 1337591 8 
/UG=Hs.72531 hypothetical 
protein FLJ 11838 
/FL=gb:NM_024664.1 


NM_024664 




NP_078940 
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No. 


218344_s_at 


0.023096 


gb:NM_01 8254.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10876 (FLJ 10876), mRNA. 
/FEA=mRNA /GEN=FLJ10876 
/rrcuu— nypoineiicai protein 
FLJ 10876 

/DB_XREF=gi:8922732 
/UG=Hs.94042 hypothetical 
protein FLJ 10876 
/FL=gb:NM_018254.1 


NM_018254 




NP_060724 


218345_at 


0.025399 


gb:NM_01 8487.1 /DEF=Homo 
sapiens hepatocellular 
carcinoma-associated antigen 
112 (HCA112), mRNA. 
/FEA=mRNA /GEN=HCA112 
irHKju— nepaioceiiuiar 
carcinoma-associated antigen 
112 /DB_XREF=gi:8923717 
/UG=Hs.12126 hepatocellular 
carcinoma-associated antigen 
112 /FL=gb:AF258340.1 
gb:NM 018487.1 


NM_018487 




NP_060957 


218348_s_at 


0.001213 


gb:NM_014153.1 /DEF=Homo 
sapiens HSPC055 protein 
(HSPC055), mRNA. 
/rcA-mRNA /(jcN-n5PC055 

/PROD=HSPC055 protein 
/DB_XREF=gi:7661761 
/UG=Hs. 179898 HSPC055 
protein /FL=gb:AF161 540.1 
gb:NM_014153.1 


NM_014153 




NP_054872 


218350_s_at 


0.007804 


gb:NM_01 5895.1 /DEF=Homo 
sapiens geminin (LOC51053), 

mRNA /FFA=mRNA 

/GEN=LOC51053 

/PROD=geminin 

/DB_XREF=gi:7705681 

/UG=Hs.234896 geminin 

/FL=gb:AF067855.1 

gb:NM 015895.1 


NM_015895 




NP_056979 
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218352_at 


0.001719 


gb:NM_018191.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10716 (FLJ10716), mRNA. 
/FEA=mRNA /GEN=FLJ10716 
/rKUU— nypotneucai protein 
FLJ10716 

/DB_XREF=gi:8922616 
/UG=Hs.24129 hypothetical 
protein FLJ10716 
/FL=gb:NM_018191.1 


NM_018191 




NP_060661 


218354_at 


7.76E-04 


gb:NM_016209.1 /DEF=Homo 

sapiens unknown (LOC51693), 

mRNA. /FEA=mRNA 

/GEN=LOC51693 

/ r t\kj u— u n Known 

/DB_XREF=gi:7706428 

/UG=Hs.27445 unknown 

/FL=gb:AF089106.1 

gb:AF161524.1 

gb:NM_016209.1 


NM_016209 

• 




NP_057293 


218357_s_at 


0.001167 


gb:NM_01 2459.1 /DEF=Homo 
sapiens translocase of inner 
mitochondrial membrane 8 
(yeast) homolog B (TIMM8B), 
mRNA. /FEA=mRNA 
/GEN=TIMM8B 
/PROD=translocase of inner 
mitochondrial membrane 
8(yeast) homolog B 
/DB_XREF=gi:6912711 

/I in-Ht; 97QQ1 ^ tranclnrace of 

inner mitochondrial membrane 
8 (yeast) homolog B 
/FL=gb:AF1 50087.1 
gb:AF152350.1 
gb:NM 012459.1 


NM_012459 




NP_036591 
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218360_at 


7.25E-04 


gb:NM_020673.1 /DEF=Homo 
sapiens RAB22A, member 
RAS oncogene family 
(RAB22A), mRNA. 
/FEA=mRNA /GEN=RAB22A 
/rr\<ju— rwBz^A, memuer 
RAS oncogene family 
/DB_XREF=gi:10190713 
/UG=Hs.288968 RAB22A, 
member RAS oncogene family 
/FL=gb:NM_020673.1 
gb:AF091 034.2 


NM_020673 




NP_065724 


218364_at 


0.003965 


gb:NM_01 7724.1 /DEF=Homo 
sapiens leucine rich repeat (in 
FLU) interacting protein 2 
(LRRFIP2), mRNA. 
/FEA=mRNA /GEN=LRRFIP2 
/rnuu- leucine ncn repeal un 
FLU) interactingprotein 2 
/DB_XREF=gi:8923223 
/UG=Hs.57672 leucine rich 
repeat (in FLU) interacting 
protein 2 /FL=gb:NM_01 7724.1 


NM_017724 




NP_060194 


218371_s_at 


0.014961 


gb:NM_018282.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10955 (FLJ10955), mRNA. 
/FEA=mRNA /GEN=FLJ10955 
/rKuu- nypotneticai protein 
FLJ 10955 

/DB_XREF=gi:8922788 
/UG=Hs. 16364 hypothetical 
protein FLJ 10955 
/FL=gb:NM_01 8282.1 


NM_018282 




NP_060752 


218376_s_at 


0.036998 


gb:NM_022765.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11937 (FLJ11937), mRNA. 
/FEA=mRNA /GEN=FLJ11937 
/PROD=h\/nnthptir'al nrntpin 

FLJ 11937 

/DB_XREF=gi: 12232438 
/UG=Hs.33476 hypothetical 
protein FLJ 11937 
/FL=gb:NM 022765.1 


NM_022765 




NP_073602 
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Protein 
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218379_at 


0.030968 


gb:NM_016090.1 /DEF=Homo 
sapiens RNA binding motif 
protein 7 (RBM7), mRNA. 
/FEA=mRNA /GEN=RBM7 
/kkuu-kna Dinuing motiT 
protein 7 

/DB_XREF=gi:9994184 
/UG=Hs.5887 RNA binding 
motif protein 7 
/FL=gb:AF1 56098.1 
gb:NM_016090.1 


NM_016090 




NP_057174 


218383_at 


0.003393 


gb:NM_017815.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20424 (FLJ20424), mRNA. 
/FEA=mRNA /GEN=FLJ20424 
/PROD=hypothetical protein 
FLJ20424 

/UD_AKtr- gi.oyzooyo 
/UG=Hs.8886 hypothetical 
protein FLJ20424 
/FL=gb:BC002554.1 
gb:BC001916.1 
gb:NM_017815.1 


NM_017815 




NP_060285 


218394_at 


0.006722 


gb:NM_024589.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22386 (FLJ22386), mRNA. 
/FEA=mRNA /GEN=FLJ22386 
/PROD=hypothetical protein 

CI IOOOOC 

/DB_XREF=gi: 1 3375778 
/UG=Hs.22795 hypothetical 
protein FLJ22386 
/FL=gb:AL1 36675.1 
gb:NM_024589.1 


NM_024589 




NP_078865 


218404_at 


0.003393 


gb:NM_013322.1 /DEF=Homo 
sapiens sorting nexin 10 

^OIN/xIL/^, lllr\IN/A. /r CM— 1 1 lrxINM 

/GEN=SNX10 /PROD=sorting 
nexin 10 

/DB_XREF=gi:7019536 
/UG=Hs. 106260 sorting nexin 
10 /FL=gb:AF1 21 860.1 
gb:NM 013322.1 


NM_013322 




NP_037454 
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No. 


218414_s_at 


0.002621 


gb:NM_01 7668.1 /DEF=Homo 
sapiens LIS1 -interacting 
protein NUDE1, rat homolog 
(FLJ20101), mRNA. 
/FEA=mRNA /GEN=FLJ20101 
/PROD=LIS1 -interacting protein 
NUDE1, rat homolog 

/UG=Hs.263925 LIS1- 
interacting protein NUDE1, rat 
homolog /FL=gb:BC001 421.1 
gb:NM_017668.1 


NM_0 17668 




NP_060138 


218420_s_at 


0.049628 


gb:NM_025138.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 12661 (FLJ 12661), mRNA. 
/FEA=mRNA /GEN=FLJ12661 
/kkuu— nypoineucai protein 
FLJ 12661 

/DB_XREF=gi: 13376720 
/UG=Hs.318526 hypothetical 
protein FLJ12661 
/FL=gb:NM_025138.1 


NM_025138 




NP_733837 


218423_x_at 


6.66E-04 


gb:NM_016516.1 /DEF=Homo 
sapiens tumor antigen SLP-8p 

/l_lf»/**Q\ m DklA /CCA-mDMA 

/GEN=HCC8 /PROD=tumor 
antigen SLP-8p 
/DB_XREF=gi:7705396 
/UG=Hs.48499 tumor antigen 
SLP-8p /FL=gb:AF1 021 77.1 
gb:NM 016516.1 


NM_016516 




NP_057600 


218424_s_at 


0.03125 


gb:NM_0 18234.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10829 (FLJ10829), mRNA. 
/FEA=mRNA /GEN=FLJ10829 

/PROD— hx/nrrth^tipal nrv^toin 

FLJ 10829 

/DB_XREF=gi:8922696 
/UG=Hs. 57655 hypothetical 
protein FLJ 10829 
/FL=gb:NM_01 8234.1 


NM_018234 




NP_060704 
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218426_s_at 


0.006596 


gb:NM_019011.1 /DEF=Homo 
sapiens TRIAD3 protein 
\ i rciMUoj, rriKiMA. 
/FEA=mRNA /GEN=TRIAD3 
/PROD=TRIAD3 protein 
/DB_XREF=gi:9507204 
/UG=Hs.86228 TRIAD3 protein 
/FL=gb:BC000787.1 
gb:NM_019011.1 


NM_019011 




NP_061884 


218439_s_at 


0.01236 


gb:NM_016144.1 /DEF=Homo 
sapiens PTD002 protein 
(PTD002), mRNA. 

/CCA— mDMA /^cM-DTnnno 
/rbA-ITIKNA /otN-r I UVUZ 

/PROD=PTD002 protein 
/DB_XREF=gi:7706662 
/UG=Hs.41767 PTD002 
protein /FL=gb:BC005179.1 
gb:AF078857.1 
gb:NM 016144.1 


NM_016144 




NP_057228 


218448_at 


0.040104 


gb:NM_017896.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20602 (FLJ20602), mRNA. 
/FEA=mRNA /GEN=FLJ20602 
/PROD=hypothetical protein 
FLJ20602 

/DB_XREF=gi:8923556 
/UG=Hs. 103808 hypothetical 
protein FLJ20602 
/FL=gb:NM_01 7896.1 


NM_017896 




NP_060366 


218450_at 


0.01747 


gb:NM_01 5987.1 /DEF=Homo 
sapiens heme-binding protein 
(HEBP), mRNA. /FEA=mRNA 
/ociN-ncDr /rt\vjLi — u ci iic- 
binding protein 
/DB_XREF=gi:7705404 
/UG=Hs. 108675 heme-binding 
protein /FL=gb:AF1 17615.1 
gb:NM_0 15987.1 
gb:AF1 67473.1 


NM_015987 




NP_057071 
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218454_at 


7.63E-04 


gb:NM_024829.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22662 (FLJ22662), mRNA. 
/FEA=mRNA /GEN=FLJ22662 
/PROD=hvnothptiral nrntpin 

FLJ22662 

/DB_XREF=gi:13376231 
/UG=Hs. 178470 hypothetical 
protein FLJ22662 
/FL=gb:NM_024829.1 


NM_024829 




NP_079105 


218458_at 


7.25E-04 


gb:NM_022471.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 13057 similar to germ cell- 
less (FLJ13057), mRNA. 
/FEA=mRNA /GEN=FLJ 13057 
/PROD=hypothetical protein 

FL.H'^O'iy similar to oprmrpll- 
less /DB_XREF=gi: 11968020 
/UG=Hs.243122 hypothetical 
protein FLJ13057 similar to 
germ cell-less 
/FL=gb:NM_022471.1 


NM_022471 




NP_848526 


218465_at 


9.85E-04 


gb:NM_018126.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10525 (FLJ10525), mRNA. 
/FEA=mRNA /GEN=FLJ 10525 
/PROD=hypothetical protein 

/DB_XREF=gi:8922490 
/UG=Hs.31082 hypothetical 
protein FLJ 10525 
/FL=gb:BC000948.1 
gb:NM_018126.1 


NM_018126 




NP_060596 


218471_s_at 


0.00463 


gb:NM_024649.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ23590 (FLJ23590), mRNA. 
/FEA=mRNA /GEN=FLJ23590 
/PROD=hypothetical protein 
FLJ23590 

/DB_XREF=gi: 13375892 
AJG=Hs.54890 hypothetical 
protein FLJ23590 
/FL=gb:NM_024649.1 


NM_024649 




NP_078925 
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218472_s_at 


0.002559 


gb:NM_01 5946.1 /DEF=Homo 
sapiens pelota (Drosophila) 
homolog (PELO), mRNA. 
/FEA=mRNA /GEN=PELO 
/PROD=CGI-17 Drotein * 
/DB_XREF=gi:7705599 
/UG=Hs.5798 pelota 
(Drosophila) homolog 
/FL=gb:AF1 39828.1 
gb:AF1 32951.1 
gb:NM_01 5946.1 


NM_015946 




NP_057030 


218482_at 


0.001213 


gb:NM_020189.1 /DEF=Homo 
sapiens DC6 protein (DC6), 
mRNA. /FEA=mRNA 
/RFN=nnfi /PRnn=nrfi 
protein /DB_XREF=gi:9910185 
/UG=Hs.283740 DC6 protein 
/FL=gb:AF201 940.1 
gb:AF1 73296.1 
gb:NM_020 189.1 


NM_020189 




NP_064574 


218487_at 


0.001179 


gb:BC000977.1 /DEF=Homo 
sapiens, aminolevulinate, delta- 
, dehydratase, clone 
MGC:5057, mRNA, complete 
cds. /FEA=mRNA 
/PROD=aminolevulinate, delta-, 

uci lyui aidoc 

/DB_XREF=gi: 1265431 2 
/UG=Hs.1227 aminolevulinate, 
delta-, dehydratase 
/FL=gb:BC000977.1 
gb:M13928.1 gb:NM_000031.1 


BC000977 




NP_000022 


218498_s_at 


7.60E-04 


gb:NM_014584.1 /DEF=Homo 
sapiens EROI (S. cerevisiae)- 
like (EROIL), mRNA. 
/FEA=mRNA /GEN=ER01L 
/PROD=ER01 (S. cerevisiae)- 
like /DB_XREF=gi:7657068 
/UG=Hs.25740 EROI (S. 
cerevisiae)-like 
/FL=gb:AF081 886.1 
gb:NM_014584.1 


NM_014584 




NP_055399 
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218502_s_at 


0.024403 


gb:NM_014112.1 /DEF=Homo 
sapiens trichorhinophalangeal 
syndrome I gene (TRPS1), 
mRNA. /FEA=mRNA 
/GEN=TRPS1 

/PROD=trichorhinophalangeal 

c\/r>H rnmo I nana 
oyl IUl Ul I lc 1 y cllc 

/DB_XREF=gi:7657658 

/UG=Hs.26102 

trichorhinophalangeal 

syndrome I 

/FL=gb:AF183810.1 

gb:NM_014112.1 


NM_014112 




NP_054831 


218506_x_at 


0.001213 


gb:NM_018459.1 /DEF=Homo 
sapiens uncharacterized bone 
marrow protein BM045 
(BM045), mRNA. /FEA=mRNA 
/GEN=BM045 

m rsuu — ui iu( idi ciulci i^cu uumc 

marrow protein BM045 
/DB_XREF=gi:8922103 
/UG=Hs.8750 uncharacterized 
bone marrow protein BM045 
/FL=gb:AF2 1752 1.1 
gb:NM_01 8459.1 


NM_018459 




NP_060929 


218508_at 


0.003073 


gb:NM_01 8403.1 /DEF=Homo 
sapiens transcription factor 
(SMIF gene) (HSA275986), 
mRNA. /FEA=mRNA 
/ocin— noMZ/oyoo 
/PROD=transcription factor 
(SMIF gene) 
/DB_XREF=gi:8923766 
/UG=Hs.71414 transcription 
factor (SMIF gene) 
/FL=gb:NM_01 8403.1 


NM_018403 




NP_060873 


218514_at 


0.001719 


gb:NM_018149.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10587 (FLJ10587), mRNA. 
/FEA=mRNA /GEN=FLJ10587 
/PROD=hvDothetical orotein 
FLJ 10587 

/DB_XREF=gi:8922539 
/UG=Hs.7296 hypothetical 
protein FLJ 10587 
/FL=gb:NM_018149.1 


NM_018149 




NP_060619 
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218518_at 


0.027935 


gb:NM_016603.1 /DEF=Homo 
sapiens GAP-like protein 
(LOC51306), mRNA. 
/FEA=mRNA /GEN=LOC51306 
/PROD=GAP-like protein 
/DB_XREF=gi:7706136 
/I JCi=H<; 89035 nntpntial 

nuclear protein C50RF5; GAP 
like protein 
/FL=gb:AF251038.1 
gb:AF157316.1 
gb:NM_01 6603.1 


NM_016603 




NP_057687 


218519_at 


0.02217 


gb:NM_01 7945.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20730 (FLJ20730), mRNA. 
/FEA=mRNA /GEN=FLJ20730 
/PROD=hypothetical protein 
FLJ20730 

/DB_XREF=gi:8923656 
/UG=Hs.237480 hypothetical 
protein FLJ20730 
/FL=gb:BC005207.1 
gb:NM_01 7945.1 


NM_017945 




NP_060415 


218520_at 


0.024696 


gb:NM_01 3254.1 /DEF=Homo 
sapiens TANK-binding kinase 
1 (TBK1), mRNA. 

/PROD=TANK-binding kinase 
1 /DB_XREF=gi:7019546 
/UG=Hs.21712 TANK-binding 
kinase 1 /FL=gb:AF191838.1 
gb:NM_01 3254.1 
gb:AF1 74536.1 


NM_013254 




NP_037386 


218522_s_at 


0.005574 


gb:NM_018174.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 10669 (FLJ 10669), mRNA. 
/FEA=mRNA /GEN=FLJ10669 
/PROD=hvnothetical nrotein 
FLJ 10669 

/DB_XREF=gi:8922582 
/UG=Hs.66048 hypothetical 
protein FLJ10669 
/FL=gb:NM_018174.1 


NM_018174 




NP_060644 
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218526_s_at 


0.044597 


gb:NM_014185.1 /DEF=Homo 
sapiens HSPC165 protein 
(HSPC165), mRNA. 
/FEA=mRNA /GEN=HSPC165 
/PROD=HSPC165 protein 
/DB_XREF=gi:7661825 
/UG=Hs.13605 HSPC165 
proiein /ri_— go.Mr 101014.1 
gb:AF1 51 070.1 
gb:NM_014185.1 
gb:NM_01 6492.1 
gb:AF168714.1 gb:AF265206.1 


NM_014185 




NP_057576 


218528_s_at 


7.63E-04 


gb:NM_022781.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21343 (FLJ21343), mRNA. 
/FEA=mRNA /GEN=FLJ21343 
/PROD=hypothetical protein 

PI 19114^ 

/DB_XREF=gi: 12232470 
/UG=Hs.77823 hypothetical 
protein FLJ21343 
/FL=gb:AL1 3681 7.1 
gb:NM_022781.1 


NM_022781 




NP_073618 


218531_at 


0.047555 


gb:NM_025124.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21749 (FLJ21749), mRNA. 
/FEA=mRNA /GEN=FLJ21749 
/rKuu- nypotneticai protein 
FLJ21749 

/DB_XREF=gi: 1 3376700 
/UG=Hs.288761 hypothetical 
protein FLJ21749 
/FL=gb:NM_025124.1 


NM_025124 




NP_079400 


218534_s_at 


0.003976 


gb:NM_01 8046.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10283 (FLJ10283), mRNA. 
/FEA=mRNA /GEN=FLJ10283 
/PROD=hvnnthptiral nrntpin 
FLJ 10283 

/DB_XREF=gi:8922325 
/UG=Hs.284216 hypothetical 
protein FLJ 10283 
/FL=gb:NM_01 8046.1 


NM_0 18046 




NP_060516 
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218539_at 


0.026333 


gb:NM_01 7943.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20725 (FLJ20725), mRNA. 
/FEA=mRNA /GEN=FLJ20725 
irr\\ju— nypoineucai protein 
FLJ20725 

/DB_XREF=gi:8923650 
/UG=Hs. 15467 hypothetical 
protein FLJ20725 
/FL=gb:NM_01 7943.1 


NM_017943 




NP_060413 


218549_s_at 


6.66E-04 


gb:NM_01 6033.1 /DEF=Homo 
sapiens CGI-90 protein 
(LOC51115), mRNA. 

/rtA-iTlKINA /otlNI-LUUOn To 

/PROD=CGI-90 protein 
/DB_XREF=gi:7705802 
/UG=Hs.44222 CGI-90 protein 
/FL=gb:AF1 51 848.1 
gb:NM_01 6033.1 


NM_0 16033 




NP_057117 


218556_at 


6.66E-04 


gb:NM_014182.1 /DEF=Homo 
sapiens HSPC160 protein 
(HSPC160), mRNA. 

/rfcA-mKlNA /otN-norOlDU 

/PROD=HSPC160 protein 
/DB_XREF=gi:7661819 
/UG=Hs.13144 HSPC160 
protein /FL=gb:AF161 509.1 
gb:NM_014182.1 


NM_014182 




NP_054901 


218559_s_at 


0.03864 


gb:NM_005461.1 /DEF=Homo 
sapiens Kreisler (mouse) maf- 
related leucine zipper homolog 
(KRML), mRNA. /FEA=mRNA 
/GEN=KRML /PROD=Kreisler 
(mouse) maf-related leucine 
zipperhomolog 

/DR XRFF=ni-4RR I >44fi 

/UG=Hs. 169487 Kreisler 
(mouse) maf-related leucine 
zipper homolog 
/FL=gb:AF134157.1 
gb:NM_005461.1 


NM_005461 




NP_005452 
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218563_at 


0.049833 


gb:NM_004542.1 /DEF=Homo 
sapiens NADH dehydrogenase 
(ubiquinone) 1 alpha 
subcomplex, 3 (9kD, B9) 
(NDUFA3), mRNA. 
/FEA=mRNA /GEN=NDUFA3 
/PROD=NADH dehydrogenase 
(ubiquinone) 1 

alphasubcomplex, 3 (9kD, B9) 
/DB XREF=gi:4758771 
/UG=Hs. 198269 NADH 
aenyarogenase (UDiquinonej i 
alpha subcomplex, 3 (9kD, 
B9) /FL=gb:AF044955.1 
gb:AF070653.1 
gb:NM_004542.1 


NM_004542 




NP_004533 


218578_at 


7.60E-04 


gb:NM_024529.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ23316 (FLJ23316), mRNA. 
/FEA=mRNA /GEN=FLJ23316 
/PROD=hypothetical protein 

rLJZOO ID 

/DB_XREF=gi: 13375677 
/UG=Hs.5722 hypothetical 
protein FLJ23316 
/FL=gb:AF31 2865.1 
gb:NM_024529.1 


NM_024529 




NP_078805 


218580_x_at 


0.029279 


gb:NM_01 7900.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20608 (FLJ20608), mRNA. 
/FEA=mRNA /GEN=FLJ20608 

FLJ20608 

/DB_XREF=gi:8923564 
/UG=Hs.76239 hypothetical 
protein FLJ20608 
/FL=gb:NM_017900.1 


NM_017900 




NP_060370 
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218582_at 


9.85E-04 


gb:NM_01 7824.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20445 (FLJ20445), mRNA. 
/FEA=mRNA /GEN=FLJ20445 
ir t\kju— nypoineucai protein 
FLJ20445 

/DB_XREF=gi:8923414 
/UG=Hs. 10340 hypothetical 
protein FLJ20445 
/FL=gb:NM_017824.1 


NM_017824 




NP_060294 


218583_s_at 


0.00121 


gb:NM_020640.1 /DEF=Homo 
sapiens RP42 homolog 
(RP42), mRNA. /FEA=mRNA 

/otlN— /rKvJU— Kr4^ 

homolog 

/DB_XREF=gi: 101 90677 
/UG=Hs.104613 RP42 
homolog /FL=gb:NM_020640.1 
gb:AF292100.2 


NM_020640 




NP_065691 


218586_at 


0.035692 


gb:NM_018270.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10914 (FLJ10914), mRNA. 
/FEA=mRNA /GEN=FLJ10914 
/rKUU-hypotnetical protein 
FLJ10914 

/DB_XREF=gi:8922763 
/UG=Hs. 143954 hypothetical 
protein FLJ10914 
/FL=gb:NM_018270.1 


NM_018270 




NP_060740 


218588_s_at 


0.006722 


gb:NM_018691.1 /DEF=Homo 
sapiens chromosome 5 open 
reading frame 3 (C50RF3), 

mRNA /FFA=mRMA 

/GEN=C50RF3 
/PROD=hypothetical protein 
/DB_XREF=gi:8922068 
/UG=Hs. 166551 chromosome 
5 open reading frame 3 
/FL=gb:NMJ)18691.1 


NM_018691 




NP_061161 
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Protein 
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218597_s_at 


0.004984 


gb:NM_01 8464.1 /DEF=Homo 
sapiens uncharacterized 
hematopoietic stemprogenitor 
cells protein MDS029 
(MDS029), mRNA. 
/FEA=mRNA /GEN=MDS029 
/PROD=uncharacterized 
hematopoietic 
stemprogenitorcells protein 
MDS029 

/UD_AREr-gi. 8923929 
/UG=Hs.43549 uncharacterized 
hematopoietic stemprogenitor 
cells protein MDS029 
/FL=gb:AF220049.1 
gb:NM_018464.1 


NM_018464 




NP_060934 


218603_at 


0.005652 


gb:NM_016217.1 /DEF=Homo 
sapiens hHDC for homolog of 
Drosophila headcase 
(LOC51696), mRNA. 
/FEA=mRNA /GEN=LOC51696 
/PROD=hHDC for homolog of 
Drosophila headcase 

/no v d iz rr r-,\-~7~7 r\c a o a 

/Db_AKcr-gi.7/0b4o4 

/UG=Hs.6679 hHDC for 

homolog of Drosophila 

headcase /FL=gb:AB033492.1 

gb:NM_016217.1 


NM_016217 




NP_057301 


218606_at 


7.76E-04 


gb:NM_01 7740.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20279 (FLJ20279), mRNA. 
/FEA=mRNA /GEN=FLJ20279 
frt\Kju— nypoineiicai proiein 
FLJ20279 

/DB_XREF=gi:8923254 
/UG=Hs.9725 hypothetical 
protein FLJ20279 
/FL=gb:NM 017740.1 


NM_017740 




NP_060210 



Page 680 of 780 



TABLE 3K 



Genes Corresponding 1 


fo Differentially Expressed Genes in Figure 1 


8 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218616_at 


9.85E-04 


gb:NM_020395.1 /DEF=Homo 
sapiens hypothetical nuclear 
factor SBBI22 (LOC57117), 
mRNA. /FEA=mRNA 
/GEN=LOC57117 
/KKUU-nypotneticai nuclear 
factor SBBI22 
/DB_XREF=gi:9966872 
/UG=Hs.26323 hypothetical 
nuclear factor SBBI22 
/FL=gb:AF242524.1 
gb:NM_020395.1 


NM_020395 




NP_065128 


218625_at ! 


0.012808 


gb:NM_016588.1 /DEF=Homo 
sapiens neuritin (LOC51299), 
mRNA. /FEA=mRNA 
/otN— Luuoi zyy 
/PROD=neuritin 
/DB_XREF=gi:7706122 
/UG=Hs.103291 neuritin 
/FL=gb:BC002683.1 
gb:AF136631.1 
gb:NM 016588.1 


NM_016588 




NP_057672 


218627_at 


6.66E-04 


gb:NM_01 8370.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11259 (FLJ11259), mRNA. 
/FEA=mRNA /GEN=FLJ11259 
/PROD=hypothetical protein 
FLJ 11259 

/DB_XREF=gi:8922957 
/UG=Hs. 184465 hypothetical 
protein FLJ11259 
/FL=gb:NM_01 8370.1 


NM_01i8370 




NP_060840 


218628_at 


0.005347 


gb:NM_016053.1 /DEF=Homo 
sapiens CGI-116 protein 
(LOC51019), mRNA. 

/FFA=mRNA /<"5FN=I OPSmiQ 

/PROD=CGI-116 protein 
/DB_XREF=gi:7705621 
/UG=Hs. 18885 CGI-116 
protein /FL=gb:AF1 51 874.1 
gb:NM_016053.1 


NM_016053 




NP_057137 
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218639_s_at 


0.039976 


gb:NM_025112.1 /DEF=Homo 
sapiens hypothetical protein 
MGC11349 (MGC11349), 
mRNA. /FEA=mRNA 
/GEN=MGC11349 
/KKOD-nypothetical protein 
MGC11349 

/DB_XREF=gi: 13376684 
/UG=Hs.288697 hypothetical 
protein MGC11349 
/FL=gb:BC002940.1 
gb:NM_025112.1 


NM_025112 




NP_079388 


218641_at 


0.048522 


gb:NM_023941.1 /DEF=Homo 
sapiens hypothetical protein 
MGC3032 (MGC3032), mRNA. 
/FEA=mRNA /GEN=MGC3032 
/PROD=hypothetical protein 

/DB_XREF=gi: 13027613 
/UG=Hs.300383 hypothetical 
protein MGC3032 
/FL=gb:BC000572.1 
gb:NM_023941.1 


NM_023941 






218652_s_at 


0.031551 


gb:NM_0 17733.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20265 (FLJ20265), mRNA. 
/FEA=mRNA /GEN=FLJ20265 
/PROD=hypothetical protein 
FLJ20265 

/UD_Ar\tr- gi.oyzozoy 
/UG=Hs.7099 hypothetical 
protein FLJ20265 
/FL=gb:BC001249.1 
gb:BC000937.2 
gb:NM_01 7733.1 


NM_0 17733 




NP_060203 
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218660_at 


0.001852 


gb:NM_003494.1 /DEF=Homo 
sapiens dysferlin, limb girdle 
muscular dystrophy 2B 
(autosomal recessive) (DYSF), 
mRNA. /FEA=mRNA 
/GEN=DYSF /PROD=dysferlin 
/DB_XREF=gi:4503430 
/UG=Hs. 143897 dysferlin, limb 
girdle muscular dystrophy 2B 
(autosomal recessive) 
/FL=gb:AF075575.1 
gb:NM_003494.1 


NM_003494 




NP_003485 


218661_at 


0.002291 


gb:NM_024845.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ14154 (FLJ14154), mRNA. 
/FEA=mRNA /GEN=FLJ14154 
/rKOD-nypotnetical protein 
FLJ14154 

/DB_XREF=gi: 13376260 
/UG=Hs. 184870 hypothetical 
protein FLJ14154 
/FL=gb:NM_024845.1 


NM_024845 




NP_079121 


218662_s_at 


0.001108 


gb:NM_022346.1 /DEF=Homo 
sapiens chromosome 
condensation protein G 
(HCAP-G), mRNA. 
/FEA=mRNA /GEN=HCAP-G 
/PROD=chromosome 
condensation protein G 
/DB_XREF=gi: 11641252 
/uo— ns.iyoouz cnromosome 
condensation protein G 
/FL=gb:AF235023.1 
gb:NM_022346.1 
gb:AF331 796.1 gb:Bp000827.1 
gb:AB01 3299.1 


NM_022346 




NP_071741 
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p-value 
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Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218668_s_at 


0.001852 


gb:NM_021 183.1 /DEF=Homo 
sapiens hypothetical protein 
similar to small G proteins, 
especially RAP-2A 
(LOC57826), mRNA. 
/FEA=mRNA /GEN=LOC57826 
/PROD=hypothetical protein 
similar to small Gproteins, 
especially RAP-2A 
/DB XREF=ar 10880976 
/UG=Hs.225979 hypothetical 
protein similar to small G 
proteins, especially RAP-2A 
/FL=gb:NM 021183.1 
gb:BC003403.1 


NM_021183 




NP_067006 


218669_at 


0.007818 


gb:NM_021 183.1 /DEF=Homo 
sapiens hypothetical protein 
similar to small G proteins, 
especially RAP-2A 
(LOC57826), mRNA 
/FEA=mRNA /GEN=LOC57826 
/PROD=hypothetical protein 
similar to small Gproteins, 
especially RAP-2A 
/DB XREF=ar 10880976 
/UG=Hs.225979 hypothetical 
protein similar to small G 
proteins, especially RAP-2A 
/FL=gb:NM_021 183.1 
gb:BC003403.1 


NM_021183 




NP_067006 


218676_s_at 


0.024403 


gb:NM_021213.1 /DEF=Homo 
sapiens phosphatidylcholine 
transfer protein (PCTP), 
mRNA. /FEA=mRNA 
/GEN=PCTP 

/PROD=phosphatidylcholine 
transfer protein 
/DB_XREF=gi: 10864026 
/UG=Hs.285218 
phosphatidylcholine transfer 
protein /FL=gb:NM 021213.1 
gb:AF151638.1 


NM_021213 




NP_067036 
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Protein 
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No. 


218679_s_at 


0.014602 


gb:NM_016208.1 /DEF=Homo 
sapiens VPS28 protein 
(LOC51160), mRNA. 
/FEA=mRNA /GEN=LOC51160 

/DB_XREF=gi: 7705884 
/UG=Hs.293441 VPS28 
protein /FL=gb:AF31 6887.1 
gb:AF1 82844.1 
gb:NM_016208.1 


NM_016208 




NP_057292 


218682_s_at 


7.63E-04 


gb:NM_018158.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10624 (FLJ10624), mRNA. 
/FEA=mRNA /GEN=FLJ10624 

/PROPi=hwnothotir'cil nrntoin 
/ r r\v-/L/ — I lyfjuu icriiucii piuiciii 

FLJ 10624 

/DB_XREF=gi:8922556 
/UG=Hs. 306000 hypothetical 
protein FLJ10624 
/FL=gb:NM_018158.1 


NM_018158 




NP_060628 


218718_at 


0.001406 


gb:NM_016205.1 /DEF=Homo 
sapiens platelet derived 
growth factor C (PDGFC), 
mRNA. /FEA=mRNA 
/GEN=PDGFC 
/PROD=secretory growth 
factor-like protein fallotein 
/UD_Ar\c:r— gi.yyy^j loo 
/UG=Hs.43080 platelet derived 
growth factor C 
/FL=gb:AF091434.1 
gb:AF244813.1 gb:AB033831.1 
gb:NM_0 16205.1 


NM_016205 




NP_057289 


218723_s_at 


0.032443 


gb:NM_014059.1 /DEF=Homo 
sapiens RGC32 protein 
(RGC32) mRNA /FEA=mRNA 
/GEN=RGC32 /PROD=RGC32 
protein /DB_XREF=gi:7662650 
/UG=Hs. 76640 RGC32 protein 
/FL=gb:AF036549.1 
gb:NM 014059.1 


NM_014059 




NP_054778 
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Accession 

No. 
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Accession 
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Protein 

Accession 

No. 


218724_s_at 


0.015605 


gb:NM_021 809.1 /DEF=Homo 
sapiens TGF(beta)-induced 
transcription factor 2 (TGIF2), 
mRNA. /FEA=mRNA 
/GEN=TGIF2 

/PRnn=Tr5F/hota^.inHi iroH 
/ r rwju— i or^ucidj'inuuccu 

transcription factor 2 
/DB_XREF=gi:1 1141880 
/UG=Hs.94785 TGF(beta)- 
induced transcription factor 2 
/FL=gb:AB042646.1 
gb:NM_02 1809.1 


NMJD21809 




NP_068581 


218725_at 


0.049392 


gb:NM_024698.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13044 (FLJ13044), mRNA. 
/FEA=mRNA /GEN=FLJ13044 

fr rWJVJ— 1 lyyjvJU icllUal piULclii 

FLJ 13044 

/DB_XREF=gi: 13375982 
/UG=Hs.99486 hypothetical 
protein FLJ 13044 
/FL=gb:NM_024698.1 


NM_024698 




NP_078974 


218728_s_at 


6.66E-04 


gb:NM_014184.1 /DEF=Homo 
sapiens HSPC163 protein 
(HSPC163), mRNA. 
/FEA=mRNA /GEN=HSPC163 
iv r\\ju— noru 100 protein 
/DB_XREF=gi:7661823 
/UG=Hs. 108854 HSPC163 
protein /FL=gb:BC000573.1 
gb:AF161512.1 
gb:NM_014184.1 


NM_014184 




NP_054903 


218729_at 


0.021566 


gb:NM_020 169.1 /DEF=Homo 
sapiens latexin protein (LXN), 
mRNA. /FEA=mRNA 
/GEN=LXN /PROD=latexin 
protein /DB_XREF=gi:9910395 
/UG=Hs. 109276 latexin protein 
/FL=gb:BC005346.1 
gb:AF282626.1 
gb:NM 020169.1 


NM_020169 




NP_064554 
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Protein 

Accession 

No. 


218734_at 


0.01747 


gb:NM_024771.1 /DEF=Homo 
sapiens hypothetical protein 
FU 13848 (FLJ 13848), mRNA. 
/FEA=mRNA /GEN=FLJ13848 

/PROHz hwnnthofi^al nrnfoin 
/r rxwLJ— l lypuii IcUUdl piUlclfl 

FLJ 13848 

/DB_XREF=gi: 133761 18 
/UG=Hs. 136976 hypothetical 
protein FLJ13848 
/FL=gb:NM_024771.1 


NM_024771 




NP_079047 


218738_s_at 


0.002749 


gb:NM_016271.1 /DEF=Homo 
sapiens STRIN protein 

/QTPIKH mPMA /CPA- mRMA 
^OlrvllNy, iiir\INr\. / r tn- 1 H r\ INM 

/GEN=STRIN /PROD=STRIN 
protein /DB_XREF=gi:7706722 
/UG=Hs. 180403 STRIN protein 
/FL=gb:AF162680.3 
gb.NM_016271.1 


NM_016271 




NP_057355 


218739_at 


0.001213 


gb:NM_0 16006.1 /DEF=Homo 
sapiens CGI-58 protein 
(LOC51099), mRNA. 

/CPA-mPMA KCM-I flf^inQQ 

/rcA-iiiKNft /otiN— Luoo iuyy 
/PROD=CGI-58 protein 
/DB_XREF=gi:7705770 
/UG=Hs. 19385 CGI-58 protein 
/FL=gb:AF151816.1 
gb:NM_0 16006.1 


NM_016006 




NP_057090 


218761_at 


0.003965 


gb:NM_0 1761 0.1 /DEF=Homo 
sapiens hypothetical protein 
DKFZp761D081 
(DKFZp761D081), mRNA. 
/FEA=mRNA 
/GEN=DKFZd761 D081 
/PROD=hypothetical protein 
DKFZp761D081 
/DB_XREF=gi:8922164 
/UG=Hs. 12504 hypothetical 
protein DKFZp761D081 
/FL=gb:NM 017610.1 


NM_017610 




NP_060080 
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Protein 
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No. 


218764_at 


0.002724 


gb:NM_024064.1 /DEF=Homo 
sapiens hypothetical protein 
MGC5363 (MGC5363), mRNA. 
/FEA=mRNA /GEN=MGC5363 
/PROD=hypothetical protein 

IVIOUJOUJ 

/DB_XREF=gi:1 3129041 
/UG=Hs.1880 hypothetical 
protein MGC5363 
/FL=gb:BC001000.2 
gb:NM_024064.1 


NMJ324064 






218773_s_at 


0.003965 


gb:NM_01 2228.1 /DEF=Homo 
sapiens pilin-like transcription 
factor (PILB), mRNA. 

/PPA-mRMA /rtPM-PII R 
/r CM— lllrvlNM /OCIN— rlLD 

/PROD=pilin-like transcription 
factor /DB_XREF=gi:6912591 
/UG=Hs.279754 pilin-like 
transcription factor 
/FL=gb:AF122004.1 
gb:NM_012228.1 


NM_012228 




NP_036360 


218782_s_at 


0.023096 


gb:NM_014109.1 /DEF=Homo 
sapiens PRO2000 protein 
(PRO2000), mRNA. 

/rtM-mKINM /otrM— rK^JZUUU 

/PROD=PRO2000 protein 
/DB_XREF=gi:7662630 
/UG=Hs.46677 PRO2000 
protein /FL=gb:AF1 18088.1 
gb:NM_014109.1 


NM_014109 




NP_054828 


218789_s_at 


0.008844 


gb:NM_01 9021.1 /DEF=Homo 
sapiens hypothetical protein 
(FLJ200KN mRNA 
/FEA=mRNA /GEN=FLJ20010 
/PROD=hypothetical protein 
/DB_XREF=gi:9506646 
/UG=Hs.91816 hypothetical 
protein /FL=gb:NM_0 1902 1.1 


NM_0 19021 




NP_061894 
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Accession 
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Accession 
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Protein 

Accession 

No. 


218799_at 


0.004811 


gb:NM_018066.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10349 (FLJ10349), mRNA. 
/FEA=mRNA /GEN=FLJ10349 
iv t\\ju— nypoineiicai proiein 
FLJ 10349 

/DB_XREF=gi:8922365 
/UG=Hs. 19333 hypothetical 
protein FLJ 10349 
/FL=gb:NM_018066.1 


NM_018066 




NP_060536 


218805_at 


0.004519 


gb:NM_01 8384.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11296 (FLJ11296), mRNA. 
/FEA=mRNA /GEN=FLJ11296 
/riAUU—nypoineiicai protein 
FLJ 11296 

/DB_XREF=gi:8922984 
/UG=Hs.26194 hypothetical 
protein FLJ 11296 
/FL=gb:NM_018384.1 


NM_018384 




NP_060854 


218806_s_at 


0.001336 


gb:AF1 1 8887. 1 /DEF=Homo 
sapiens VAV-3 protein (VAV- 
3) mRNA, alternatively 
spliced, complete cds. 

(PCA-mDM A //"*CM— \/A\/ O 

/rbA-mKNA /(jbN-VAV-o 
/PROD=VAV-3 protein 
/DB_XREF=gi:4416407 
/UG=Hs.267659 vav 3 
oncogene /FL=gb:AF067817.1 
gb:AF1 18887.1 
gb:NM_006113.2 


AF1 18887 




NP_006104 


218809_at 


0.024403 


gb:NM_024960.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11729 (FLJ11729), mRNA. 
/FEA=mRNA /GEN=FLJ11729 

it vwjvj— \ lypuLi icuueii piuicin 

FLJ11729 

/DB_XREF=gi: 13376450 
/UG=Hs.286212 hypothetical 
protein FLJ 11 729 
/FL=gb:NM_024960.1 


NM_024960 




NP_705905 
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218827_s_at 


0.025614 


gb:NM_01 8069.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 10352 (FLJ 10352), mRNA. 
/FEA=mRNA /GEN=FLJ10352 

/PROn=h\/nnthPtif*Jil nrnfpin 
FLJ 10352 

/DB XREF=gi:8922371 
/UG=Hs.100914 hypothetical 
protein FLJ 10352 
/FL=gb:NM_018069.1 


NM_018069 






218829_s_at 


7.76E-04 


gb:NM_01 7780.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20357 (FLJ20357), mRNA. 
/FEA=mRNA /GEN=FLJ20357 

/PROn=h\/nnthptim! nrntpin 

FLJ20357 

/DB_XREF=gi:8923329 
/UG=Hs. 105461 hypothetical 
protein FLJ20357 
/FL=gb:NM_017780.1 


NM_017780 






218833_at 


0.001527 


gb:NM_016653.1 /DEF=Homo 
sapiens sterile-alpha motif and 
leucine zipper containing 
kinase AZK (ZAK), mRNA. 
/FEA=mRNA /GEN=ZAK 
/PROD=sterile-alpha motif and 
leucine zippercontaining kinase 
AZK /DB_XREF=gi:7706600 
/UG=Hs.1 15175 sterile-alpha 
motif and leucine zipper 
containina kinase AZK 
/FL=gb:AB049733.1 
gb:AF238255.1 gb:AF251441.1 
gb:NM 016653.1 
gb:AB030034.1 


NM_016653 




NP_598407 
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218841_at 


0.007174 


gb:NM_024095.1 /DEF=Homo 
sapiens hypothetical protein 
MGC5540 (MGC5540), mRNA. 
/FEA=mRNA /GEN=MGC5540 
/PROD=hypothetical protein 

IVIOV-/00*fU 

/DB_XREF=gi:13129097 
/UG=Hs.267400 hypothetical 
protein MGC5540 
/FL=gb:BC001 321.1 
gb:NM_024095.1 


NM_024095 




NP_077000 


218846_at 


0.003669 


gb:NM_004830.1 /DEF=Homo 
sapiens cofactor required for 
Sp1 transcriptional activation, 
subunit 3 (130kD) (CRSP3), 
mRNA. /FEA=mRNA 
/GEN=CRSP3 /PROD=cofactor 
required for Sp1 
transcriptionalactivation, 
subunit 3 (130kD) 
/DB_XREF=gi:7019352 
/uu- ns.zyo/y coiacior 
required for Sp1 
transcriptional activation, 
subunit 3 (130kD) 
/FL=gb:AF1 35022.1 
gb:AF1 05332.1 
gb:NM_004830.1 


NM_004830 




NP_057063 


218852_at 


0.013527 


gb:NM_017917.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20644 (FLJ20644), mRNA. 
/FEA=mRNA /GEN=FLJ20644 

/PROD=h\/nnthptir*al nrntpin 
ii r\vu i ly |juu iciiudi piuidii 

FLJ20644 

/DB_XREF=gi:8923599 
/UG=Hs.49376 hypothetical 
protein FLJ20644 
/FL=gb:NM_017917.1 


NM_017917 




NP_060387 
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218853_s_at 


0.014602 


gb:NM_01 9556.1 /DEF=Homo 
sapiens hypothetical protein 
dJ473B4 (DJ473B4), mRNA. 
/rtA-niKNA /Cj)bN-UJ4/OD4 

/PROD=hypothetical protein 
dJ473B4 

/DB_XREF=gi:9506542 
/UG=Hs.57549 hypothetical 
protein dJ473B4 
/FL=gb:NMJ)19556.1 


NM_019556 




NP_062456 


218854_at 


0.001942 


gb:NM_01 3352.1 /DEF=Homo 
sapiens squamous cell 
carcinoma antigen recognized 
by T cell (SART-2), mRNA. 
/FEA=mRNA /GEN=SART-2 
/PROD=squamous cell 
carcinoma antigen recognized 
by Tcell 

/r»R VDCC- ni-TniQROn 

/UD_Ar\cr- gi. ( u lyozu 
/UG=Hs.58636 squamous cell 
carcinoma antigen recognized 
by T cell /FL=gb:AF098066.1 
gb:NM_01 3352.1 


NM_013352 




NP_037484 


218871_x_at 


0.00121 


gb:NM_01 8590.1 /DEF=Homo 
sapiens hypothetical protein 
PRO0082 (PRO0082), mRNA. 
/FEA=mRNA /GEN=PRO0082 
/PROD=hypothetical protein 

rKUUUoz 

/DB_XREF=gi:8923965 
/UG=Hs. 180758 hypothetical 
protein PRO0082 
/FL=gb:AF1 16646.1 
gb:NM_01 8590.1 


NM_018590 




NP_061060 


218872_at 


0.001367 


gb:NM_01 7899.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20607 (FLJ20607), mRNA. 
/FEA=mRNA /GEN=FLJ20607 
/rKUU-nypotneticai protein 

/DB_XREF=gi:8923562 
/UG=Hs. 18791 hypothetical 
protein FLJ20607 
/FL=gb:NM_01 7899.1 


NM_017899 




NP_060369 


218880_at 


0.040104 


FOS-like antigen 2 


N36408 


Hs.301612 


NP 005244 
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218883_s_at 


0.001008 


gb:NM_024629.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ23468 (FLJ23468), mRNA. 
/FEA=mRNA /GEN=FLJ23468 
/rr\vju— nypotneticai protein 
FLJ23468 

/DB_XREF=gi:13375855 
/UG=Hs.38178 hypothetical 
protein FLJ23468 
/FL=gb:NM_024629.1 


NM_024629 




NP_078905 


218896_s_at 


0.004987 


gb:NM_018553.1 /DEF=Homo 
sapiens ELG protein 

/FEA=mRNA 
/GEN=HSA277841 
/PROD=ELG protein 
/DB XREF=gi:8923770 
/UG=Hs. 120963 ELG protein 
/FL=gb:NM_01 8553.1 


NM_018553 




NP_061023 


218904_s_at 


0.001231 


gb:NM_01 7998.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10110 (FLJ10110), mRNA 
/FEA=mRNA /GEN=FLJ10110 
/rKUU-nypotnetical protein 
FLJ10110 

/DB_XREF=gi:8922232 
/UG=Hs.264363 hypothetical 
protein FLJ10110 
/FL=gb:NM_017998.1 


NM_017998 




NP_060468 


218917_s_at 


7.63E-04 


gb:NM_01 8450.1 /DEF=Homo 
sapiens uncharacterized bone 
marrow protein BM029 
(BM029), mRNA. /FEA=mRNA 
/GEN=BM029 

/rKuu- uncnaractenzea Done 

marrow nrntpin RM09Q 

/DB_XREF=gi:8922086 
/UG=Hs.8740 uncharacterized 
bone marrow protein BM029 
/FL=gb:AF21 7506.1 
gb:NM_01 8450.1 


NM_018450 




NP_624361 


218923 at 


0.004987 


chitobiase, di-N-acetyl- 


AW304174 


Hs. 135578 


NP 004379 
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218930_s_at 


0.007839 


gb:NM_01 8374.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11273 (FLJ11273), mRNA. 
/FEA=mRNA /GEN=FLJ11273 
/rKuu- nypotneucai proiem 
FLJ 11273 

/DB_XREF=gi:8922965 
/UG=Hs.3542 hypothetical 
protein FLJ11273 
/FL=gb:NM_018374.1 


NM_018374 




NP_060844 


218941_at 


7.63E-04 


gb:NM_012164.2 /DEF=Homo 
sapiens f-box and WD-40 
domain protein 2 (FBXW2), 
mRNA. /FEA=mRNA 

/OtIM— rBAVVi /rr\UU-l-DOX 

and WD-40 domain protein 2 
/DB XREF=gi:7549806 
/UG=Hs. 13755 f-box and WD- 
40 domain protein 2 
/FL=gb:AF1 76698.1 
gb:NM 012164.2 


NM_012164 




NP_036296 


218942_at 


0.007352 


gb:NM_024779.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22055 (FLJ22055), mRNA. 
/FEA=mRNA /GEN=FLJ22055 
/rKOD=nypotnetical protein 
FLJ22055 

/DB_XREF=gi: 133761 35 
/UG=Hs. 144502 hypothetical 
protein FLJ22055 
/FL=gb:NM_024779.1 


NM_024779 




NP_079055 


218945_at 


0.040313 


gb:NM_024109.1 /DEF=Homo 
sapiens hypothetical protein 
MGC2654 (MGC2654), mRNA. 
/FEA=mRNA /GEN=MGC2654 
/PROD=hypothetical protein 

/DB_XREF=gi:13129121 
/UG=Hs. 165428 hypothetical 
protein MGC2654 
/FL=gb:BC001 908.1 
gb:NM 024109.1 


NM_024109 




NP_077014 
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218949_s_at 


0.001719 


gb:NM_018292.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 10989 (FLJ 10989), mRNA. 
/FEA=mRNA /GEN=FLJ10989 
/PROD=hypothetical protein 
rLJ lUyoy 

/DB_XREF=gi:8922807 
/UG=Hs.2 10778 hypothetical 
protein FLJ 10989 
/FL=gb:AL1 36679.1 
gb:NM_0 18292.1 


NM_018292 




NP_060762 


218955_at 


0.03864 


gb:NM_018310.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 11 052 (FLJ 11 052), mRNA. 
/FEA=mRNA /GEN=FLJ11052 
/PROD=hypothetical protein 
FLJ 11 052 

/DB_XREF=gi:8922843 

/Uo-ns.^/4iob nypotneticai 

protein FLJ 11 052 

/FL=gb:AF298 153.1 

gb:AF1 30058.1 gb:AF206673.2 

gb:NM_018310.1 


NM_018310 




NP_060780 


218967_s_at 


0.016394 


gb:NM_030664.1 /DEF=Homo 
sapiens phosphotriesterase 
related (PTER), mRNA. 
/FEA=mRNA /GEN=PTER 
/PROD=phosphotriesterase 
related 

/DB XREF=gi: 13489055 
/UG=Hs.129915 
phosphotriesterase related 
/FL=gb:AF212237.1 
gb:NM 030664.1 


NM_030664 




NP_1 09589 


218970_s_at 


0.03359 


gb:NM_01 5960.1 /DEF=Homo 
sapiens CGI-32 protein 
(LOC51076), mRNA. 

/FPA-mRMA /flFM-l nr*^107R 
/ 1 CM—lTlixINM /OCIN— LvJOO 1 U I D 

/PROD=CGI-32 protein 
/DB_XREF=gi:7705727 
/UG=Hs. 16606 CGI-32 protein 
/FL=gb:AF 132966.1 
gb:NM_0 15960.1 


NM_015960 




NP_057044 
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Gene 
Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218979_at 


0.009197 


gb:NM_024945.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12888 (FLJ12888), mRNA. 
/FEA=mRNA /GEN=FLJ 12888 

/PROri^hv/nnthotioal nrntoin 
it r\\ju-'i lypuii iciiuai jJiULciii 

FLJ12888 

/DB_XREF=gi: 13376426 
/UG=Hs.284137 hypothetical 
protein FLJ 12888 
/FL=gb:NM_024945.1 


NM_024945 




NP_079221 


218981_at 


6.73E-04 


gb:NM_020186.1 /DEF=Homo 
sapiens DC11 protein (DC11), 

mRNIA /FFA-mRMA 
1 1 1 r\ IN/A. / 1 d/A 1 II r\ 1 N AA 

/GEN=DC11 /PROD=DC11 
protein /DB_XREF=gi:9910179 
/UG=Hs.42785 DC11 protein 
/FL=gb:AF201933.1 
gb:NM_020186.1 


NM_020186 




NP_064571 


218983_at 


6.66E-04 


gb:NM_01 6546.1 /DEF=Homo 
sapiens complement C1 r-like 
proteinase precursor, 
(LOC51279), mRNA. 
/FEA=mRNA /GEN=LOC51279 
/PROD=complement C1 r-like 

nrntpina^p nrpnir^nr 

yjt uicn laoc ysi c^/Ui oui , 

/DB_XREF=gi:7706082 
/UG=Hs. 98571 complement 
C1 r-like proteinase precursor, 
/FL=gb:AF1 78985.1 
gb:NM 016546.1 


NM_016546 




NP_057630 
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Gene 
Identifier 


p-value 
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Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218992_at 


7.55E-04 


gb:NM_018465.1 /DEF=Homo 
sapiens uncharacterized 
hematopoietic stemprogenitor 
cells protein MDS030 
(MDS030), mRNA. 
/FEA=mRNA /GEN=MDS030 
/PROD=uncharacterized 
hematopoietic 
stemprogenitorcells protein 
MDS030 

/DB_XREF=gi:8923931 

/I l^-Uc IS't'ifiR 

/u<j>— ns. lo loo a 
uncharacterized hematopoietic 
stemprogenitor cells protein 
MDS030 /FL=gb:AF220050.1 
gb:NM 018465.1 
gb:AF225420.1 


NM_018465 




NP_060935 


218996_at 


0.0083 


gb:NM_013342.1 /DEF=Homo 
sapiens TCF3 (E2A) fusion 
partner {in childhood 
Leukemia) (TFPT), mRNA. 
/FEA=mRNA /GEN=TFPT 
/PROD=TCF3 (E2A) fusion 
partner (in childhoodLeukemia) 
/DB_XREF=gi:7019370 
/UG=Hs.233765 TCF3 (E2A) 
rusion partner (in cniianooa 
Leukemia) /FL=gb:BC001728.1 
gb:BC004281.1 gb:AF052052.1 
gb:NM_01 3342.1 


NM_013342 




NP_037474 


218997_at 


0.02142 


gb:NM_022490.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13390 similar to PAF53 
(FLJ13390), mRNA. 
/FEA=mRNA /GEN=FLJ13390 
/PROD=hypothetical protein 

Fl H^QO similar tn PAF^^ 
/DB_XREF=gi:1 1968046 
/UG=Hs.24884 hypothetical 
protein FLJ13390 similar to 
PAF53 /FL=gb:NM 022490.1 
gb:BC001337.1 


NM_022490 




NP_071935 
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Gene 
Identifier 


p-value 
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Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


218998_at 


6.66E-04 


gb:NM_01 7832.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20457 (FLJ20457), mRNA. 
/FEA=mRNA /GEN=FU20457 
/PROD=hypothetical protein 

/DB_XREF=gi:8923430 
/UG=Hs.29276 hypothetical 
protein FLJ20457 
/FL=gb:AF1 5341 7.1 
gb:NM_01 7832.1 


NM_017832 




NP_060302 


219001_s_at 


0.043116 


gb:NM_024345.1 /DEF=Homo 

sapiens hypothetical protein 

MGC10765 (MGC10765), 

mRNA. /FEA=mRNA 

/GEN=MGC10765 

ir T\\j\j— nypoineiicai proiem 

MGC 10765 

/DB_XREF=gi: 13236596 
/UG=Hs.317589 hypothetical 
protein MGC 10765 
/FL=gb:BC003520.1 
gb:NM_024345.1 


NM_024345 




NP_077321 


219004_s_at 


0.024922 


gb:NM_01 8944.1 /DEF=Homo 
sapiens chromosome 21 open 
reading frame 45 
(C210RF45), mRNA. 
/FEA=mRNA /GEN=C210RF45 
/PROD-cnromosome 21 open 
reading frame 45 
/DB_XREF=gi:9506436 
/UG=Hs.49932 chromosome 
21 open reading frame 45 
/FL=gb:NMJ)18944.1 


NM_018944 




NP_061817 


219012_s_at 


0.03065 


gb:NM_020193.1 /DEF=Homo 
sapiens GL002 protein 

\\J\-\J\J/L) t IMrxINrv fr Cn~l Mix IN /A 

/GEN=GL002 /PROD=GL002 
protein /DB_XREF=gi:9910245 
/UG=Hs.9567 GL002 protein 
/FL=gb:AF226047.1 
gb:NM 020193.1 


NM_020193 




NP_064578 
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Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219014_at 


7.63E-04 


gb:NM_016619.1 /DEF=Homo 
sapiens hypothetical protein 
(LOC51316), mRNA. 

lrCJ\— mKINA /otN-LUL.Dl OlD 

/PROD=hypothetical protein 
/DB_XREF=gi:7706157 
/UG=Hs.107139 hypothetical 
protein /FL=gb:AF208846.1 
gb:NM_016619.1 


NM_016619 




NP_057703 


219015_s_at 


0.010521 


gb:NM_01 8466.1 /DEF=Homo 
sapiens uncharacterized 
hematopoietic stemprogenitor 
cells protein MDS031 
(MDS031), mRNA. 
/FEA=mRNA /GEN=MDS031 
/PROD=uncharacterized 
hematopoietic 
stemprogenitorcells protein 
MDS031 

/DB_XREF=gi:8923933 

/I ir-l4c A -inoco 
/Uo-ns.i TUoOo 

uncharacterized hematopoietic 

stemprogenitor cells protein 

MDS031 /FL=gb:BC005336.1 

gb:AF220051.1 

gb:NM_01 8466.1 


NM_018466 




NP_060936 


219016_at 


8.43E-04 


gb:NM_021 826.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13149 (FLJ13149), mRNA. 
/FEA=mRNA /GEN=FLJ13149 
/PROD=hypothetical protein 
FLJ13149 

/DB_XREF=gi:1 1141902 
/UG=Hs.1 12188 hypothetical 
protein FLJ13149 
/FL=gb:NM_021 826.1 


NM_021826 




NP_068598 


219017_at 


7.63 E-04 


gb:NM_01 8638.2 /DEF=Homo 
sapiens ethanolamine kinase 

(FK\"\\ mRNA /FFA=mRKIA 
^cr\l l), lllrxlNrv / r laa — 1 1 lr\ INAA 

/GEN=EKI1 

/PROD=ethanolamine kinase 
/DB_XREF=gi: 10092614 
/UG=Hs. 120439 ethanolamine 
kinase /FL=gb:NM_018638.2 
gb:AF207600.2 


NM_018638 




NP_061108 
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Accession 
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Protein 
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No. 


219035_s_at 


7.63E-04 


gb:NM_025126.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21786 (FLJ21786), mRNA. 
/FEA=mRNA /GEN=FLJ21786 
/rKUU-nypotnetical protein 
FLJ21786 

/DB_XREF=gi: 13376704 
/UG=Hs.316809 hypothetical 
protein FLJ21786 
/FL=gb:NM_025126.1 


NM_025126 




NP_079402 


219049_at 


7.63E-04 


gb:NM_01 8371.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11264 (FLJ11264), mRNA. 
/FEA=mRNA /GEN=FLJ11264 
/rKuu-nypotneticai protein 
FLJ11264 

/DB XREF=gi:8922959 
/UG=Hs.11260 hypothetical 
protein FLJ 11264 
/FL=gb:NM_018371.1 


NM_018371 




NP_060841 


219065_s_at 


0.030776 


gb:NM_01 5955.1 /DEF=Homo 
sapiens CGI-27 protein 
(LOC51072), mRNA. 
/FcA-mRNA /GEN=LOC51072 
/PROD=CGI-27 protein 
/DB_XREF=gi:7705719 
/UG=Hs.20814 CGI-27 protein 
/FL=gb:AF1 32961.1 
gb:NM_01 5955.1 


NM_015955 




NP_057039 


219070_s_at 


0.007659 


gb:NM_023948.1 /DEF=Homo 
sapiens hypothetical protein 
AF053356 CDS3 
(AF053356 CDS3), mRNA. 
/FEA=mRNA 
/GEN=AF053356_CDS3 

protein 

/DB_XREF=gi: 13122607 
/UG=Hs.296200 hypothetical 
protein AF053356_CDS3 
/FL=gb:NM 023948.1 
gb:BC005042.1 


NM_023948 




NP_076438 
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Gene 
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Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219079_at 


7.63E-04 


gb:NM_016230.1 /DEF=Homo 
sapiens flavohemoprotein 
b5+b5R (LOC51167), mRNA. 
/FEA=mRNA /GEN=LOC51167 
/PROD=flavohemoprotein 

DO+DOK 

/DB_XREF=gi:7705898 
/UG=Hs.5741 flavohemoprotein 
b5+b5R /FL=gb:AF1 69803.1 
gb:NM_01 6230.1 


NM_016230 




NP_057314 


219099_at 


0.039831 


gb:NM_020375.1 /DEF=Homo 

sapiens chromosome 12 open 

reading frame 5 (C120RF5), 

mRNA. /FEA=mRNA 

/GEN=C120RF5 

ir r\\ju~- cnrornosonrie iz open 

reading frame 5 

/DB_XREF=gi:9966848 

/UG=Hs.24792 chromosome 

12 open reading frame 5 

/FL=gb:NM_020375.1 


NM_020375 




NP_065108 


219104_at 


0.001942 


gb:NM_016422.1 /DEF=Homo 
sapiens C3HC4-like zinc 
finger protein (ZFP26), mRNA. 
/FEA=mRNA /GEN=ZFP26 

protein /DB XREF=gi:7706776 
/UG=Hs.44685 C3HC4-like 
zinc finger protein 
/FL=gb:AF2 14680.1 
gb:NM_016422.1 


NM_016422 




NP_057506 



Page 701 of 780 



TABLE 3K 
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Gene 
Identifier 


p-value 


Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219112_at 


0.007652 


gb:NM_01 6340.1 /DEF=Homo 
sapiens PDZ domain- 
containing guanine nucleotide 
exchange factor I 
(LOC51735), mRNA. 
/FEA=mRNA /GEN=LOC51735 
/PROD=PDZ domain- 
containing guanine 
nucleotideexchange factor I 

/OR XRFF=ni-77nR^10 

/UG=Hs. 174795 PDZ domain- 
containing guanine nucleotide 
exchange factor I 
/FL=gb:AF 11 7947.1 
gb:NM_0 16340.1 


NM_016340 




NP_057424 


219116_s_at 


0.015616 


gb:NM_018185.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 10704 (FLJ 10704), mRNA. 
/FEA=mRNA /GEN=FLJ10704 

/PROD=h\/nnthptipal nrntpin 

/ • VWJVJ — 1 \y pVJLI ICUV/al yj> UlCII 1 

FLJ 10704 

/DB_XREF=gi:8922602 
/UG=Hs.23618 hypothetical 
protein FLJ 10704 
/FL=gb:NM_018185.1 


NM_018185 




NP_060655 


219129_s_at 


8.47E-04 


gb:NM_024632.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 11 526 (FLJ 11526), mRNA. 
/FEA=mRNA /GEN=FLJ11526 

FLJ 11 526 

/DB_XREF=gi: 13375861 
/UG=Hs.38750 hypothetical 
protein FLJ11526 
/FL=gb:NM_024632.1 


NM_024632 




NP_078908 


219132_at 


0.00236 


gb:NM_02 1255.1 /DEF=Homo 
sapiens pellino (Drosophila) 
homolog 2 (PELI2), mRNA. 
/FEA=mRNA /GEN=PELI2 
/PROD=Dellino (DrosoDhilal 

it i \v«/ ky 1 1 1 1 is/ i l>/ i vvvk/i ilia i 

homolog 2 

/DB_XREF=gi: 10864062 
/UG=Hs.44038 pellino 
(Drosophila) homolog 2 
/FL=gb:AF302502.1 
gb:NM_021 255.1 


NM_021255 




NP_067078 
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Gene 

Accession 
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Unigene 

Accession 
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Protein 

Accession 

No. 


219137_s_at 


7.25E-04 


gb:NM_020194.1 /DEF=Homo 
sapiens GL004 protein 

{CZ\ (\C\A\ mPMA /PPA-mRMA 
|OLUU*tJ, Hlr\INrv /run- ITlrMNM 

/GEN=GL004 /PROD=GL004 
protein /DB_XREF=gi:9910247 
/UG=Hs.7045 GL004 protein 
/FL=gb:AF226049.1 i 
gb:NM_020194.1 


NM_020194 




NP_064579 


219149_x_at 


0.019982 


gb:NM_016216.1 /DEF=Homo 
sapiens RNA lariat 
debranching enzyme 
(LOC51163), mRNA. 
/FEA=mRNA /GEN=LOC51163 
/PROD=RNA lariat 

ucui ai lui hi iy ciiz.yint? 
/DB XREF=gi:7705890 
/UG=Hs. 118194 RNA lariat 
debranching enzyme 
/FL=gb:AF1 8091 9.2 
gb:NM_016216.1 


NM_016216 




NP_057300 


219156_at 


6.66E-04 


gb:NM_018373.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11271 (FLJ11271), mRNA. 
/FEA=mRNA /GEN=FLJ11271 
/rKUU- nypotneiicai protein 
FLJ11271 

/DB_XREF=gi:8922963 
/UG=Hs. 109654 hypothetical 
protein FLJ11271 
/FL=gb:NM_018373.1 


NM_018373 




NP_060843 


219157_at 


0.003393 


gb:NM_007246.1 /DEF=Homo 
sapiens kelch (Drosophila)-like 
2 (Mayven) (KLHL2), mRNA. 
/FEA=mRNA /GEN=KLHL2 
/PROD=keleh (DrosonhilaUlikp 

2 (Mayven) 
/DB_XREF=gi:6005702 
/UG=Hs. 122967 kelch 
(Drosophila)-like 2 (Mayven) 
/FL=gb:AF059569.1 
gb:NM_007246.1 


NM_007246 




NP_009177 
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219158_s_at 


0.003515 


gb:NM_025085.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13340 (FLJ13340), mRNA. 
/FEA=mRNA /GEN=FLJ 13340 
/PROD=hypothetical protein 

/DB_XREF=gi: 1 3376639 
/UG=Hs. 125034 hypothetical 
protein FLJ 13340 
/FL=gb:AF327722.1 
gb:NM_025085.1 


NM_025085 




NP_476516 


219161_s_at 


0.007693 


gb:NM_016951.2 /DEF=Homo 
sapiens transmembrane 
proteolipid (HSPC224), mRNA. 
/FEA=mRNA /GEN=HSPC224 
/PROD=transmembrane 
proteolipid 

/DB_XREF=gi: 10092593 
/UG=Hs.15159 chemokine-like 
lacior, a lie rna iiveiy spiicec 
/FL=gb:NM_016951.2 
gb:BC004380.1 gb:AF057306.1 
gb:AF1 51 058.1 gb:AF1 35380.2 


NM_016951 




NP_058647 


219163_at 


0.025377 


gb:NM_01 7656.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20079 (FLJ20079), mRNA. 
/FEA=mRNA /GEN=FLJ20079 
/rKUU-nypotneticai protein 
FLJ20079 

/DB_XREF=gi:8923085 
/UG=Hs. 165948 hypothetical 
protein FLJ20079 
/FL=gb:NM_01 7656.1 


NM_017656 




NP_060126 


219190_s_at 


0.008944 


gb:NM_01 7629.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20033 (FLJ20033), mRNA. 
/FEA=mRNA /GEN=FLJ20033 

/ r r\KJU— MyjJUll lcllUdt piULClll 

FLJ20033 

/DB_XREF=gi:8923033 
/UG=Hs. 134757 hypothetical 
protein FLJ20033 
/FL=gb:NM_01 7629.1 


NM_017629 




NP_060099 
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Protein 
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219191_s_at 


0.001406 


gb:NM_016293.1 /DEF=Homo 
sapiens bridging integrator 2 
(BIN2), mRNA. /FEA=mRNA 
/GEN=BIN2 /PROD=breast 
cancer associated protein 
BRAP1 /DB_XREF=gi:7706486 

/I in— He i A~7~7f\ krirlnin/i 

/uvj— ns. mi i\j unaging 
integrator 2 
/FL=gb:AF1 46531.1 
gb:AB032698.1 
gb:NM_016187.1 
gb:NM_016293.1 


NM_016293 




NP_057377 


219221_at 


0.016045 


gb:NM_024724.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22332 (FLJ22332), mRNA. 
/FEA=mRNA /GEN=FLJ22332 
ir r\\ju— nypoineucai proicin 
FLJ22332 

/DB_XREF=gi: 13376033 
/UG=Hs. 1 1 1 092 hypothetical 
protein FLJ22332 
/FL=gb:NM_024724.1 


NM_024724 






219228_at 


0.003315 


gb:NM_01 8555.2 /DEF=Homo 
sapiens C2H2-like zinc finger 
protein (ZNF361), mRNA. 
/FEA=mRNA /GEN=ZNF361 
/PROD=C2H2-like zinc finger 

fJIUlClll 

/DB_XREF=gi: 1009261 2 
/UG=Hs. 147644 zinc finger 
protein 331 
/FL=gb:AF251515.2 
gb:NM_018555.2 
gb:AF272148.1 


NM_018555 




NP_061025 
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No. 


Protein 
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219229_at 


0.003976 


gb:NM_01 3272.2 /DEF=Homo 
sapiens solute carrier family 
21 (organic anion transporter), 
member 11 (SLC21A11), 
mRNA. /FEA=mRNA 
/GEN=SLC21A11 
/PROD=solute carrier family 
21 (organic aniontransporter), 
member 11 
/DB_XREF=gi:7706713 
/UG=Hs. 14805 solute carrier 
family 21 (organic anion 
transporter), member 11 
/FL=gb:AF205074.1 
gb:AF1 8781 6.1 gb:AB031 050.2 
gb:NM_01 3272.2 


NM_013272 




NP_037404 


219232_s_at 


0.04997 


gb:NM_022073.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21620 (FLJ21620), mRNA. 
/FEA=mRNA /GEN=FU21620 
/PROD=hypothetical protein 
FLJ21620 

/DB_XREF=gi: 11545786 
/UG=Hs. 18878 hypothetical 
protein FLJ21620 
/FL=gb:NM_022073.1 


NM_022073 




NP_203130 


219238_at 


0.014145 


gb:NM_01 7837.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20477 (FLJ20477), mRNA. 
/FEA=mRNA /GEN=FLJ20477 
/r r\^ju— i lypuii iciioch piuicin 
FLJ20477 

/DB_XREF=gi:8923441 
/UG=Hs.26994 hypothetical 
protein FLJ20477 
/FL=gb:NM_01 7837.1 


NM_017837 




NP_060307 
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Accession 
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Accession 
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Protein 

Accession 

No. 


219253_at 


7.63E-04 


gb:NM_024121.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20979 (FLJ20979), mRNA. 
/FEA=mRNA /GEN=FLJ20979 
/rr\uu- nypoineiicai proiein 
FLJ20979 

/DB_XREF=gi:13129145 
/UG=Hs.44680 hypothetical 
protein FLJ20979 
/FL=gb:NM_024121.1 


NM_024121 






219259_at 


0.01063 


gb:NM_022367.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 12287 similar to 
semaphorins (FLJ 12287), 
mRNA. /FEA=mRNA 
/GEN=FLJ12287 
/PROD=hypothetical protein 
FLJ 12287 similar 
lUoerudpnonris 
/DB_XREF=gi: 11641290 
/UG=Hs.7634 hypothetical 
protein FLJ12287 similar to 
semaphorins 
/FL=gb:NM_022367.1 
gb:AB029394.1 


NM_022367 




NP_071762 


219281_at 


7.63E-04 


gb:NM_012331.2 /DEF=Homo 
sapiens methionine sulfoxide 
reductase A (MSRA), mRNA. 
/FEA=mRNA /GEN=MSRA 
/PROD=methionine sulfoxide 
reductase a 
/DB_XREF=gi: 13259538 
/UG=Hs.26458 methionine 
sulfoxide reductase A 
/FL=gb:NM 012331.2 
gb:AF1 83420.1 


NM_012331 




NP_036463 


219283_at 


6.66E-04 


gb:NM_014158.1 /DEF=Homo 
sapiens HSPC067 protein 
(HSPC067), mRNA. 
/FFA=mRMA /RFNsH^PCOfi? 

/PROD=HSPC067 protein 
/DB_XREF=gi:7661771 
/UG=Hs.279938 HSPC067 
protein /FL=gb:AF161552.1 
gb:NM 014158.1 


NM_014158 
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Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219287_at 


0.044966 


gb:NMJ)14505.1 /DEF=Homo 
sapiens potassium large 
conductance calcium-activated 
channel, subfamily M, beta 
member 4 (KCNMB4), mRNA. 
/FEA=mRNA /GEN=KCNMB4 
/PROD=potassium large 
conductance calcium- 
activatedchannel, subfamily M, 
beta member 4 
/DB_XREF=gi:7657254 
/UG=Hs.46784 potassium 
large conductance calcium- 
activated channel, subfamily 
M beta member 4 
/FL=gb:AF207992.1 
gb:NM_014505.1 
gb:AF160967.1 gb:AF215891.1 
gb:AF170917.1 


NM_014505 




NP_055320 


219292_at 


0.002024 


gb:NM_018105.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10477 (FLJ10477), mRNA. 
/FEA=mRNA /GEN=FLJ10477 

FLJ 10477 

/DB_XREF=gi:8922445 
/UG=Hs.7432 hypothetical 
protein FLJ10477 
/FL=gb:NM_018105.1 


NM_018105 




NP_060575 


219322_s_at 


0.030776 


gb:NM_017818.1 /DEF=Homo 
sapiens WD repeat domain 8 
(WDR8), mRNA. /FEA=mRNA 
/GEN=WDR8 /PROD=WD 
repeat domain 8 
/DB_XREF=gi:8923402 
/UG=Hs.31714 hypothetical 
protein FLJ20430 
/FL=gb:AB034912.1 
gb:NM 017818.1 


NM_017818 




NP_060288 
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Protein 
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No. 


219324_at 


0.006023 


gb:NM_024313.1 /DEF=Homo 
sapiens hypothetical protein 
MGC3731 (MGC3731), mRNA. 
/FEA=mRNA /GEN=MGC3731 
/PROD=hypothetical protein 

/DB_XREF=gi: 13236552 
/UG=Hs.326372 hypothetical 
protein MGC3731 
/FL=gb:BC002808.1 
gb:NM_024313.1 


NM_024313 




NP_077289 


219326_s_at 


0.002215 


gb:NM_006577.2 /DEF=Homo 

sapiens beta-1,3-N- 

acetylglucosaminyltransferase 

(BETA3GNT). mRNA. 

/FEA=mRNA 

/GEN=BETA3GNT 

/PROD=beta-1,3-N- 

aociy ly luouocn I in lyui a\ loici doc 

/DB_XREF=gi:9845237 
/UG=Hs.48730 beta-1,3-N- 
acetylglucosaminyltransferase 
bGnT-2 /FL=gb:AF288208.1 
gb:AF092051.2 
gb:NM_006577.2 


NM_006577 




NP_1 50274 


219329_s_at 


0.027672 


gb:NM_0 16085.1 /DEF=Homo 
sapiens apoptosis related 
protein APR-3 (APR-3), 
mRNA. /FEA=mRNA 
/GEN=APR-3 

ft f\\JLJ— afJUpiUolo ItJIdlcU 

protein APR-3 
/DB_XREF=gi: 7706360 
/UG=Hs.9527 apoptosis 
related protein APR-3 
/FL=gb:AF144055.2 
gb:NM_01 6085.1 


NM_0 16085 




NP_542159 


219356_s_at 


0.005574 


gb:NM_016410.1 /DEF=Homo 
sapiens hypothetical protein 
(HSPC177), mRNA. 
/FEA=mRNA /GEN=HSPC177 
/PROD=hypothetical protein 
/DB_XREF=gi:7705488 
/UG=Hs.279777 hypothetical 
protein /FL=gb:AF1 61 525.1 
gb:NM_016410.1 


NM_016410 




NP_057494 
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Unigene 
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Accession 
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219357_at 


0.017181 


gb:NM_014027.1 /DEF=Homo 
sapiens HSPC018 protein 
(HSPC018), mRNA. 
/FEA=mRNA /GEN=HSPC018 

/DB_XREF=gi:7661735 
/UG=Hs.279853 HSPC018 
protein /FL=gb:BC001 701.1 
gb:AF077204.1 
gb:NM_014027.1 


NM_014027 




NP_054746 


219359_at 


0.001835 


gb:NM_025092.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22635 (FLJ22635), mRNA. 
/FEA=mRNA /GEN=FLJ22635 

rr r\V-/l-/-*i lypuil IClloal fJIUlclll 

FLJ22635 

/DB_XREF=gi: 13376651 
/UG=Hs.288529 hypothetical 
protein FLJ22635 
/FL=gb:NM_025092.1 


NM_025092 




NP_079368 


219371_s_at 


0.020369 


gb:NM_016270.1 /DEF=Homo 
sapiens Kruppel-like factor 
(LOC51713), mRNA. 
/FEA=mRNA /GEN=LOC51713 
/PROD=Kruppel-like factor 

/L/D_Ar\Cr — gi. 1 f UO*K)0 

/UG=Hs. 107740 Kruppel-like 
factor 2 (lung) 
/FL=gb:AF1 34053.1 
gb:AF205849.1 
gb:NM_01 6270.1 


NM_016270 




NP_057354 


219384_s_at 


0.001097 


gb:NM_012091.2 /DEF=Homo 
sapiens adenosine deaminase, 
tRNA-specific 1 (ADAT1), 
mRNA. /FEA=mRNA 
/GEN=ADAT1 

/PROD=adenosine deaminase, 

tRNA-soecific 1 

/DB_XREF=gi:7382475 

/UG=Hs. 188661 adenosine 

deaminase, tRNA-specific 1 

/FL=gb:BC002758.1 

gb:AF125188.1 

gb:NM 012091.2 


NM_012091 




NP_036223 
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No. 
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Protein 
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219394_at 


0.005119 


gb:NM_024419.1 /DEF=Homo 
sapiens 

Phosphatidylglycerophosphate 
Synthase (PGS1), mRNA. 
/FEA=mRNA /GEN=PGS1 

/PROO=Phr>cnhatiHvlnl\//" k orrir\hri 
/ rixuu-n ivjofji icaiiuy ly jyoci upi iu 

sphate Synthase 
/DB_XREF=gi: 13259369 
/UG=Hs.278682 
Phosphatidylglycerophosphate 
Synthase /FL=gb:NM_024419.1 


NM_024419 




NP_077733 


219397_at 


0.013803 


gb:NM_025147.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13448 (FLJ 13448), mRNA. 
/FEA=mRNA /GEN=FLJ13448 

Iv \\\J\J— 1 lypULI IcUUcH jJIUldli 

FLJ13448 

/DB_XREF=gi: 13376736 
/UG=Hs.288945 hypothetical 
protein FLJ 13448 
/FL=gb:NM_025147.1 


NM_025147 




NP_079423 


219403_s_at 


8.83E-04 


gb:NM_006665.1 /DEF=Homo 
sapiens heparanase (HPSE), 
mRNA. /FEA=mRNA 
/GEN=HPSE 
/PROD=heparanase 

iL/D_Af\Cr- gi.O • £>i<SI tl 

/UG=Hs.44227 heparanase 
/FL=gb:AF 1651 54.1 
gb:AF152376.1 
gb:NM_006665.1 
gb:AF084467.1 gb:AF155510.1 


NM_006665 




NP_006656 


219409_at 


0.033953 


gb:NM_024700.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12553 (FLJ12553), mRNA. 
/FEA=mRNA /GEN=FLJ 12553 
/PROD=hvDothetical nrotein 
FLJ12553 

/DB_XREF=gi: 13375986 
/UG=Hs.99601 hypothetical 
protein FLJ 12553 
/FL=gb:NM_024700.1 


NM_024700 




NP_078976 
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Protein 
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219426_at 


0.003875 


gb:NM_024852.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12765 (FLJ12765), mRNA. 
/FEA=mRNA /GEN=FLJ12765 

/PROD=h\/nnthptir^l nrntpin 
FLJ 12765 

/DB_XREF=gi: 13376274 
/UG=Hs. 189829 hypothetical 
protein FLJ 12765 
/FL=gb:NM_024852.1 


NM_024852 




NP_803171 


219434_at 


0.041774 


gb:NM_01 8643.1 /DEF=Homo 
sapiens triggering receptor 
expressed on myeloid cells 1 
(TREM1). mRNA. 
/FEA=mRNA /GEN=TREM1 
/PROD=triggering receptor 
expressed on myeloid cellsl 

/DR XRFF=ni-8Q949fi1 

/UG=Hs.283022 triggering 
receptor expressed on 
myeloid cells 1 
/FL=gb:AF1 96329.1 
gb:NM_01 8643.1 
gb:AF287008.1 


NM_018643 




NP_061113 


219444_at 


7.25E-04 


gb:NM_021 946.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11362 (FLJ11362), mRNA. 
/FEA=mRNA /GEN=FLJ11362 
/PROD=hvDothetical nrotpin 
FLJ11362 

/DB_XREF=gi: 11345489 
/UG=Hs.8929 hypothetical 
protein FLJ11362 
/FL=gb:NM_021 946.1 


NM_021946 




NP_068765 



Page 712 of 780 



TABLE 3K 



Genes Corresponding 1 


fo Differentially Expressed Genes in Figure 18 - BladderCancer 


Gene 
Identifier 
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Accession 
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Accession 
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Protein 

Accession 

No. 


219445_at 


9.35E-04 


gb:NM_015711.1 /DEF=Homo 
sapiens glioma tumor 
suppressor candidate region 
gene 1 (GLTSCR1), mRNA. 
/FEA=mRNA /GEN=GLTSCR1 
/PROD=glioma tumor 
suppressor candidate region 

yci icr i / ud /\r\Lii — y i. /uu/ I z. i 

/UG=Hs.97244 glioma tumor 
suppressor candidate region 
gene 1 /FL=gb:AF 182077.1 
gb:NM_015711.1 


NM_015711 




NP_056526 


219449_s_at 


0.001406 


gb:NM_01 7866.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20533 (FLJ20533), mRNA. 
/FEA=mRNA /GEN=FLJ20533 
/PROD=hypothetical protein 

/DB_XREF=gi:8923499 
/UG=Hs. 106650 hypothetical 
protein FLJ20533 
/FL=gb:BC002748.1 
gb:NM_017866.1 


NM_017866 




NP_060336 


219457_s_at 


0.015637 


gb:NM_024832.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22439 (FLJ22439), mRNA. 
/FEA=mRNA /GEN=FLJ22439 

It r\vU- 1 ly|JUU ICllLrdl jJIUlGlll 

FLJ22439 

/DB_XREF=gi: 13376237 
/UG=Hs. 180040 hypothetical 
protein FLJ22439 
/FL=gb:NM_024832.1 


NM_024832 




NP_079108 


219460_s_at 


7.85E-04 


gb:NM_017849.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20507 (FLJ20507), mRNA. 
/FEA=mRNA /GEN=FLJ20507 
/PROD=hvDothetical Drotein 
FLJ20507 

/DB_XREF=gi:8923465 
/UG=Hs.202955 hypothetical 
protein FLJ20507 
/FL=gb:NM_01 7849.1 


NM_017849 




NP_060319 
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No. 
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Protein 
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219485_s_at 


0.005652 


gb:NM_002814.1 /DEF=Homo 
sapiens proteasome (prosome, 
macropain) 26S subunit, non- 
ATPase, 10 (PSMD10), 
mRNA. /FEA=mRNA 
/GEN=PSMD10 
/PROD=proteasome (prosome, 
macropain) 26S subunit,non- 

ATPsqp 10 
r\ i r doc, i u 

/DB_XREF=gi:4506216 
/UG=Hs.7756 proteasome 
(prosome, macropain) 26S 
subunit, non-ATPase, 10 
/FL=gb:AB009619.1 
gb:D83197.1 gb:NM_002814.1 


NM_002814 




NP_736606 


219492_at 


0.001406 


gb:NM_012110.1 /DEF=Homo 
sapiens cystein-rich 
hydrophobic domain 2 
(CHIC2), mRNA. /FEA=mRNA 
/GEN=CHIC2 /PROD=cystein- 

rjph h\/Hmrihr»hip Hnmain 9 
1 101 1 i iy vji vjpi iuuio uuiiichii £- 

/DB_XREF=gi:6912275 
/UG=Hs.1 19488 cystein-rich 
hydrophobic domain 2 
/FL=gb:AF1 59423.1 
gb:NM_012110.1 


NM_012110 




NP_036242 


219493_at 


0.026696 


gb:NM_024745.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22009 (FLJ22009), mRNA. 
/FEA=mRNA /GEN=FLJ22009 
/PROD=hvnnthptip?il nrntpin 

FLJ22009 

/DB_XREF=gi: 13376069 
/UG=Hs. 123253 hypothetical 
protein FLJ22009 
/FL=gb:NM_024745.1 


NM_024745 




NP_079021 



Page 714 of 780 



TABLE 3K 



Genes Corresponding 1 


fo Differentially Expressed Genes in Figure 18 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
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Protein 
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No. 


219497_s_at 


0.034333 


gb:NM_022893.1 /DEF=Homo 
sapiens B-cell CLLIymphoma 
11A (zinc finger protein) 
(BCL11A), mRNA 
/FEA=mRNA /GEN=BCL11A 
/PROD=B-cell CLLIymphoma 
11A (zinc finger protein) 
/DB XREF=gi: 13375629 
/UG=Hs. 130881 B-cell 
CLLIymphoma 11A (zinc 
finger protein) 
/FL=gb:NM_022893.1 
gb:NM_018014.1 


NM_022893 




NP_612569 


219517_at 


0.049282 


gb:NM_025165.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22637 (FLJ22637), mRNA. 
/FEA=mRNA /GEN=FLJ22637 
/rKUU-nypotnetical protein 
FLJ22637 

/DB_XREF=gi: 13376767 
/UG=Hs.296178 hypothetical 
protein FLJ22637 
/FL=gb:NM_025165.1 


NM_025165 




NP_079441 


219520_s_at 


0.027738 


gb:NM_018458.1 /DEF=Homo 
sapiens uncharacterized bone 
marrow protein BM042 
(BM042), mRNA. /FEA=mRNA 
/GEN=BM042 

/PROD=uncharacterized bone 
marrow protein BM042 
/DB XREF=gi:8922101 
/UG=Hs.324136 
uncharacterized bone marrow 
protein BM042 
/FL=gb:AF217518.1 
gb:NM_018458.1 


NM_018458 






219528_s_at 


0.024696 


gb:NM_022898.1 /DEF=Homo 
sapiens B-cell 
lymphomaleukaemia 11B 
(BCL11B). mRNA. 
/FEA=mRNA /GEN=BCL11B 

/PRnn-R /-oil 
/r rx^U— D-Ccll 

lymphomaleukaemia 11 B 
/DB_XREF=gi:12597634 
/UG=Hs.57987 B-cell 
CLLIymphoma 11 B (zinc 
finger protein) 
/FL=gb:NM_022898.1 


NM_022898 




NP_612808 
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219544_at 


0.00643 


gb:NM_024808.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22624 (FLJ22624), mRNA. 
/FEA=mRNA /GEN=FLJ22624 
/rKUU-nypotnetical protein 
FLJ22624 

/DB_XREF=gi: 133761 90 
/UG=Hs. 166425 hypothetical 
protein FLJ22624 
/FL=gb:NM_024808.1 


NM_024808 




NP_079084 


219547_at 


7.25E-04 


gb:NM_004376.1 /DEF=Homo 
sapiens COX15 (yeast) 
homolog, cytochrome c 
oxidase assembly protein 
(COX15), mRNA. /FEA=mRNA 
/GEN=COX15 /PROD=COX15 
(yeast) homolog, cytochrome 
c oxidaseassembly protein 

/UD_AKtr— gi.4/C3oUoo 
/UG=Hs.226581 COX15 
(yeast) homolog, cytochrome 
c oxidase assembly protein 
/FL=gb:AF044323.1 
gb:NM_004376.1 


NM_004376 




NP_510870 


219549_s_at 


0.003976 


gb:NM_006054.1 /DEF=Homo 
sapiens reticulon 3 (RTN3), 
mRNA. /FEA=mRNA 
/GEN=RTN3 /PROD=reticulon 
3 /DB_XREF=gi:51 74654 
/UG=Hs.252831 reticulon 3 
/FL=gb:BC000634.1 
gb: AF059524. 1 gb: AF1 1 9297. 1 
gb:NM_006054.1 


NM_006054 




NP_006045 


219551_at 


7.60E-04 


gb:NM_01 8456.1 /DEF=Homo 
sapiens uncharacterized bone 
marrow protein BM040 
(BM040), mRNA. /FEA=mRNA 
/GEN=BM040 

/PROD=uncharacterized bone 

morrrnA/ r\rotoin Rh/IH^n 
IlletllUW piULclll DIVIUhU 

/DB_XREF=gi:8922098 
/UG=Hs.26892 uncharacterized 
bone marrow protein BM040 
/FL=gb:AF217516.1 
gb:NM_01 8456.1 


NM_018456 




NP_060926 
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219563_at 


0.014602 


gb:NM_024633.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21276 (FLJ21276), mRNA. 
/FEA=mRNA /GEN=FLJ21276 
/rKUU--nypotneticai protein 
FLJ21276 

/DB_XREF=gi: 13375863 
/UG=Hs.41502 hypothetical 
protein FLJ21276 
/FL=gb:NM_024633.1 


NM_024633 




NP_078909 


219571_s_at 


0.00121 


gb:NM_01 6265.1 /DEF=Homo 
sapiens GIOT-3 for 
gonadotropin inducible 
transcription repressor-3 
(GIOT-3), mRNA. /FEA=mRNA 
/GEN=GIOT-3 /PROD=GIOT-3 
for gonadotropin inducible 
transcriptionrepressor-3 

/UD_AKtr-gi. / /U0404 

/UG=Hs. 102397 GIOT-3 for 
gonadotropin inducible 
transcription repressor-3 
/FL=gb:AB021643.1 
gb:NM_016265.1 


NM_016265 




NP_057349 


219575_s_at 


0.039831 


gb:NM_022341.1 /DEF=Homo 
sapiens peptide deformylase- 
like protein (LOC64146), 
mRNA. /FEA=mRNA 
/GEN=LOC64146 
/PROD=peptide deformylase- 
like protein 

/DB_XREF=gi: 11641242 
/UG=Hs. 130849 peptide 
deformylase-like protein 
/FL=gb:AF239156.1 
gb:NM 022341.1 
gb:AF322879.1 


NM_022341 




NP_071736 


219594_at 


0.001097 


gb:NM_01 6533.1 /DEF=Homo 
sapiens ninjunn z 
mRNA. /FEA=mRNA 
/GEN=NINJ2 /PROD=ninjurin 
2 /DB_XREF=gi:7706622 
/UG=Hs.239208 ninjurin 2 
/FL=gb:AF205633.1 
gb:NM 016533.1 


NM_016533 
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Accession 
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Protein 
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219607_s_at 


0.001489 


gb:NM_024021.1 /DEF=Homo 
sapiens membrane-spanning 4 
domains, subfamily A, 
member 4 (MS4A4), mRNA. 
/FEA=mRNA /GEN=MS4A4 
/PROD=membrane-spanning 4- 
domains, subfamily A, 
member4 

/DB_XREF=gi: 13430865 
/uvj-ns.ozoybo membrane- 
spanning 4-domains, subfamily 
A, member 4 
/FL=gb:AB013102.1 
gb:NM_024021.1 
gb:AF068288.1 
gb:NM_016650.1 


NM_024021 




NP_683876 


219620_x_at 


0.002692 


gb:NM_01 7723.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20245 (FLJ20245), mRNA. 
/FEA=mRNA /GEN=FLJ20245 
/rKUU-nypotneticai protein 
FLJ20245 

IDB XREF=gi:8923220 
/UG=Hs. 169758 hypothetical 
protein FLJ20245 
/FL=gb:NMJ)17723.1 


NM_017723 




NP_060193 


219625_s_at 


0.015891 


gb:NM_005713.1 /DEF=Homo 
sapiens collagen, type IV, 
alpha 3 (Goodpasture antigen) 
binding protein (COL4A3BP), 
mRNA. /FEA=mRNA 
/GEN=COL4A3BP 
/PROD=collagen, type IV, 
alpha 3 (Goodpasture 
antigen)binding protein 

/UG=Hs.21276 collagen, type 
IV, alpha 3 (Goodpasture 
antigen) binding protein 
/FL=gb:AF1 36450.1 
gb:NM_005713.1 


NM_005713 




NP_1 12729 
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219627_at 


0.01534 


gb:NM_024910.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12700 (FLJ12700), mRNA. 
/FEA=mRNA /GEN=FLJ12700 
/rKuu- nypoineiicai proiein 
FLJ 12700 

/DB_XREF=gi: 13376370 
/UG=Hs.250547 hypothetical 
protein FLJ 12700 
/FL=gb:NM_024910.1 


NM_024910 




NP_079186 


219632_s_at 


0.022284 


gb:AF196175.1 /DEF=Homo 
sapiens capsaicin receptor 
mRNA, complete cds. 
/rtA-mKiNA /rKvju— capsaicin 
receptor 

/DB_XREF=gi: 120031 45 
/UG=Hs.283010 vanilloid 
receptor subtype 1 
/FL=gb:AF1 961 75.1 
gb:NM_018727.1 


AF196175 




NP_542437 


219634_at 


0.040104 


gb:NM_018413.1 /DEF=Homo 
sapiens chondroitin 4- 
sulfotransferase (C4ST), 
mRNA. /FEA=mRNA 
/GEN=C4ST 
/PROD=chondroitin 4- 
sulfotransferase 
/DB_XREF=gi:8923757 
/UG=Hs.287402 chondroitin 4- 
sulfotransferase 
/FL=gb:AB042326.1 
gb:NM_018413.1 
gb:AF239820.1 


NM_018413 




NP_060883 


219639_x_at 


0.017687 


gb:NM_020213.1 /DEF=Homo 
sapiens hypothetical protein 
from EUROIMAGE 1977056 
(LOC56965), mRNA. 
/FEA=mRNA /GEN=LOC56965 
/PROD=hypothetical protein 
from FIIRDIMAfiF 1Q770.5R 

/DB_XREF=gi:9910373 
/UG=Hs.315687 hypothetical 
protein from EUROIMAGE 
1977056 /FL=gb:NM_020213.1 


NM_020213 




NP_064599 
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Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219644_at 


0.047091 


gb:NM_016122.1 /DEF=Homo 
sapiens NY-REN-58 antigen 
(LOC51134), mRNA. 
/FFA=mRNA /(5FNI=I Or*i1 1^4 

/PROD=NY-REN-58 antigen 
/DB_XREF=gi: 7705838 
/UG=Hs,56148 NY-REN-58 
antigen /FL=gb: AF1 551 1 5. 1 
gb:NM_016122.1 


NM_016122 




NP_057206 


219649_at 


0.001641 


gb:NM_013339.1 /DEF=Homo 
sapiens dolichyl-P- 
Glc:Man9GlcNAc2-PP- 
dolichylglucosyltransferase 
(ALG6), mRNA. /FEA=mRNA 
/GEN=ALG6 /PROD=dolichyl-P- 
Glc.Man9GlcNAc2-PP- 
dolichylglucosyltransferase 
/DB_XREF=gi:7019324 

Glc:Man9GlcNAc2-PP- 
dolichylglucosyltransferase 
/FL=gb:AF063604.1 
gb:BC001253.1 gb:AF102851.1 
gb:NM_013339.1 


NM_013339 




NP_037471 


219657_s_at 


0.038728 


gb:NM_016531.1 /DEF=Homo 
sapiens hBKLF for basic 
kruppel like factor 
(LOC51274). mRNA. 
/FEA=mRNA /GEN=LOC51274 
/PROD=hBKLF for basic 
kruppel like factor 
/DB XREF=ai 7706076 
/UG=Hs.119640 hBKLF for 
basic kruppel like factor 
/FL=gb:AF285837.1 
gb:AB024523.1 
gb:NM_0 16531.1 


NM_016531 




NP_057615 
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Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219666_at 


7.25E-04 


gb:NM_022349.1 /DEF=Homo 
sapiens CD20-like precusor 
(LOC64166), mRNA. 
/FEA=mRNA /GEN=LOC64166 
/PROD=CD20-like precusor 

/DR XRFF=nM IfiAl^ft 
i \-J lj /\r\ ^ r — y I . i iwt I iiuo 

/UG=Hs.17914 membrane- 
spanning 4-domains, subfamily 
A, membeno 
/FL=gb:AF1 42409.1 
gb:NM_022349.1 


NM_022349 




NP_690591 


219667_s_at 


0.025377 


gb:NM_01 7935.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20706 (FLJ20706), mRNA. 
/FEA=mRNA /GEN=FLJ20706 

/PROD— hv/nnth^ti^al nrot^in 

FLJ20706 

/DB_XREF=gi:8923635 
/UG=Hs. 193736 hypothetical 
protein FLJ20706 
/FL=gb:NM_017935.1 


NM_017935 




NP_060405 


219669_at 


0.006162 


gb:NM_020406.1 /DEF=Homo 
sapiens polycythemia rubra 
vera 1; cell surface receptor 
(PRV1), mRNA. /FEA=mRNA 
/GEN=PRV1 

/nr\^ju— poiycyinernia ruuia 
vera 1; cell surfacereceptor 
/DB_XREF=gi:9966888 
/UG=Hs.232165 polycythemia 
rubra vera 1; cell surface 
receptor /FL=gb:AF146747.1 
gb:NM_020406.1 


NM_020406 




NP_065139 


219672_at 


0.003758 


gb:NM_016633.1 /DEF=Homo 
sapiens EDRF protein 
(LOC51327), mRNA. 
/FEA=mRNA /GEN=LOC51327 
/PROD=EDRF orotein 
/DB_XREF=gi:7706179 
/UG=Hs.274309 erythroid 
differentiation-related factor 
/FL=gb:AF208865.1 
gb:NM 016633.1 


NM_016633 




NP_057717 
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Accession 
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Protein 

Accession 

No. 


219673_at 


0.016179 


gb:NM_01 7696.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20170 (FLJ20170), mRNA. 
/FEA=mRNA /GEN=FLJ20170 
/rrcuu-nypoineiicai protein 
FLJ20170 

/DB_XREF=gi:8923164 
/UG=Hs.279008 hypothetical 
protein FLJ20170 
/FL=gb:NM_017696.1 


NM_017696 




NP_060166 


219680_at 


0.025095 


gb:NM_024618.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21478 (FLJ21478), mRNA. 
/FEA=mRNA /GEN=FLJ21478 
ir t\\ju— nypoineiicai proiein 
FLJ21478 

/DB_XREF=gi: 13375837 
/UG=Hs.31097 hypothetical 
protein FLJ21478 
/FL=gb:NM_024618.1 


NM_024618 




NP_733840 


219694_at 


7.63E-04 


gb:NM_019018.1 /DEF=Homo 
sapiens hypothetical protein 

iCl I'M -IOTA mDMA 

/FEA=mRNA /GEN=FLJ11127 
/PROD=hypothetical protein 
/DB_XREF=gi:9506640 
/UG=Hs.91165 hypothetical 
protein /FL=gb:NM_019018.1 


NM_019018 




NP_061891 


219700_at 


0.001489 


gb:NM_020405.1 /DEF=Homo 
sapiens tumor endothelial 
marker 7 precursor (TEM7), 
mRNA. /FEA=mRNA 
/GEN=TEM7 /PROD=tumor 

pnrinthpliAl markpr 7 nrppiirQor 

ci iuuu iciiai 1 1 lai r\o / pic^ouioui 

/DB_XREF=gi:9966886 
/UG=Hs.125036 tumor 
endothelial marker 7 precursor 
/FL=gb:AF279144.1 
gb:NM 020405.1 


NM_020405 




NP_065138 
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Gene 

Accession. 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219717_at 


0.003561 


gb:NM_017741.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20280 (FLJ20280), mRNA. 
/FEA=mRNA /GEN=FLJ20280 
/rrxvju— nypoineiicai protein 
FLJ20280 

/DB_XREF=gi:8923256 
/UG=Hs.270134 hypothetical 
protein FLJ20280 
/FL=gb:NM_01 7741.1 


NM_017741 




NP_060211 


219734_at 


0.007591 


gb:NM_017699.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20174 (FLJ20174), mRNA. 
/FEA=mRNA /GEN=FLJ20174 
/riAwu— nypoineiicai proiein 
FLJ20174 

/DB XREF=gi:8923170 
/UG=Hs.1 14556 hypothetical 
protein FLJ20174 
/FL=gb:NM_01 7699.1 


NM_017699 




NP_060169 


219770_at 


0.013527 


gb:NM_024659.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11753 (FLJ11753), mRNA. 
/FEA=mRNA /GEN=FLJ11753 

lr T\\JU— 1 lypUU IcUOal piUlclll 

FLJ11753 

/DB_XREF=gi: 13375910 
/UG=Hs.62348 hypothetical 
protein FLJ 11753 
/FL=gb:NM 024659.1 


NM_024659 




NP_078935 
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Gene 
Identifier 
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Description 


Gene 

Accession 

No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219797_at 


0.003842 


gb:NM_012214.1 /DEF=Homo 
sapiens mannosyl (alpha-1 ,3-)- 
glycoprotein beta-1,4-N- 
acetylglucosaminyltransferase, 
isoenzyme A (MGAT4A), 
mRNA. /FEA=mRNA 
/GEN=MGAT4A 
/PROD=mannosyl (alpha-1 ,3-)- 
glycoproteinbeta-1 ,4-N- 
acetylglucosaminyltransferase, 
isoenzyme A 
/DB_XREF=gi:6912501 
/UCj-ris. 177576 mannosyl 
(alpha-1 ^^-glycoprotein beta- 
1,4-N- 

acetylglucosaminyltransferase, 
isoenzyme A 
/FL=gb:AB000616.1 
gb:NM_012214.1 


NM_012214 




NP_036346 


219806_s_at 


7.63E-04 


gb:NM_020179.1 /DEF=Homo 
sapiens FN5 protein (FN5), 
IT1KNA. /r tA-mKNA 
/GEN=FN5 /PROD=FN5 
protein /DB_XREF=gi:9910225 
/UG=Hs.259737 FN5 protein 
/FL=gb:AF1 971 37.1 
gb:NM_020179.1 


NM_020179 




NP_064564 


219812_at 


0.003315 


gb:NM_024070.1 /DEF=Homo 
sapiens hypothetical protein 
MGC2463 (MGC2463), mRNA. 
/FEA=mRNA /GEN=MGC2463 
/PROD=hypothetical protein 

/DB_XREF=gi: 131 29051 
/UG=Hs.323634 hypothetical 
protein MGC2463 
/FL=gb:BC001 129.1 
gb:NM 024070.1 


NM_024070 
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Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219816_s_at 


0.001852 


gb:NM_018107.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10482 (FLJ10482), mRNA. 
/FEA=mRNA /GEN=FLJ10482 
/PKUD-hypothetical protein 
FLJ10482 

/DB_XREF=gi:8922449 
/UG=Hs.4997 hypothetical 
protein FLJ 10482 
/FL=gb:NM_018107.1 


NM_018107 




NP_060577 


219846_at 


0.03359 


gb:NM_025174.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ23040 (FLJ23040), mRNA. 
/FEA=mRNA /GEN=FLJ23040 
/PKUD-- hypothetical protein 
FLJ23040 

/DB_XREF=gi: 13376769 
/UG=Hs.169813 hypothetical 
protein FLJ23040 
/FL=gb:NM_025174.1 


NM_025174 




NP_079450 


219859_at 


7.63E-04 


gb:NM_014358.1 /DEF=Homo 
sapiens C-type (calcium 
dependent, carbohydrate- 
recognition domain) lectin, 
superfamily member 9 
(CLECSF9), mRNA. 
/FEA=mRNA /GEN=CLECSF9 
/PROD=C-type (calcium 
dependent.carbohydrate- 
recognition domain) lectin, 
superfamilymember 9 
/DB_XREF=gi:7657332 
/UG=Hs.236516 C-type 
(calcium dependent, 
car Donyaraie-rccogniiion 
domain) lectin, superfamily 
member 9 /FL=gb:BC000715.1 
gb:AB024718.1 
gb:NM 014358.1 


NM_014358 




NP_055173 

t 
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Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219860_at 


0.03947 


gb:NM_025262.1 /DEF=Homo 

ocapiCllo OJu [JlUlcltl ^uJu/, 

mRNA. /FEA=mRNA 
/GEN=G5C /PROD=G5C 
protein 

/DB_XREF=gi: 13376875 
/UG=Hs.246845 G5C protein 
/FL=gb:NM_025262.1 


NM_025262 




NP_079538 


219862_s_at 


0.027672 


gb:NM_012336.1 /DEF=Homo 
sapiens nuclear prelamin A 
recognition factor (NARF), 
mRNA /FEA=mRNA 

prelamin A recognition factor 
/DB_XREF=gi:6912523 
/UG=Hs.256526 nuclear 
prelamin A recognition factor 
/FL=gb:AF128406.1 
gb:NM_012336.1 


NM_012336 




NP_1 14174 


219869_s_at 


0.00581 


gb:NM_022154.1 /DEF=Homo 
sapiens up-regulated by BCG- 
CWS (LOC64116), mRNA. 

/ 1 CM— 111 r\ INM /oCIN— LVJOD*+ I ID 

/PROD=up-regulated by BCG- 
CWS /DB_XREF=gi: 11545899 
/UG=Hs.284205 up-regulated 
by BCG-CWS 
/FL=gb:NM_022154.1 


NM_022154 




NP_071437 


219892_at 


7.63E-04 


gb:NM_023003.1 /DEF=Homo 
sapiens transmembrane 6 
superfamily member 1 
(TM6SF1), mRNA. 
/FEA=mRNA /GEN=TM6SF1 
/PROD=transmembrane 6 

inprfamilu mpmhpr 1 
oupci i di 1 1 ny 1 1 lull iuci i 

/DB_XREF=gi:13194198 
/UG=Hs. 133865 
transmembrane 6 superfamily 
member 1 /FL=gb:AF255922.1 
gb:NM_023003.1 


NM_023003 




NP_075379 
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Accession 
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Protein 

Accession 

No. 


219929_s_at 


0.0048 


gb:NM_024071.1 /DEF=Homo 
sapiens hypothetical protein 
MGC2550 (MGC2550), mRNA. 
/FEA=mRNA /GEN=MGC2550 
/PROD=hypothetical protein 

/DB_XREF=gi: 131 29053 
/UG=Hs.318498 hypothetical 
protein MGC2550 
/FL=gb:BC001 130.1 
gb:NM_024071.1 


NM_024071 




NP_076976 


219931_s_at 


0.006162 


gb:NM_021633.1 /DEF=Homo 
sapiens kelch-like protein 
C3IP1 (C3IP1), mRNA. 
/FEA=mRNA /GEN=C3IP1 
/PROD=keich-like protein 
C3IP1 /DB_XREF=gi: 11 056005 
/UG=Hs 3826 kelch-like 
protein C3IP1 
/FL=gb:AF1 90900.1 
gb:NM_021633.1 
gb:BC003183.1 gb:BC004175.1 


NM_021633 




NP_067646 


219933_at 


0.043867 


gb:NM_016066.1 /DEF=Homo 
sapiens CGI-133 protein 
(LOC51022), mRNA. 
/FEA=mRNA /GEN=LOC51022 
/PROD=CGI-133 Drotein 
/DB_XREF=gi:7705627 
/UG=Hs.5054 CGI-133 protein 
/FL=gb:AF1 51 891.1 
gb:NM_01 6066.1 
gb:AF1 32495.2 


NM_016066 




NP_057150 
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Accession 
No. 


Unigene 

Accession 
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Protein 

Accession 

No. 


219938_s_at 


0.001763 


gb:NM_024430.1 /DEF=Homo 
sapiens proline-serine- 
threonine phosphatase 
interacting protein 2 
(PSTPIP2), mRNA. 
/FEA=mRNA /GEN=PSTPIP2 
/PROD=proline-serine-threonine 
pi lUbprididbc irueidciing protein 
2 /DB_XREF=gi: 13270468 
/UG=Hs.69149 proline-serine- 
threonine phosphatase 
interacting protein 2 
/FL=gb:NM_024430.1 


NM_024430 




NP_077748 


219947_at 


0.004519 


gb:NM_016184.1 /DEF=Homo 
sapiens C-type (calcium 
dependent, carbohydrate- 
recognition domain) lectin, 
superfamily member 6 
(CLECSF6), mRNA. 
/FEA=mRNA /GEN=CLECSF6 
/PROD=C-type (calcium 
dependent.carbohydrate- 
recognition domain) lectin, 
superfamilymember 6 
/DB_XREF=gi:7705337 
/UG=Hs.115515 C-type 
(calcium dependent, 
caruonyuraie-recogniiion 
domain) lectin, superfamily 
member 6 /FL=gb:AF1 091 46.1 
gb:NM_016184.1 
gb:AF067800.1 


NM_016184 




NP_057268 


219952_s_at 


0.021072 


gb:NM_020533.1 /DEF=Homo 
sapiens mucolipin 1 
(MCOLN1), mRNA. 
/FEA=mRNA /GEN=MCOLN1 
/PROD=mijmlinin 1 

/DB_XREF=gi: 10092596 
/UG=Hs. 12909 mucolipin 1 
/FL=gb:NM_020533.1 
gb:BC005149.1 gb:AF287269.1 
gb:AF249319.1 


NM_020533 




NP_065394 
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Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


219960_s_at 


0.027176 


gb:NM_015984.1 /DEF=Homo 
sapiens ubiquitin C-terminal 
hydrolase UCH37 (UCH37), 
mRNA. /FEA=mRNA 
/GEN=UCH37 /PROD=ubiquitin 

O ICI 1 1 III lal liyUIUIaotr UvilOr 

/DB XREF=gi:7706752 
/UG=Hs.171581 ubiquitin C- 
terminal hydrolase UCH37 
/FL=gb:AF147717.1 
gb:NM_0 15984.1 


NM_015984 




NP_057068 


219963_at 


0.021256 


gb:NM_0 16364.1 /DEF=Homo 
sapiens protein phosphatase 
(LOC51207), mRNA. 
/FEA=mRNA /GEN=LOC51207 

/PROn=nrnfpin nhnQnhataQP 
/ 1 r\v/u — piuiciii (Ji lUopi ictLdoC 

/DB_XREF=gi:7705958 
/UG=Hs.178170 protein 
phosphatase 
/FL=gb:AB027004.1 
gb:NM_016364.1 


NM_016364 




NP_057448 


219979_s_at 


0.01263 


gb:NM_016401.1 /DEF=Homo 
sapiens hypothetical protein 
(HSPC138), mRNA. 

/PROD=hypothetical protein 
/DB_XREF=gi:7705470 
/UG=Hs. 283775 hypothetical 
protein /FL=gb:AF1 61 487.1 
gb:NM_016401.1 


NM_016401 




NP_057485 


219981_x_at 


0.005574 


gb.NMJ) 17961.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20813 (FLJ20813), mRNA. 
/FEA=mRNA /GEN=FLJ20813 
/PROD=hvDothetical orotein 
FLJ20813 

/DB_XREF=gi:8923685 
/UG=Hs. 306203 hypothetical 
protein FLJ20813 
/FL=gb:NM_017961.1 


NM_017961 




NP_060431 
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Accession 
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Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220000_at 


0.001735 


gb:NM_003830.1 /DEF=Homo 
sapiens sialic acid binding Ig- 
like lectin 5 (SIGLEC5), 
mRNA. /FEA=mRNA 
/GEN=SIGLEC5 /PROD=sialic 
acid binding Ig-like lectin 5 

/no vDcc-ni.jicno£CQ 
/UB_AKtr-gi.40U2O0o 

/UG=Hs.117005 sialic acid 
binding Ig-like lectin 5 
/FL=gb:U71 383.1 
gb:NM_003830.1 
gb:AF1 70484.1 


NM_003830 




NP_003821 


220001 _at 


0.008757 


gb:NM_012387.1 /DEF=Homo 
sapiens peptidyl arginine 
deiminase, type V (PAD), 
mRNA. /FEA=mRNA 
/(jtlM-rAU /rKUU-peptiayi 
arginine deiminase, type V 
/DB_XREF=gi:6912575 
/UG=Hs.117232 peptidyl 
arginine deiminase, type V 
/FL=gb:AB017919.1 
gb:NM 012387.1 


NM_012387 




NP_036519 


220005_at 


6.66E-04 


gb:NM_023914.1 /DEF=Homo 
sapiens G protein-coupled 
receptor 86 (GPR86), mRNA. 
/FEA=mRNA /GEN=GPR86 
/PROD=G protein-coupled 
receptor 86 

/UB_AKEF=gi. 131 94202 
/UG=Hs. 13040 G protein- 
coupled receptor 86 
/FL=gb:AF295368.1 
gb:NM_023914.1 
gb:AF1 78982.1 gb:AF345565.1 


NM_023914 




NP_795713 


220009_at 


0.008237 


gb:NM_024778.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22612 (FLJ22612), mRNA. 
/FEA=mRNA /GEN=FLJ22612 
it r\^ru— nypou icuodi proiein 
FLJ22612 

/DB_XREF=gi: 133761 33 
/UG=Hs. 144266 hypothetical 
protein FLJ22612 
/FL=gb:NM 024778.1 


NM_024778 




NP_079054 
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p-value 
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Accession 
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Protein 

Accession 

No. 


22001 5_at 


0.009486 


gb:NM_01 7766.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20321 (FLJ20321), mRNA. 
/FEA=mRNA /GEN=FLJ20321 
/PROD=hypothetical protein 

/DB_XREF=gi:8923302 
/UG=Hs.162196 hypothetical 
protein FLJ20321 
/FL=gb:BC004410.1 
gb:NM_01 7766.1 


NM_017766 




NP_060236 


220023_at 


0.049173 


gb:NM_01 8690.1 /DEF=Homo 
sapiens apolipoprotein B48 
receptor (APOB48R), mRNA. 
/FEA=mRNA /GEN=APOB48R 
/PROD=apolipoprotein B48 
receptor 

/UG=Hs.200333 apolipoprotein 
B48 receptor 
/FL=gb:AF141 332.1 
gb:AF1 4 1334.1 
gb:NM_018690.1 


NM_018690 




NP_061160 


220034_at 


0.017971 


gb:NM_007199.1 /DEF=Homo 
sapiens interleukin-1 receptor- 
associated kinase M (IRAK- 
IS), mRNA. /FEA=mRNA 
/GEN=IRAK-M 

/rKUU-inteneuKin-i receptor- 
associated kinase M 
/DB_XREF=gi:6005791 
/UG=Hs.268552 interleukin-1 
receptor-associated kinase M 
/FL=gb:AF1 131 36.1 
gb:NM_007199.1 


NMJD07199 




NP_009130 


220050_at 


0.007461 


gb:NM_01 8956.1 /DEF=Homo 
sapiens chromosome 9 open 
reading frame 9 (C90RF9), 
mRNA. /FEA=mRNA 

/PROD=chromosome 9 open 
reading frame 9 
/DB_XREF=gi:9506440 
/UG=Hs.62595 chromosome 9 
open reading frame 9 
/FL=gb:NM_018956.1 


NM_018956 




NP_061829 
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220052_s_at 


0.007818 


gb:NM_012461.1 /DEF=Homo 
sapiens TERF1 (TRF1)- 
interacting nuclear factor 2 
(TINF2), mRNA. /FEA=mRNA 
/GEN=TINF2 /PROD=TERF1 

fTRFI ^-intprartinn miHpar 
^ir\r ij ii uci duiii ly iiuuicoi 

factor 2 

/DB_XREF=gi:6912715 
/UG=Hs.7797 TERF1 (TRF1)- 
interacting nuclear factor 2 
/FL=gb:AF1 9551 2.1 
gb:NM_012461.1 


NM_012461 




NPJ336593 


220071_x_at 


0.009378 


gb:NM_01 8097.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 10460 (FLJ 10460), mRNA. 
/FEA=mRNA /GEN=FLJ10460 

/PROI"*)— hv/nnthptical nrntpin 

FLJ 10460 

/DB_XREF=gi:8922429 
/UG=Hs. 14347 hypothetical 
protein FLJ10460 
/FL=gb:NM_01 8097.1 


NM_018097 




NP_060567 


220078_at 


0.006756 


gb:NM_018391.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11328 (FLJ 11328), mRNA. 
/FEA=mRNA /GEN=FLJ11328 

/PROri— hv/nothotir'ol nrntpin 
/r r\V-/L/~f lypuil IcllUal piUltMII 

FLJ11328 

/DB XREF=gi:8922996 
/UG=Hs.178518 hypothetical 
protein FLJ11328 
/FL=gb:NM_01 8391.1 


NM_018391 






220088_at 


0.003393 


gb:NM_00 1736.1 /DEF=Homo 
sapiens complement 
component 5 receptor 1 (C5a 
ligand) (C5R1), mRNA. 
/FEA=mRNA /GEN=C5R1 
/PROD=complement 
component 5 receptor 1 (C5a 
liaand) /DB XREF=ai 4502508 
/UG=Hs.2161 complement 
component 5 receptor 1 (C5a 
ligand) /FL=gb:M62505.1 
gb:NM_001736.1 


NM_001736 




NP_001727 
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Protein 
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220112_at 


0.005896 


gb:NM_024669.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11795 (FLJ11795), mRNA. 
/FEA=mRNA /GEN=FLJ11795 
/r r\L/u— nypoineucai proiein 
FLJ11795 

/DB_XREF=gi: 13375927 
/UG=Hs.84560 hypothetical 
protein FLJ11795 
/FL=gb:NM_024669.1 


NM_024669 




NP_078945 


220113_x_at 


0.005347 


gb:NM_019014.1 /DEF=Homo 
sapiens similar to DNA- 
directed RNA polymerase I 
(135 kDa) (FLJ10816), 
mRNA. /FEA=mRNA 
/GEN=FLJ10816 
/PROD=similar to DNA- 
airecieu rviNM polymerase I 
(135kDa) 

/DB_XREF=gi:9506618 
/UG=Hs.86337 similar to DNA- 
directed RNA polymerase I 
(135 kDa) 

/FL=gb:NM_019014.1 


NM_019014 




NP_1 15588 


220132_s_at 


0.027935 


gb:NM_013269.1 /DEF=Homo 
sapiens lectin-like NK cell 
receptor (LLT1), mRNA. 
/FEA=mRNA /GEN=LLT1 
/PROD=lectin-like NK cell 

/DB_XREF=gi:7019446 
/UG=Hs. 136748 lectin-like NK 
cell receptor 
/FL=gb:AF1 33299.1 
gb:NM_013269.1 
gb:AF285087.1 


NM_013269 




NP_037401 
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Protein 
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No. 


220138_at 


0.002241 


gb:NM_004821.1 /DEF=Homo 
sapiens heart and neural 
crest derivatives expressed 1 
(HAND1), mRNA. 
/FEA=mRNA /GEN=HAND1 
/PROD=basic helix-loop-helix 
iranscripnon TactornAiNU i 
/DB_XREF=gi:4758505 
/UG=Hs. 152531 heart and 
neural crest derivatives 
expressed 1 
/FL=gb:AF061756.1 
gb:NM_004821.1 


NM_004821 




NP_004812 


220147_s_at 


0.029624 


gb:NM_021 238.1 /DEF=Homo 
sapiens TERA protein 

\ \ ti\M), mrcfM/v ;rtA— mKlNA 
/GEN=TERA /PROD=TERA 
protein 

/DB_XREF=gi:10864048 
/UG=Hs. 180780 TERA protein 
/FL=gb:NM_02 1238.1 
gb:BC000024.1 


NM_021238 




NP_067061 


220162_s_at 


0.005245 


gb:NM_022352.1 /DEF=Homo 
sapiens caspase recruitment 
domain protein 9 (LOC64170), 
mRNA. /FEA=mRNA 
/GEN=LOC64170 
/PROD=caspase recruitment 
domain protein 9 
/DB_XREF=gi: 11641262 
/UG=Hs.271815 caspase 
recruitment domain protein 9 
/FL=gb:NM_022352.1 


NM_022352 




NP_434701 


220202_s_at 


0.010521 


gb:NM_018835.1 /DEF=Homo 
sapiens membrane-associated 
nucleic acid binding protein 
(MNAB), mRNA. /FEA=mRNA 
/GEN=MNAB 

/PROD=membrane-associated 

nuplpif* acirl hinriinnnrntpin 

/DB_XREF=gi:9256536 
/UG=Hs. 112227 membrane- 
associated nucleic acid 
binding protein 
/FL=gb:NM_01 8835.1 


NM_018835 




NP_061323 
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220235_s_at 


7.63E-04 


gb:NM_0 18372.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11269 (FLJ11269), mRNA. 
/FEA=mRNA /GEN=FLJ 11269 

/PROD=hvnrithPtir^il nrntpin 
FLJ 11269 

/DB_XREF=gi:8922961 
/UG=Hs.25245 hypothetical 
protein FLJ 11269 
/FL=gb:NM_01 8372.1 


NM_018372 




NP_060842 


220244_at 


0.031551 


gb:NM_0 13343.1 /DEF=Homo 
sapiens NAG-7 protein (NAG- 

7\ mRNA /FFA=mRMA 
/GEN=NAG-7 /PROD=NAG-7 
protein /DB_XREF=gi:71 06370 
/UG=Hs.278951 NAG-7 protein 
/FL=gb:AF086709.2 
gb:NM_013343.1 


NM_013343 




NP_037475 


220292_at 


0.004952 


gb:NM_024340.1 /DEF=Homo 
sapiens hypothetical protein 
MGC4179 (MGC4179), mRNA. 
/FEA=mRNA /GEN=MGC4179 
/PROD=hypothetical protein 

\V\\J\**H 1 1 & 

/DB_XREF=gi: 13236590 
/UG=Hs. 129369 hypothetical 
protein MGC4179 
/FL=gb:BC002859.1 
gb:NM_024340.1 


NM_024340 






220302_at 


0.030681 


gb:NM_005906.2 /DEF=Homo 
sapiens male germ cell- 
associated kinase (MAK), 
mRNA. /FEA=mRNA 
/GEN=MAK /PROD=male 
germ cell-associated kinase 
/DB_XREF=gi: 13699865 
/UG=Hs. 148496 male germ 
cell-associated kinase 
/FL=gb:NM_005906.2 


NM_005906 




NP_005897 
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No. 


220305_at 


0.001479 


gb:NM_024030.1 /DEF=Homo 
sapiens hypothetical protein 
MGC3260 (MGC3260), mRNA. 
/FEA=mRNA /GEN=MGC3260 
/PROD=hypothetical protein 

/DB_XREF=gi: 131 28977 
/UG=Hs.15514 hypothetical 
protein MGC3260 
/FL=gb:BC000073.1 
gb:NM_024030.1 


NM_024030 






220306_at 


0.009597 


gb:NM_01 7709.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20202 (FLJ20202), mRNA. 
/FEA=mRNA /GEN=FLJ20202 
i\ t\\jvj— i lypuii iciiudi [jiulciii 
FLJ20202 

/DB_XREF=gi:8923191 
/UG=Hs. 155556 hypothetical 
protein FLJ20202 
/FL=gb:NM_017709.1 


NM_017709 




NP_060179 


220330_s_at 


6.66E-04 


gb:NM_022136.1 /DEF=Homo 
sapiens SAM domain, SH3 
domain and nuclear 
localisation signals, 1 
(SAMSN1), mRNA. 
/FEA=mRNA /GEN=SAMSN1 
/PROD=SAM domain, SH3 
domain and nuclear 
locaiisauonsignais, i 
/DB_XREF=gi: 11 545870 
/UG=Hs.24633 SAM domain, 
SH3 domain and nuclear 
localisation signals, 1 
/FL=gb:AF222927.1 
gb:NM_022136.1 


NM_022136 




NP_071419 


220363_s_at 


0.019726 


gb:NM_022086.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11656 (FLJ11656), mRNA. 
/FEA=mRNA /GEN=FLJ 11656 

/PROn=h\/nnthptir*al nrotpin 

FLJ11656 

/DB_XREF=gi:1 1545798 
/UG=Hs.96560 hypothetical 
protein FLJ 11656 
/FL=gb:NM_022086.1 


NM_022086 




NP_573403 
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220367_s_at 


0.001179 


gb:NM_024545.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ12761 (FLJ12761), mRNA. 
/FEA=mRNA /GEN=FLJ12761 
irr\\ju— i lypuineiiwai piUlclll 
FLJ 12761 

/DB_XREF=gi: 1 3375706 
/UG=Hs. 10554 hypothetical 
protein FLJ12761 
/FL=gb:NM_024545.1 


NM_024545 




NP_078821 


220368_s_at 


0.010277 


gb:NM_0 17936.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20707 (FLJ20707), mRNA. 
/FEA=mRNA /GEN=FLJ20707 

/PROn — hwnothotiool rvrotoin 

tt twju— 1 lypuu iciiucii piuitJiii 
FLJ20707 

/DB_XREF=gi:8923637 
/UG=Hs. 109441 hypothetical 
protein FLJ20707 
/FL=gb:NM_01 7936.1 


NM_017936 




NP_1 15949 


220391_at 


0.024231 


gb:NM_024784.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ23392 (FLJ23392), mRNA. 
/FEA=mRNA /GEN=FLJ23392 
/rr\uu- nypoineiicai proiein 
FLJ23392 

/DB_XREF=gi: 13376145 
/UG=Hs. 147554 hypothetical 
protein FLJ23392 
/FL=gb:NM_024784.1 


NM_024784 




NP_079060 


220404_at 


0.03947 


gb:NM_014076.1 /DEF=Homo 
sapiens PRO0611 protein 
(PRO0611), mRNA. 
/FEA=mRNA /GEN=PRO0611 
/PROD=PRO061 1 protein 
/DB XREF=gi:7662571 
/UG=Hs. 163833 PRO0611 
protein /FL=gb:AF1 11851.1 
gb:NM_014076.1 


NM_014076 
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220416_at 


6.66E-04 


gb:NM_024837.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21472 (FLJ21472), mRNA. 
/FEA=mRNA /GEN=FLJ21472 

FLJ21472 

/DB XREF=gi: 13376248 
/UG=Hs.1 82738 hypothetical 
protein FLJ21472 
/FL=gb:NM_024837.1 


NM_024837 




NP_079113 


22041 7_s_at 


0.029624 


gb:NM_01 5963.1 /DEF=Homo 
sapiens CGI-36 protein 
(LOC51078), mRNA. 
/FFA=mRNA /fiFN=l OCi1fl7ft 

/PROD=CGI-36 protein 
/DB_XREF=gi:7705731 
/UG=Hs. 182986 CGI-36 
protein /FL=gb:AF1 32970.1 
gb:NM_01 5963.1 


NM_0 15963 




NP_057047 


220491_at 


0.048452 


gb:NM_021 175.1 /DEF=Homo 
sapiens liver-expressed 
antimicrobial peptide (LEAP-1), 
mRNA. /FEA=mRNA 
/GEN=LEAP-1 /PROD=liver- 
expressed antimicrobial 

/DB_XREF=gi: 10863972 
/UG=Hs.8821 liver-expressed 
antimicrobial peptide 
/FL=gb:AF309489.1 
gb:NM 021175.1 
gb:AF131292.1 


NM_021175 




NP_066998 


220500_s_at 


0.037604 


gb:NM_007082.2 /DEF=Homo 
sapiens RAB, member of 
RAS oncogene family-like 2A 
(RABL2A), mRNA. 
/FEA=mRNA /GEN=RABL2A 
/PROD=RAB, member of RAS 
oncoaene familv-like 2A 
/DB_XREF=gi:7549818 
/UG=Hs. 122660 RAB, member 
of RAS oncogene family-like 
2A /FL=gb:AF095350.1 
gb:NM_007082.2 


NM_007082 




NP_038198 



Page 738 of 780 



TABLE 3K 



Genes Corresponding To Differentially Expressed Genes in Fiqure 1 


8 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


220532_s_at 


0.045986 


gb:NM_014020.1 /DEF=Homo 
sapiens LR8 protein (LR8), 
mRNA /FEA=mRNA 
/GEN=LR8 /PROD=LR8 
protein /DB_XREF=gi:7662497 
/UG=Hs.1 90161 LR8 protein 
/FL=gb:AF1 15384.1 
gb:NM_01 4020.1 


NM_014020 




NP_054739 


220537_at 


0.02081 


gb:NM_01 7677.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20126 (FLJ20126), mRNA. 
/FEA=mRNA /GEN=FLJ20126 
/PROD=hvDothetical Drotein 
FU20126 

/DB_XREF=gi:8923125 
/UG=Hs. 196568 hypothetical 
protein FLJ20126 
/FL=gb:NM_01 7677.1 


NM_017677 




NP_060147 


220577_at 


7.63E-04 


gb:NM_025006.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 13373 (FLJ 13373), mRNA. 
/FEA=mRNA /GEN=FLJ13373 
/PROD=hvnothptiral nrotpin 
FLJ 13373 

/DB_XREF=gi: 13376522 
/UG=Hs.287567 hypothetical 
protein FLJ 13373 
/FL=gb:NM_025006.1 


NM_025006 




NP_079282 


220591_s_at 


0.013527 


gb:NM_025184.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ22843 (FLJ22843), mRNA. 
/FEA=mRNA /GEN=FLJ22843 
/PROD=hypothetical protein 
FLJ22843 

/DB_XREF=gi: 13376775 
/UG=Hs.301143 hypothetical 
protein FLJ22843 
/FL=gb:NM 025184.1 


NM_025184 




NP_079460 
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220603_s_at 


0.00121 


gb:NM_01 8349.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11175 (FLJ11175), mRNA. 
/FEA=mRNA /GEN=FLJ11175 

/PROn=hvnnthptirsil nrntoin 

/ I 1 W>L-/ — 1 iy }JUU 1 CLINCH piVJLCIII 

FLJ11175 

/DB_XREF=gi:8922916 
/UG=Hs. 33368 hypothetical 
protein FLJ11175 
/FL=gb:NM_018349.1 


NM_018349 




NP_060819 


22061 5_s_at 


0.001213 


gb:NM_01 8099.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10462 (FLJ10462), mRNA. 
/FEA=mRNA /GEN=FLJ10462 
/PROD=hypothetical protein 

Fl I104RP 

/DB_XREF=gi:8922433 
/UG=Hs. 100895 hypothetical 
protein FLJ 10462 
/FL=gb:AL1 36843.1 
gb:NM_018099.1 


NM_018099 




NP_060569 


220661_s_at 


7.76E-04 


gb:NM_017865.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20531 (FLJ20531), mRNA. 
/FEA=mRNA /GEN=FLJ20531 
/r t\\ju— nypuineucoi proiein 
FLJ20531 

/DB_XREF=gi:8923497 
/UG=Hs.23617 hypothetical 
protein FLJ20531 
/FL=gb:NM_017865.1 


NM_017865 




NP_060335 


220669_at 


0 041795 


ab NM 017493 2 /DEF=Homo 
sapiens Hin-1 (HSHIN1), 
mRNA. /FEA=mRNA 
/GEN=HSHIN1 /PROD=Hin-1 
/DB_XREF=gi:13518029 
/UG=Hs.252722 Hin-1 
/FL=gb:NM 017493.2 


NM 017493 




NP 059963 
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220684_at 


0.011969 


gb:NM_013351.1 /DEF=Homo 
sapiens T-box 21 (TBX21), 

mRNA /FFA=mRNA 
/GEN=TBX21 /PROD=T-box 
21 /DB_XREF=gi:7019548 
/UG=Hs.272409 T-box 21 
/FL=gb:AF093098.1 
gb:NM_01 3351.1 
gb:AF241 243.2 


NM_013351 




NP_037483 


22071 0_at 


0.021566 


gb:NM_024970.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ11722 (FLJ11722), mRNA. 
/FEA=mRNA /GEN=FLJ11722 

/PROD - Kv/nnthofir^al nmtoin 

FLJ11722 

/DB_XREF=gi: 13376465 
/UG=Hs.287444 hypothetical 
protein FLJ11722 
/FL=gb:NM_024970.1 


NM_024970 




NP_079246 


220739_s_at 


7.63E-04 


gb:NM_017623.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20018 (FLJ20018), mRNA. 
/FEA=mRNA /GEN=FLJ20018 
iv t\\ju— nypoineucai protein 
FLJ20018 

/DB_XREF=gi:8923022 
/UG=Hs.44095 hypothetical 
protein FLJ20018 
/FL=gb:NM_017623.1 


NM_017623 




NP_060093 


220741_s_at 


7.63E-04 


gb:NM_006903.1 /DEF=Homo 
sapiens inorganic 
pyrophosphatase (SID6-306), 
mRNA. /FEA=mRNA 
/GEN=SID6-306 
/PROD=inoraanic 

It 1 \ LaS II Iwl Udl llv 

pyrophosphatase 
/DB_XREF=gi: 13491 177 
/UG=Hs.5123 inorganic 
pyrophosphatase 
/FL=gb:NM_006903.1 
gb:AB026722.1 


NM_006903 




NP_789845 
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220746_s_at 


0.028757 


gb:NM_016290.1 /DEF=Homo 
sapiens retinoid x receptor 
interacting protein 
(LOC51720), mRNA. 
/FEA=mRNA /GEN=LOC51720 
/PROD=retinoid x receptor 

intpraptinn nrotpin 
/DB_XREF=gi:7706482 
/UG=Hs.7889 retinoid x 
receptor interacting protein 
/FL=gb:AF1 13538.1 
gb:NM_0 16290.1 


NM_016290 




NP_057374 


220750_s_at 


0.041179 


gb:NM_022356.1 /DEF=Homo 
sapiens growth suppressor 1 
(GROS1), mRNA. 
/FEA=mRNA /GEN=GROS1 
/PROD=growth suppressor 1 
/DB_XREF=gi: 11641270 
/UG=Hs.10114 growth 
suppressor 1 
/FL=gb:AF097431.1 
gb:NM 022356.1 


NM_022356 




NP_071751 


220761_s_at 


0.007652 


gb:NM_016281.1 /DEF=Homo 

odplCllo O 1 [Z^.U-|lr\t; IMIIdot? 

(JIK), mRNA. /FEA=mRNA 
/GEN=JIK /PROD=STE20-like 
kinase /DB_XREF=gi:7705559 
/UG=Hs. 12040 STE20-like 
kinase /FL=gb:AF1 79867.1 
gb:NM 016281.1 


NM_016281 




NP_057365 


220800_s_at 


0.03549 


gb:NM_014547.1 /DEF=Homo 
sapiens tropomodulin 3 
(ubiquitous) (TMOD3), mRNA. 
/FEA=mRNA /GEN=TMOD3 
/PROD=tropomodulin 3 
(ubiquitous) 
/DB_XREF=gi:7657648 
/UG=Hs. 22826 tropomodulin 3 
(ubiquitous) 
/FL=gb:AF237631.1 
gb:NM 014547.1 


NM_0 14547 




NP_055362 
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220864_s_at 


0.023543 


gb:NMJ315965.1 /DEF=Homo 
sapiens CGI-39 protein; cell 
death-regulatory protein 
GRIM19 (LOC51079), mRNA. 
/FEA=mRNA /GEN=LOC51079 
/PROD=CGI-39 protein; cell 
death-regulatory 
proteinGRIM19 
/DB_XREF=gi:7705733 

/lin=H«; 97Q^74 Pftl-^Q 

protein; cell death-regulatory 
protein GRIM19 
/FL=gb:AF 132973.1 
gb:AF1 55662.1 
gb:NM_015965.1 


NM_0 15965 




NP_057049 


220865_s_at 


0.001942 


gb:NM_014317.2 /DEF=Homo 
sapiens trans-prenyltransferase 
(TPT), mRNA. /FEA=mRNA 
/GEN=TPT /PROD=trans- 

nrpnvltran^fpra^P 

yj\ CI lyiLICll IOI vl QOC 

/DB_XREF=gi: 11863164 
/UG=Hs.279865 trans- 
prenyltransferase 
/FL=gb:NM_014317.2 
gb:AF1 18395.1 


NM_014317 




NP_055132 


220881_at 


0.038535 


gb:NM_01 8606.1 /DEF=Homo 
sapiens hypothetical protein 
PR01787 (PR01787), mRNA. 
/FEA=mRNA /GEN=PR01787 
/PROD=hypothetical protein 
PR01787 

/DB_XREF=gi:8924080 
/UG=Hs.283063 hypothetical 
protein PR01787 
/FL=gb:AF1 16668.1 
gb:NM_01 8606.1 


NM_0 18606 




NP_061076 
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220924_s_at 


6.66E-04 


gb:NMJ)1 8976.1 /DEF=Homo 
sapiens amino acid 
transporter 2 (KIAA1382), 
mRNA. /FEA=mRNA 

/OCIN — r\IMr\ IOOZ 

/PROD=amino acid transporter 
2 /DB_XREF=gi:9506836 
/UG=Hs.298275 amino acid 
transporter 2 
/FL=gb:NMJ)1 8976.1 


NM_018976 




NP_061849 


220925_at 


0.026167 


gb:NM_021929.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ21613 similar to rat 
corneal wound healing related 
protein (FLJ21613), mRNA. 
/FEA=mRNA /GEN=FLJ21613 
/PROD=hypothetical protein 
FLJ21613 similar to ratcorneal 
wound healing related protein 
/DB_XREF=gi: 11 345463 

/I \CZ— Wc ^CiOQRO hwnnthotirol 

/uo-nb.ouuyoz riypoinsiiCai 
protein FLJ21613 similar to 
rat corneal wound healing 
related protein 
/FL=gb:NM_021929.1 


NM_021929 




NP_068748 


220926_s_at 


0.001812 


gb:NM_025191.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ13033 (FLJ13033), mRNA. 
/FEA=mRNA /GEN=FLJ13033 
/PROD=hvnoth^tiral nrntpin 
FLJ 13033 

/DB_XREF=gi: 13376781 
/UG=Hs.301997 hypothetical 
protein FLJ13033 
/FL=gb:NM_025191.1 


NM_025191 




NP_079467 
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220939_s_at 


0.005574 


gb:NM_017743.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ20283 (FLJ20283), mRNA. 
/FEA=mRNA /GEN=FLJ20283 
/PROD=hypothetical protein 
FLJ20283 

/DB_XREF=gi:8923261 
/UG=Hs.44033 hypothetical 
protein FLJ20283 
/FL=gb:NM_017743.1 


NM_017743 




NP_569118 


220940_at 


9.85E-04 


gb:NM_025190.1 /DEF=Homo 
sapiens KIAA1641 protein 
(KIAA1641), mRNA. 
/FEA=mRNA /GEN=KIAA1641 
/PROD=hypothetical protein 
FLJ21281 

/DB_XREF=gi: 13449272 
/UG=Hs.44566 KIAA1641 
protein /FL=gb:NM_025190.1 


NM_025190 




NP_079466 


220941_s_at 


0.028757 


gb:NM_017447.1 /DEF=Homo 
sapiens hypothetical protein 
LOC54149 (YG81), mRNA. 
/FEA=mRNA /GEN=YG81 
/PROD=hypothetical protein 
LOC54149 

/DB_XREF=gi:8394546 
/UG=Hs.49391 hypothetical 
protein LOC54149 
/FL=gb:NM_01 7447.1 


NM_017447 




NP_059143 


220945_x_at 


7.63E-04 


gb:NM_01 8050.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ10298 (FLJ10298), mRNA. 
/FEA=mRNA /GEN=FLJ 10298 
/PROD=hypothetical protein 
FU 10298 

/DB_XREF=gi:8922334 
/UG=Hs.5999 hypothetical 
protein FLJ 10298 
/FL=gb:NM_018050.1 


NM_0 18050 




NP_060520 
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220947_s_at 


0.003965 


gb:NM_01 5527.1 /DEF=Homo 
sapiens DKFZP434P1750 
protein (DKFZP434P1750), 
mRNA. /FEA=mRNA 
/GEN=DKFZP434P1 750 
/PROD=DKFZP434P1 750 
protein IDS XREF=gi:7661587 
/UG=Hs.7274 
DKFZP434P1750 protein 
/FL=gb:NM_01 5527.1 


NM_015527 




NP_056342 


220949_s_at 


7.25E-04 


gb:NM_024033.1 /DEF=Homo 
sapiens hypothetical protein 
MGC5242 (MGC5242), mRNA. 
/FEA=mRNA /GEN=MGC5242 
/PROD=hypothetical protein 
MGC5242 

/DB_XREF=gi:13162284 
/UG=Hs.77365 hypothetical 
protein MGC5242 
/FL=gb:BC000168.2 
gb:NM_024033.1 


NM_024033 




NP_076938 


220951_s_at 


0.016692 


gb:NM_014576.1 /DEF=Homo 
sapiens Apobec-1 
complementation factor; 
APOBEC-1 stimulating protein 
(ACF), mRNA. /FEA=mRNA 
/GEN=ACF /PROD=Apobec-1 
complementation factor; 
APOBEC-1 stimulating protein 
/DB_XREF=gi:7656852 
/UG=Hs 8349 ADobec-1 
complementation factor; 
APOBEC-1 stimulating protein 
/FL=gb:AF209192.1 
gb:NM_014576.1 
gb:AF271 789.1 


NM_014576 




NP_620311 


220953_s_at 


0.007178 


gb:NM_019061.1 /DEF=Homo 
sapiens hypothetical protein 
(FLJ20476), mRNA. 
/FEA=mRNA /GEN=FLJ20476 
/PROD=hypothetical protein 
/DB XREF=gi:9506678 
/UG=Hs.93872 KIAA1682 
protein /FL=gb:NM_019061.1 


NM_019061 




NP_061934 
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220964_s_at 


0.040104 


gb:NM_030981.1 /DEF=Homo 
sapiens small GTP-bindinq 
protein (RAB1B), mRNA. 
/FEA=mRNA /GEN=RAB1B 
/PROD=small GTP-binding 
protein 

/DB XREF=gi: 13569961 
/FL=gb:NM 030981.1 


NM_030981 




NP_1 12243 


220980_s_at 


0.001812 


gb:NM_031284.1 /DEF=Homo 
sapiens hypothetical protein 
DKFZp434B195 
(DKFZP434B195), mRNA. 
/FEA=mRNA 
/GEN=DKFZP434B195 
/PROD=hypothetical protein 
DKFZp434B195 
/DB_XREF=gi: 137751 93 ' 
/FL=gb:NM_031284.1 


NM_031284 




NP_1 12574 


220987_s_at 


0.013527 


gb:NM_030952.1 /DEF=Homo 
sapiens hypothetical protein 
DKFZp434J037 
(DKFZP434J037), mRNA. 
/FEA=mRNA 
/GEN=DKFZP434J037 
/PROD=hypothetical protein 
DKFZp434J037 
/DB_XREF=gi: 13569921 
/FL=gb:NM_030952.1 


NM_030952 




NP_1 12214 


220995_at 


0.037793 


gb:NM_014178.1 /DEF=Homo 
sapiens HSPC156 protein 
(HSPC156), mRNA. 
/FEA=mRNA /GEN=HSPC156 
/PROD=HSPC156 protein 
/DB_XREF=gi:7661811 
/UG=Hs.99291 HSPC156 
protein /FL=gb:AF161 505.1 
gb:NM_014178.1 


NM_014178 




NP_054897 


220999_s_at 


0.049173 


gb:NM_030778.1 /DEF=Homo 
sapiens hypothetical protein 
PR01331 (PR01331), mRNA. 
/FEA=mRNA /GEN=PR01331 
/PROD=hypothetical protein 
PR01331 

/DB_XREF=gi: 135621 15 
/FL=gb:NM_030778.1 


NM_030778 




NP_1 10405 
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221002_s_at 


9.85E-04 


gb:NM_030927.1 /DEF=Homo 
sapiens hypothetical protein 
MGC11352 (MGC11352), 
mRNA. /FEA=mRNA 
/GEN=MGC11352 
/PROD=hypothetical protein 
MGC 11352 

/DB XREF=gi: 13569888 
/FL=gb:NM_030927.1 


NM_030927 




NPJ12189 


221006_s_at 


0.003875 


gb:NM_030918.1 /DEF=Homo 
saDiens hvDOthetical orotein 
My014 (MY014), mRNA. 
/FEA=mRNA /GEN=MY014 
/PROD=hypothetical protein 
My014 

/DB XREF=gi: 13569876 
/FL=gb:NM_030918.1 


NM_030918 




NP_1 12180 


221011_s_at 


0.001812 


gb:NM_030915.1 /DEF=Homo 
sapiens hypothetical protein 
DKFZp566J091 
(DKFZP566J091), mRNA. 
/FEA=mRNA 
/GEN=DKFZP566J091 
/PROD=hypothetical protein 
DKFZp566J091 
/DB_XREF=gi: 13569871 
/FL=gb:NMJ)30915.1 


NM_030915 




NP_1 12177 


221012_s_at 


0.03359 


gb:NM_030912.1 /DEF=Homo 
sapiens tripartite motif protein 
TRIM8 (TRIM8) mRNA 
/FEA=mRNA /GEN=TRIM8 
/PROD=tripartite motif protein 
TRIM8 

/DB_XREF=gi: 1 3569865 
/FL=gb:NM_030912.1 


NM_030912 




NP_1 12174 


221014_s_at 


0.006043 


gb:NM_031 296.1 /DEF=Homo 
sapiens hypothetical protein 
DKFZp434G099 
(DKFZP434G099), mRNA. 
/FEA=mRNA 
/GEN=DKFZP434G099 
/PROD=hypothetical protein 
DKFZp434G099 
/DB_XREF=gi: 137861 28 
/FL=gb:NIVL031296.1 


NM_031296 




NP_1 12586 



Page 748 of 780 



TABLE 3K 



Genes Corresponding 1 


l*o Differentially Expressed Genes in Figure 18 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


221025_x_at 


0.041795 


gb:NM_031292.1 /DEF=Homo 
sapiens hypothetical protein 
DKFZp434G1415 
(DKFZP434G1415) mRNA 
/FEA=mRNA 
/GEN=DKFZP434G1415 
/PROD=hypothetical protein 
DKFZp434G1415 
/DB_XREF=gi: 13775209 
/FL=gb:NM_031 292.1 


NM_031292 




NP_1 12582 


221028_s_at 


0.038584 


gb:NM_030819.1 /DEF=Homo 
sapiens hypothetical protein 
MGC11335 (MGC11335) 

i»i w i ■ www uviv^v i i w w w / 1 

mRNA. /FEA=mRNA 
/GEN=MGC11335 
/PROD=hypothetical protein 
MGC11335 

/DB_XREF=gi:1 354061 5 
/FL=gb:NM_030819.1 


NM_030819 




NP_1 10446 


221036_s_at 


6.66E-04 


gb:NM_031 301.1 /DEF=Homo 
sapiens hypothetical protein 
DKFZp564D0372 
fDKFZP564D0372l mRNA 

1 L/IM 4>l WW fl— 'WW/ 1 1 II Min^ 

/FEA=mRNA 
/GEN=DKFZP564D0372 
/PROD=hypothetical protein 
DKFZp564D0372 
/DB_XREF=gi: 13775223 
/FL=gb:NM_031 301.1 


NM_031301 




NP_1 12591 


221041_s_at 


0.006073 


gb:NM_01 2434.1 /DEF=Homo 
sapiens solute carrier family 
17 (anionsugar transporter), 
member 5 (SLC17A5), mRNA. 
/FEA=mRNA /GEN=SLC17A5 
/PROD=solute carrier family 
17 (anionsugartransporter), 
member 5 

/DB_XREF=gi:6912665 
/UG=Hs.1 17865 solute carrier 
family 17 (anionsugar 
transporter), member 5 
/FL=gb:NM_01 2434.1 


NM_012434 




NP_036566 
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221044_s_at 


0.013527 


gb:NM_021616.1 /DEF=Homo 
sapiens ring finger protein 21, 
interferon-responsive (RNF21), 
mRNA. /FEA=mRNA 
/GEN=RNF21 /PROD=ring 
finger protein 21, interferon- 
responsive 

/DB_XREF=gi: 11055977 
/UG=Hs.12530O ring finger 
protein 21, interferon- 
responsive /FL=gb:AB039903.1 
gb:NM_021616.1 


NM_021616 




NP_569074 


221046_s_at 


0.007818 


gb:NM_014170.1 /DEF=Homo 
sapiens HSPC135 protein 
(HSPC135), mRNA. 
/FEA=mRNA /GEN=HSPC135 
/PROD=HSPC135 protein 
/DB_XREF=gi:7661795 
/UG=Hs.127496 HSPC135 
protein /FL=gb:AF161484.1 
gb:NM_014170.1 


NM_014170 




NP_054889 


221050_s_at 


0.014463 


gb:NM_01 9096.1 /DEF=Homo 
sapiens GTP binding protein 
2 (GTPBP2} mRNA 
/FEA=mRNA /GEN=GTPBP2 
/PROD=GTP binding protein 2 
/DB_XREF=gi:9506762 
/UG=Hs. 13011 GTP binding 
protein 2 /FL=gb:NM_019096.1 


NM_019096 




NP_061969 


221058_s_at 


0.001406 


gb:NM_01 6326.2 /DEF=Homo 
sapiens chemokine-like factor 
3, alternatively spliced 
(LOC51192), mRNA. 
/FEA=mRNA /GEN=LOC51192 
/PROD=chemokine-like factor 
3, alternatively spliced 
/DB_XREF=gi: 10092611 
AJG=Hs.15159 chemokine-like 
factor, alternatively spliced 
/FL=gb:NM_016326.2 
gb:AF135381.2 


NM_016326 




NP_058647 
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221059_s_at 


0.003373 


gb:NMJD21615.1 /DEF=Homo 
sapiens carbohydrate (N- 
acetylglucosamine 6-0) 
sulfotransferase 6 (CHST6), 
mRNA. /FEA=mRNA 
/GEN=CHST6 
/PROD=carbohydrate (N- 
acetylglucosamine 6- 

vjoUllULIdliolcldoc vj 

/DB_XREF=gi: 11 055975 
/UG=Hs. 157439 carbohydrate 
(N-acetylglucosamine 6-0) 
sulfotransferase 6 
/FL=gb:AF21 9990.1 
gb:NM_021615.1 


NM_021615 




NP_067628 


221082_s_at 


0.016796 


gb:NM_022477.1 /DEF=Homo 
sapiens hypothetical protein 
FLJ 13556 similar to N-myc 
downstream regulated 3 
(FLJ13556), mRNA. 
/FEA=mRNA /GEN=FU 13556 
/PROD=hypothetical protein 
FLJ13556 similar to N- 

1 1 lyOUUWI loll KSal 1 1 ICyUidLCU o 

/DB_XREF=gi: 11968028 
/UG=Hs.240615 hypothetical 
protein FLJ13556 similar to N- 
myc downstream regulated 3 
/FL=gb:NMJ)22477.1 


NM_022477 




NP_1 14402 


221156_x_at 


7.76E-04 


gb:NM_004748.1 /DEF=Homo 
sapiens cell cycle progression 
8 protein (CPR8), mRNA. 
/FEA=mRNA /GEN=CPR8 
/PROD=cell cycle progression 
8 orotein 

/DB_XREF=gi:4758047 
/UG=Hs.283753 cell cycle 
progression 8 protein 
/FL=gb;AF01 1794.1 
gb:NM_004748.1 


NM_004748 




NP_004739 
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221158_at 


0.034854 


gb:NM_013329.1 /DEF=Homo 
sapiens GC-rich sequence 
DNA-binding factor candidate 
(GCFC), mRNA. /FEA=mRNA 
/GEN=GCFC /PROD=GC-rich 

candidate 

IDB XREF=gi:7019390 
/UG=Hs.283771 GC-rich 
sequence DNA-binding factor 
candidate /FL=gb:AF1 53208.1 
gb:NM_01 3329.1 


NM_013329 




NP_663301 


221188_s_at 


9.85E-04 


gb:NM_014430.1 /DEF=Homo 
sapiens cell death-inducing 
DFFA-like effector b (CIDEB), 
mRNA. /FEA=mRNA 
/GEN=CIDEB /PROD=cell 

dpath-inrinrinn DFFA-likp 
uwcili i iMVJuvsii ly urrn iii\c 

effector b 

/DB_XREF=gi:7656978 
/UG=Hs.288835 cell death- 
inducing DFFA-like effector b 
/FL=gb:AF1 90901.1 
gb:NM_014430.1 


NM_014430 




NP_055245 


221190_s_at 


0.047555 


gb:NM_013326.1 /DEF=Homo 
sapiens colon cancer- 
associated protein Mid 
(MIC1), mRNA. /FEA=mRNA 

/f5FN=Mld /PRnn=rnlnn 
/ytii — ivi i i / 1 r\ w L/ — l»uiui I 

cancer-associated protein Mid 
/DB_XREF=gi:7019454 
/UG=Hs.289080 colon cancer- 
associated protein Mid 
/FL=gb:AF1 43536.1 
gb:NM_013326.1 


NM_013326 




NP_037458 


221194_s_at 


0.040891 


gb:NM_016125.1 /DEF=Homo 
sapiens PTD016 protein 
(LOC51136), mRNA. 
/FEA=mRNA /GEN=LOC51136 
/PROD=PTD016 protein 
/DB_XREF=gi:7705842 
/UG=Hs.30154 PTD016 
protein /FL=gb:AF100745.1 
gb:NM 016125.1 


NM_016125 




NP_057209 
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221196_x_at 


0.029441 


gb:NM_024332.1 /DEF=Homo 
saDien«? cR 1A ICS 1A^ 
mRNA. /FEA=mRNA 
/GEN=C6.1A /PROD=c6.1A 
/DB_XREF=gi: 13236582 
/UG=Hs.301927 c6.1A 
/FL=gb:BC002999.1 
gb:NM_024332.1 


NM_024332 




NP_077308 


221210_s_at 


0.022439 


gb:NM_030769.1 /DEF=Homo 
sapiens hypothetical protein 
similar to swine 
acylneuraminate lyase 
(C10RF13), mRNA. 

/ppA=mRMA /fiFN=nflRF1^ 

/PROD=hypothetical protein 
similar to 

swineacylneuraminate lyase 
/DB XREF=gi:1 3540532 
/FL=gb:NM_030769.1 


NM_030769 




NP_1 10396 


221214_s_at 


0.001942 


gb:NM_015537.1 /DEF=Homo 
sapiens DKFZP586J1624 
protein (DKFZP586J1624), 
mRNA. /FEA=mRNA 

/PROD=DKFZP586 J 1 624 
protein /DB_XREF=gi:7661679 
/UG=Hs.4964 DKFZP586J1624 
protein /FL=gb:NM_015537.1 


NM_015537 




NP_056352 


22121 8_s_at 


0.005347 


gb:NM_022445.1 /DEF=Homo 
sapiens mouse thiamin 
pyrophosphokinase homolog 
(TPK1), mRNA. /FEA=mRNA 
/GEN=TPK1 /PROD=mouse 
thiamin pyrophosphokinase 
homolog 

/DB_XREF=gi: 11990617 
/UG=Hs.58715 thiamine 
pyrophosphokinase 
/FL=gb:NM_022445.1 


NM_022445 




NP_071890 
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221234_s_at 


0.007839 


gb:NM_021813.1 /DEF=Homo 
sapiens BTB and CNC 
homology 1, basic leucine 
zipper transcription factor 2 

fRAPH?^ mRNA /FFA=mRMA 

/GEN=BACH2 /PROD=BTB 
and CNC homology 1, basic 
leucine zippertranscription 
factor 2 

/DB_XREF=gi: 13540489 
/FL=gb:NM 021813.1 


NM_021813 




NP_068585 


221235_s_at 


0.004519 


gb:NM_030825.1 /DEF=Homo 
sapiens hypothetical protein 

Fl I999Q/1 /PI I99904\ mPMA 

/FEA=mRNA /GEN=FLJ22294 
/PROD=hypothetical protein 
FLJ22294 

/DB_XREF=gi: 13540497 
/FL=gb:NM_030825.1 


NM_030825 






221249_s_at 


0.013803 


gb:NM_030802.1 /DEF=Homo 
sapiens CEBP-induced protein 

^LUOO IO?Oj, ITI r\INM. 

/FEA=mRNA /GEN=LOC81558 
/PROD=CEBP-induced protein 
/DB_XREF=gi: 13540589 
/FL=gb:NM_030802.1 


NM_030802 




NP_1 10429 


221257_x_at 


0.001852 


gb:NM_030793.1 /DEF=Homo 
Sapiens nypoineucai proiein 
SP329 (SP329), mRNA. 
/FEA=mRNA /GEN=SP329 
/PROD=hypothetical protein 
SP329 

/DB XREF=gi: 13540573 
/FL=gb:NM_030793.1 


NM_030793 




NP_1 10420 


221263_s_at 


0.003965 


gb:NM_031287.1 /DEF=Homo 
sapiens hypothetical protein 
MGC3133 fMGC3133l mRNA 
/FEA=mRNA /GEN=MGC3133 
/PROD=hypothetical protein 
MGC3133 

/DB_XREF=gi: 137751 99 
/FL=gb:NM_031287.1 


NM_031287 




NP_1 12577 
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221264_s_at 


7.63E-04 


gb:NM_031214.1 /DEF=Homo 

<>anipn^ hvnnthptiral nrntpin 

(AF311304), mRNA. 
/FEA=mRNA /GEN=AF311304 
/PROD=hypothetical protein 
/DB_XREF=gi: 13654285 
/FL=gb:NM_031214.1 


NM_031214 




NP_1 12491 


221381_s_at 


7.63E-04 


gb:NM_006792.2 /DEF=Homo 
sapiens mortality factor 4 

/GEN=MORF4 
/PROD=mortality factor 4 
/DB_XREF=gi:6996927 
/UG=Hs.251396 mortality 
factor 4 /FL=gb:NM_006792.2 


NM_006792 






221419_s_at 


0.01063 


gb:NM_01 3307.1 /DEF=Homo 
sapiens non-functional folate 
binding protein (HSAF000381), 
mRNA /FFA=nn c ; 

MUM NH. /I 1 — L/ 

/GEN=HSAF000381 
/PROD=non-functional folate 
binding protein 
/DB_XREF=gi:7019412 
/FL=gb:NM_01 3307.1 


NM_013307 






221421_s_at 


0.040006 


gb:NM_030955.1 /DEF=Homo 
sapiens a disintegrin-like and 
metalloprotease (reprolysin 
type) with thrombospondin 
type 1 motif, 12 
(ADAMTS12), mRNA. 
/FEA=CDS /GEN=ADAMTS12 
/PROD=a disinteorin-like and 

/ 1 1 A V-^ MS \-A \J Iwll 1 L^-r VJ till || IW t-i 1 1 VI 

metalloprotease(reprolysin 
type) with thrombospondin 
type 1 motif, 12 
/DB_XREF=gi: 13569927 
/FL=gb:NM 030955.1 


NM_030955 




NP_1 12217 
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221425_s_at 


0.00166 


gb:NM_030940.1 /DEF=Homo 
sapiens hypothetical protein 
ivioo t t^/D similar io L>ooiyo 
(MGC4276), mRNA. 
/FEA=CDS /GEN=MGC4276 
/PROD=hypothetical protein 
MGC4276 similar to CG8198 
/DB_XREF=gi: 135699 10 
/FL=gb:NM 030940.1 


NM_030940 




NP_1 12202 


221428_s_at 


0.030968 


gb:NM_030921.1 /DEF=Homo 
sapiens nypotneticai protein 
DC42 (DC42), mRNA. 
/FEA=CDS /GEN=DC42 
/PROD=hypothetical protein 
DC42 /DB XREF=gi: 13569880 
/FL=gb:NM_030921.1 


NM_030921 




NP_1 12183 


221430_s_at 


0.027672 


gb:NM_030963.1 /DEF=Homo 
sapiens hypothetical protein 
DKFZp43401427 

/FEA=CDS 

/GEN=DKFZP43401427 
/PROD=hypothetical protein 
DKFZp43401427 
/DB_XREF=gi: 13624336 
/FL=gb:NM_030963.1 


NM_030963 




NP_1 12225 


221449_s_at 


0.001858 


gb:NM_030790.1 /DEF=Homo 
sapiens nypometicai protein 
CDA08 (CDA08), mRNA. 
/FEA=CDS /GEN=CDA08 
/PROD=hypothetical protein 
CDA08 

/DB_XREF=gi: 13540566 
/FL=gb:NM_030790.1 


NM_030790 




NP_1 10417 


221452_s_at 


0.001479 


gb:NM_030969.1 /DEF=Homo 
sapiens hypothetical protein 

IVIOOIZZO UVIO^ IZZo), miAlMA. 

/FEA=CDS /GEN=MGC1223 
/r r\^Ju--nypoineucai proiein 
MGC1223 

/ lj p /\ r\Lr — y i . i ou^hooo 

/FL=gb:NM_030969.1 


NM_030969 




NP_1 12231 


221471_at 


7.76E-04 


tumor differentially expressed 1 


AW 173623 


Hs.272168 


NP_006802 


221472_at 


7.63E-04 


tumor differentially expressed 1 


AW1 73623 


Hs.272168 


NP_006802 
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221473_x_at 


0.014372 


gb:U49188.1 /DEF=Human 

placenta (Diff33) mRNA, 

complete cds. /FEA=mRNA 

/GEN=Diff33 

/DB XREF=ai- 1293562 

/UG=Hs.272168 tumor 

differentially expressed 1 

/FL=gb:U49188.1 

gb:AF112227.1 gb:AF153979.1 

gb:NM_006811.1 


U49188 




NP_006802 


221474_at 


0.029624 


gb:U26162.1 /DEF=Human 
myosin regulatory light chain 
mRNA, complete cds. 
/FEA=mRNA /PROD=mvosin 
regulatory light chain 
/DB XREF=ai'829622 
/UG=Hs. 180224 death- 
associated protein 6 
/FL=gb:BC004994.1 
gb:D50372.1 gb:U26162.1 


U26162 




NP_291024 


221477_s_at 


7.63E-04 


superoxide dismutase 2, 
mitochondrial 


BF575213 


Hs.372783 




221478_at 


0.00121 


Consensus includes 
gb:AL1 32665.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp566E034 (from clone 
DKFZp566E034); complete 
cds. /FEA=mRNA 
/DB_XREF=gi:6137021 
/UG=Hs. 132955 
BCL2adenovirus E1B 19kD- 
interacting protein 3-like 
/FL=gb:AF060922.1 
gb:AB004788.1 gb:AF067396.1 
gb:NM_004331.1 
gb:AL1 32665.1 


AL1 32665 




NP_004322 
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221479_s_at 


0.00109 


gb:AF060922.1 /DEF=Homo 
sapiens clone 016a05 My020 
protein mRNA, complete cds. 
/FEA=mRNA /PROD=My020 
protein 

/DB_XREF=gi: 12001 981 
/UG=Hs. 132955 

interacting protein 3-like 
/FL=gb:AF060922.1 
gb:AB004788.1 gb:AF067396.1 
gb:NM_004331.1 
gb:AL1 32665.1 


AF060922 




NP_004322 


221482_s_at 


0.004519 


gb:BC003418.1 /DEF=Homo 
sapiens, cyclic AMP 
phosphoprotein, 19 kD, clone 
MGC:5468, mRNA, complete 
cds. /FEA=mRNA 
/PROD=rvrlir AMP 

phosphoprotein, 19 kD 
/DB_XREF=gi: 13097335 
/UG=Hs.7351 cyclic AMP 
phosphoprotein, 19 kD 
/FL=gb:BC003418.1 
gb:AF084555.1 


BC003418 




NP_006619 


221484_at 


0.029624 


Consensus includes 
gb:BF691447 /FEA=EST 
/DB_XREF=gi: 11976855 
/DB_XREF=est:602247615F1 
/CLONE=IMAGE:4332866 
/UG=Hs. 107526 UDP- 
GahbetaGlcNAc beta 1,4- 
galactosyltransferase, 
polypeptide 5 
/FL=gb:AB004550.1 
gb:AF038663.1 
gb:NM_004776.1 


NM_004776 




NP_004767 
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221485_at 


0.001835 


Consensus includes 
gb:AL035683 /DEF=Human 
DNA sequence from clone 
RP5-1063B2 on chromosome 
20q13.1-13.2. Contains the 3 
part of the gene for Beta-1,4- 
galactosyltransferase, ESTs, 
STSs and GSSs /FEA=mRNA 
/DB_XREF=gi:7288039 
/UG=Hs. 107526 UDP- 
Gal'hpfanirNAr hpta 1 4- 

galactosyltransferase, 
polypeptide 5 
/FL=gb:AB004550.1 
gb:AF038663.1 
gb:NM_004776.1 


NM_004776 




NP_004767 


221486_at 


0.025237 


gb:AF067170.1 /DEF=Homo 
sapiens alpha endosulfine 
mRNA romnlptp rcte 
/FEA=mRNA /PROD=alpha 
endosulfine 

/DB_XREF=gi:4894373 
/UG=Hs.1 11680 endosulfine 
alpha /FL=gb:AF067170.1 
gb:AF157510.1 


AF067170 




NP_004427 


221490_at 


8.11E-04 


gb:AL1 36733.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp434N1010 (from clone 
DKFZp434N1010); complete 
cds. /FEA=mRNA 
/GEN=DKFZp434N1010 

/PROn=h\/nnthptir^l nrntpin 

/DB_XREF=gi: 12052984 
/UG=Hs.75425 ubiquitin 
associated protein 
/FL=gb:AL1 36733.1 
gb:AF222043.2 
gb:NM_016525.2 


AL1 36733 




NP_057609 


221492_s_at 


7.63E-04 


gb:AF202092.1 /DEF=Homo 
sapiens PC3-96 mRNA, 
complete cds. /FEA=mRNA 
/PROD=PC3-96 
/DB_XREF=gi: 11493699 
/UG=Hs.26367 PC3-96 protein 
/FL=gb:AF202092.1 


AF202092 




NP_071933 
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221497_x_at 


0.007174 


gb:BC005369.1 /DEF=Homo 
sapiens, chromosome 1 open 
reading frame 12, clone 
MGC: 12484, mRNA, complete 
cds. /FEA=mRNA 
/PROD=chromosome 1 open 
reading frame 12 
/DB XREF=ar 13529208 
/UG=Hs.6523 chromosome 1 
open reading frame 12 
/FL=abAF229245 1 
gb:AF277176.1 
gb:NM 022051.1 
gb:BC005369.1 


BC005369 




NP_071334 


221498_at 


7.25E-04 


ESTs, Weakly similar to 
hypothetical protein FLJ20378 
[Homo sapiens] [H. sapiens] 


BF939727 


Hs.409278 


NP_112180 


221500 s at 


0 047555 


Consensus includes 
gb:BE782754 /FEA=EST 
/DB_XREF=gi: 10203952 
/DB_XREF=est:601 471 903F1 
/CLONE=IMAGE:3874921 
/UG=Hs.102178 syntaxin 16 
/FL=gb:AF008936.1 


AF008936 




MP 003754 


221504_s_at 


8.11E-04 


gb:AF1 12204.1 /DEF=Homo 
sapiens Vacuolar proton pump 
subunit SFD alpha isoform 
mRNA, complete cds. 
/FEA=mRNA /PROD=Vacuolar 
proton pump subunit SFD 
alpha isoform 
/DB XREF=ar6563195 

/L/LJ A\l\L_i y 1 .\J\J\J\J 1 &\J 

/UG=Hs. 19575 CGI-11 protein 
/FL=abAF298777 1 
gb:AF132945.1 gb:AF1 12204.1 
gb:NM_015941.1 


AF1 12204 




NP_057025 


221505_at 


6.66E-04 


leucine-rich acidic nuclear 
protein like 


AW612574 


Hs.71331 


NP_1 12182 


221507_at 


0.003584 


karyopherin beta 2b, transports 


BG258639 


Hs.278378 
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22151 1_x_at 


7.63E-04 


Consensus includes 
gb:AB033080.1 /DEF=Homo 
sapiens mRNA for KIAA1254 

nrntpin nartial p-Hq 

piUlCIII, pa 1 LI CI 1 LrUo. 

/FEA=mRNA /GEN=KIAA1254 
/PROD=KIAA1254 protein 
/DB_XREF=gi:6330892 
/UG=Hs. 82506 KIAA1254 
protein /FL=gb:AF21 2228.1 


AB033080 




NP_004739 


221515_s_at 


0.025424 


gb:BC001214.1 /DEF=Homo 
sapiens, CGI-68 protein, clone 
MGC:682, mRNA, complete 

rri«? /PFA=mRMA /PR(")n=f*fil. 
olio. /rurt~iiir\iNA / 1 r\v-/ L/ — 

68 protein 

/DB_XREF=gi: 12654744 
/UG=Hs.8054 CGI-68 protein 
/FL=gb:BC001214.1 
gb:AF1 51 826.1 
gb:NM 016015.1 


BC001214 




NP_057393 


221516_s_at 


0.003976 


gb:BC002587.1 /DEF=Homo 

QSinipnc hvnnthpti^al nrntpin 

clone MGC:1067, mRNA, 
complete cds. /FEA=mRNA 
/PROD=hypothetical protein 
/DB_XREF=gi: 12803520 
/UG=Hs.83869 hypothetical 
protein /FL=gb:BC002587.1 


BC002587 




NP_061881 


221523_s_at 


6.66E-04 


Consensus includes 
gb:AL138717 /DEF=Human 
DNA sequence from clone 
RP11-11D8 on chromosome 6 
Contains the 5 end of the 
gene for a yeast ubiquitin 
conjugating enzyme UBC6 
homolog, the gene for a 
possible GTP binding protein, 
a NACA (nascent-polypeptide- 
associated complex alpha 
DOlvDe /FEA=mRNA 2 
/DB_XREF=gi:8894207 
/UG=Hs.238679 Rag D 
protein /FL=gb:NM_021244.1 
gb:AF272036.1 gb:BC003088.1 


AL138717 
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221524_s_at 


0.002486 


gb:AF272036.1 /DEF=Homo 
sapiens Rag D mRNA, 
comDlete cds /FEA=mRNA 
/PROD=Rag D 
/DB_XREF=gi:1 11 81619 
/UG=Hs.238679 Rag D 
protein /FL=gb:NM_021244.1 
gb:AF272036.1 gb:BC003088.1 


AF272036 




NP_067067 


221528_s_at 


0.00267 


gb:BC000143.1 /DEF=Homo 
sapiens, Similar to 
hypothetical protein FLJ11656, 
clone MGC:5247, mRNA, 
complete cds. /FEA=mRNA 

/PROn=Similar tn hvnnthftiral 

protein FLJ 11656 

/DB XRFF=aM 2652782 

/UG=Hs.96560 hypothetical 

protein FLJ 11656 

/FL=gb:BC000143.1 


BC000143 




NP_573403 


221537_at 


0.043214 


hypothetical protein 
DKFZp564A176 


T16388 


Hs.322844 


NPJ15618 


221539_at 


0.003875 


gb:AB044548.1 /DEF=Homo 
sapiens POKcl.6 mRNA for 
eukaryotic translation initiation 
factor 4E binding protein 1, 
complete cds. /FEA=mRNA 
/GEN=POKcl.6 
/PROD=eukaryotic translation 
initiation factor 4Ebinding 
protein 1 

/DR XRFF=nM1 527778 

/UG=Hs.71819 eukaryotic 
translation initiation factor 4E 
binding protein 1 
/FL=gb:AB044548.1 
gb:BC004459.1 
gb:NM_004095.1 gb:L36055.1 


AB044548 




NP_004086 


221542_s_at 


0.043214 


SRY (sex determining region Y)- 
box 5 


T90773 


Hs. 11 5232 


NP_009106 
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221543_s_at 


6.66E-04 


gb:AL442077.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp667H242 (from clone 
DKFZp667H242); complete 
cds. /FEA=mRNA 

/ O C IN — U l\ r iL poo / n Z*f Z 

/PROD=hypothetical protein 
/DB_XREF=gi:10241715 
/UG=Hs. 125849 chromosome 
8 open reading frame 2 
/FL=gb:AL442077.1 
gb:NM_007175.1 


AL442077 




NPJD09106 


221547_at 


7.63E-04 


gb:BC000794.1 /DEF=Homo 
sapiens, pre-mRNA splicing 
factor similar to S. cerevisiae 
Prp18, clone MGC:5075, 
mRNA, complete cds. 
/FEA=mRNA /PROD=pre- 
mRNA splicing factor similar 

/DB_XREF=gi: 12653992 
/UG=Hs. 155244 pre-mRNA 
processing factor 18 
/FL=gb:BC000794.1 
gb:U51990.1 gb:NM_003675.1 


BC000794 




NP_003666 


221553_at 


0.023096 


gb:AL1 36636.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564K142 (from clone 
DKFZp564K142); complete 
cds. /FEA=mRNA 
/GEN=DKFZp564K142 
ir t\\ju— nypoineiicai proiein 
/DB_XREF=gi: 12052797 
/UG=Hs.323562 Homo 
Sapiens mrxiNM, cuim/a 
DKFZp564K142 (from clone 

cds /FL=gb:AL1 36636.1 


AL1 36636 




NP_1 15497 


221564_at 


0.035692 


HMT1 hnRNP 
methyltransferase-like 1 (S. 
cerevisiae) 


AL570294 


Hs.235887 


NP_001526 


221571_at 


0.002621 


TNF receptor-associated factor 
3 


AI721219 


Hs.297660 


NP_663778 
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221581_s_at 


0.031624 


gb:AF257135.1 /DEF=Homo 
sapiens WBSCR15 protein 
(WBSCR15) nriRNA, complete 
cds. /FEA=mRNA 
/GEN=WBSCR15 
/PROD=WBSCR15 protein 
/DB XREF=ar9651998 
/UG=Hs.56607 Williams- 
Beuren syndrome 
chromosome region 5 
/FL=gb:NM_022040.1 
gb:BC001609.1 gb:AF257135.1 


AF257135 




NP_1 15853 


221588_x_at 


0.021869 


Consensus includes 
gb:AI640855 /FEA=EST 
/DB XREF=ai 4703964 
/DB_XREF=est:wa27c1 1 .x1 
/CLONE=IMAGE2299316 
/UG=Hs.293970 
methylmalonate-semialdehyde 
dehydrogenase 
/FL=gb:AF1 30089.1 


AF1 30089 






221601_s_at 


0.007944 


regulator of Fas-induced 
apoptosis 


AI084226 


Hs.58831 


NP_005440 


221613_s_at 


0.001812 


gb:AL1 36598.1 /DEF=Homo 
sapiens mRNA; cDNA 
DKFZp564F2116 (from clone 
DKFZp564F2116); complete 
rrte /FFA=mRNA 

/GEN=DKFZp564F2116 
/PROD=hypothetical protein 
/DB_XREF=gi: 13276696 
/UG=Hs.83954 protein 
associated with PRK1 
/FL=gb:AL1 36598.1 


AL1 36598 




NP_061879 


221620_s_at 


0.001812 


gb:AF061 264.1 /DEF=Homo 
sapiens brain my025 mRNA, 
complete cds. /FEA=mRNA 
/PROD=brain my025 
/DB_XREF=gi: 12001 991 
/UG=Hs.40065 hypothetical 
protein MGC4825 
/FL=gb:AF061264.1 


AF061264 




NP_077027 
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221632_s_at 


0.022284 


gb:BC001 074.1 /DEF=Homo 
sapiens, clone MGC:2706, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 

It l — / \ 1111X11/ \ 11 IW^I— / wl IwVVI 1 

(protein for MGC:2706) 
/DB_XREF=gi:12654488 
/UG=Hs. 143638 WD repeat 
domain 4 /FL=gb:BC001074.1 


BC001074 




NP_387511 


221637_s_at 


0.013021 


gb:BC001434.1 /DEF=Homo 
sapiens, clone MGC:2477, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC:2477) 
/DB_XREF=gi: 126551 58 
/UG=Hs.9061 hypothetical 
protein MGC2477 
/FL=gb:BC001434.1 


BC001434 




NP_077004 


221654_s_at 


0.002724 


gb:AF077040.1 /DEF=Homo 
saDiens SIH003 mRNA 
complete cds. /FEA=mRNA 
/PROD=SIH003 
/DB_XREF=gi:4689127 
/UG=Hs.251636 ubiquitin 
specific protease 3 
/FL=gb:AF077040.1 


AF077040 




NP_006528 


221658_s_at 


0.023856 


gb:AF269133.1 /DEF=Homo 
sapiens novel interleukin 
receptor (NILR) mRNA, 

rnmnlpfp cc\^ /FFA=mRMA 

/GEN=NILR /PROD=novel 
interleukin receptor 
/DB_XREF=gi: 10801 190 
/UG=Hs.210546 interleukin 21 
receptor /FL=gb:AF269133.1 


AF269133 




NP_851565 


221666_s_at 


0.003976 


gb:BC004470.1 /DEF=Homo 
sapiens, clone MGC: 10332, 
mRNA, complete cds. 
/FEA=mRNA /PROD=Unknown 
(protein for MGC: 10332) 
/DB_XREF=gi: 1332531 5 
/UG=Hs.71869 apoptosis- 
associated speck-like protein 
containing a CARD 
/FL=gb:BC004470.1 


BC004470 




NP_660184 
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221669_s_at 


0.034854 


gb:BC001964.1 /DEF=Homo 
sapiens, acyl-Coenzyme A 
dehydrogenase family, 
member 8, clone MGC:4966, 
mRNA, complete cds. 
/FEA=mRNA /PROD=acyl- 
Coenzvmp A dphvriroapna^p 
family, member 8 
/DB_XREF=gi: 12805020 
/UG=Hs. 14791 acyl-Coenzyme 
A dehydrogenase family, 
member 8 /FL=gb:BC001 964.1 


BC001964 




NP_055199 


221670_s_at 


0.019689 


gb:AF1 56888.1 /DEF=Homo 
sapiens LIM homeobox 
protein 3 isoform a (LHX3) 
mRNA, complete cds. 
/FEA=mRNA /GEN=LHX3 
/PROD=LIM homeobox protein 
3 isoform a 
/DB_XREF=gi:71 10142 
/UG=Hs. 148427 LIM 
homeobox protein 3 
/FL=gb:AF1 56888.1 


AF1 56888 




NP_835258 


221675_s_at 


6.66E-04 


gb:AF195624.1 /DEF=Homo 
sapiens 

cholinephosphotransferase 1 
beta mRNA, complete cds. 

/FFA=mRNA 

/PROD=cholinephosphotransfer 

ase 1 beta 

/DB XREF=gi:9502012 

/UG=Hs.171889 

cholinephosphotransferase 1 

/FL=gb:AF1 95624.1 


AF1 95624 




NP_064629 


221691_x_at 


0.011166 


gb:AB042278.1 /DEF=Homo 
sapiens mRNA for 
nucleophosminB23.2, complete 
cds. /FEA=mRNA 
/PROD=nucleophosminB23.2 
/DB_XREF=gi: 13536990 
/FL=gb:AB042278.1 


AB042278 




NP_002511 
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221717_at 


0.016062 


gb:L25664.1 /DEF=Human 
interferon mRNA comDlete 
cds. /FEA=CDS 
/PROD=interferon 
/DB_XREF=gi:479010 
/UG=Hs.247726 Human 
interferon mRNA, complete 
cds /FL=gb:L25664.1 


L25664 






221724_s_at 


0.001812 


gb:AF200738.1 /DEF=Homo 
sapiens C-type lectin DDB27 
short form (DDB27) mRNA, 
complete cds. /FEA=CDS 
/GEN=DDB27 /PROD=C-type 
lectin DDB27 short form 
/DB XREF=ai - 11493653 
/UG=Hs.115515 C-type 
(calcium dependent, 
carbohydrate-recognition 
domain) lectin, superfamily 
member 6 /FL=gb:AF200738.1 


AF200738 




NP_057268 


221725_at 


0.001479 


Consensus includes 
gb:AI962978 /FEA=EST 
/DB XREF=ai'5755691 
/DB_XREF=est:wt25f05.x1 
/CLONE=IMAGE:2508513 
/UG=Hs.288908 WAS protein 
family, member 2 
/FL=gb:NM 006990.1 
gb:AB026542.1 


NM_006990 




NP_008921 


221731_x_at 


0.013021 


Consensus includes 

/DB_XREF=gi:1 11 12418 
/DB_XREF=est:601 885091 F1 
/CLONE=IMAGE:41 03447 
/UG=Hs.81800 chondroitin 
sulfate proteoglycan 2 
(versican) 


J02814 




NPJ304376 


221732_at 


0.016588 


Consensus includes 
gb:AK026161.1 /DEF=Homo 
sapiens cDNA: FLJ22508 fis, 
clone HRC11772. 
/FEA=mRNA 
/DB_XREF=gi: 10438922 
/UG=Hs.8859 Homo sapiens, 
Similar to RIKEN cDNA 
5830420C20 gene, clone 
IMAGE:3633379, mRNA, 
partial cds 


AK026161 




NP_620148 
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221736_at 


0.001213 


KIAA121 9 protein 


BG236163 


Hs.25431 




221741_s_at 


0.003976 


match: proteins: Tr:Q9Y5A9 
Tr:Q9VBZ5 Tr:077335 
Tr:Q9Y172 Tr:O04503; Human 
DNA sequence from clone RP5- 
963E22 on chromosome 20 
Contains the 3' end of a novel 
gene similar to NY-REN-2 
Antigen, 5 CpG islands, ESTs, 
STSs and GSSs, complete 
sequence. 


AL096828 






221748 s at 


0.002287 


tensin 


AL046979 


Hs.351432 




221749 at 


0.003842 


hypothetical protein FLJ31657 


AU 15791 5 


Hs.409076 


NP 689971 


221752_at 


7.25E-04 


Consensus includes 

gb:AL041728 /FEA=EST 

/DB_XREF=gi:5421076 

/DB XREF=est:DKFZp434O071 

7_s1 

/CLONE=DKFZp434O0717 
/UG=Hs.60377 KIAA1298 
protein 


AB037719 




NP_061857 


221757_at 


0.012448 


Consensus includes 
gb:BE042976 /FEA=EST 
/DB_XREF=gi:8360029 
/DB_XREF=est:ho31d03.x1 
/CLONE=IMAGE:3038981 
/UG=Hs 26670 Human PAC 
clone RP3-515N1 from 
22q11.2-q22 


AC002073 






221760_at 


0.010825 


Homo saDiens mannosidase 
alpha, class 1A, member 1 
(MAN1A1), mRNA 


BG287153 


Hs 388080 


NP 005898 


221761 at 


6.66E-04 


adenylosuccinate synthase 


AA628948 


Hs.90011 


NP 001117 


221764 at 


0.024115 


hypothetical protein BC012775 


AL574186 


Hs.9739 


NP 620129 


221765_at 


0.007157 


UDP-glucose ceramide 
glucosyltransferase 


BF970427 


Hs. 395863 


NP_003349 


221766_s_at 


0.038202 


Consensus includes 
gb:AW246673 /FEA=EST 
/DB XREF=gi:6589666 
/DB_XREF=est:2821951.3prime 
/CLONE=IMAGE:2821951 
/UG=Hs. 10784 hypothetical 
protein FLJ20037 


AL078599 
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221767_x_at 


0.001108 


Consensus includes 
gb:AA515560 /FEA=EST 
/DB_XREF=gi:2255160 
/DB_XREF=est:ni42c09.s1 
/CLONE=IMAGE:979504 
/UG=Hs.283473 hypothetical 
protein PRO2900 


AK026138 






221776 s at 


0.027176 


bromodomain containing 7 


AI885109 


Hs.279762 


NP_037395 


221778 at 


0.003842 


KIAA1 71 8 protein 


BE217882 


Hs.222707 




221786_at 


7.63E-04 


Consensus includes 
gb:BF197222 /FEA=EST 
/DB_XREF=gi: 11085906 
/DB XREF=est:7m88b07.x1 
/CLONE=IMAGE:3561949 
/UG=Hs. 12342 Homo sapiens 
clone 24538 mRNA sequence 


AF055030 




NP_579866 


221787_at 


0.003976 


Consensus includes 
gb:BF431618 /FEA=EST 
/DB_XREF=gi:1 1443732 
/DB_XREF=est:7o1 6e03.x1 
/CLONE=IMAGE3574349 
/UG=Hs 12342 Homo saoiens 

i WW 1 lw< 1 <(_w~£» 1 1 VI 1 IV wQUIvllw 

clone 24538 mRNA sequence 


AF055030 




NP_579866 


221790 s at 


0.038384 


LDL receptor adaptor protein 


AL545035 


Hs. 184482 


NP 056442 


221798 x at 


0 014372 


cadherin 1 t\/De 1 E-cadherin 

V/OU 1 Id III 1 | Ljf fJ V 1 , 1— vaUl ICI II 1 

(epithelial) 


Al 183766 


Hs 356360 


MP 002943 


221802 s at 


0.021205 


KIAA1598 protein 


AU1 57109 


Hs.23740 


NP 060800 


221803_s_at 


6.66E-04 


nuclear receptor binding factor-2 


AA883074 


Hs.27181 


NP_1 10386 


221819_at 


0.021852 


RAB35, member RAS oncogene 
family 


BF791960 


Hs.94308 


NP_006852 


221820_s_at 


0.002724 


Consensus includes 
gb:AK024102.1 /DEF=Homo 
sapiens cDNA FLJ14040 fis, 
clone HEMBA1005513, weakly 
similar to MALES-ABSENT 
ON THE FIRST PROTEIN 
(EC 2 3 1 -) /FEA=mRNA 
/DB_XREF=gi: 10436399 
/UG=Hs.42343 member of 
MYST family histone acetyl 
transferases, homolog of 
Drosophila MOF 


AK024102 




NP_1 15564 


221823_at 


0.002291 


hypothetical gene supported by 
AF038182; BC009203 


AL565741 


Hs.25925 


NP_1 49988 
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No 


221824_s_at 


0.004987 


hypothetical protein MGC26766 


AA770170 


Hs.395949 


NP_659458 


221829 s at 


0.005652 


karyopherin (importin) beta 2 


Al 307759 


Hs. 168075 


NP 694858 


221830 at 


7.63E-04 


ESTs j 


AI302106 


Hs.409145 


NP 066361 


221840 at 


0.010521 


ESTs ! 


AA775177 


Hs.408754 


NP 569119 


221853 s at 


0.010975 


pM5 protein 


N39536 


Hs.227823 


NP 775885 


221856_s_at 


0.014372 


Consensus includes 
abAL561943 /FEA=EST 
/DB XREF=aM 2909874 
/DB_XREF=est:AL561 943 
/CLONE=CS0DB002YO04 (3 
prime) /UG=Hs.3346 
hypothetical protein FLJ 11280 


AB037811 






221867 at 


0.00917 


hypothetical protein FLJ31821 


BF436315 


Hs.351575 


NP 694574 


221875_x_at 


0.022439 


major histocompatibility 
complex, class I, F 


AW514210 


Hs.377850 


NP_061823 


221892_at 


0.042498 


Consensus includes 
gb:AK024548.1 /DEF=Homo 
saDiens cDNA' FLJ20895 fis 
clone ADKA03483. 
/FEA=mRNA 
/DB_XREF=gi: 10436853 
/UG=Hs 285737 Homo 
saniens cDIMA* FLJ208QS fi<; 

00|JIVl 1 V Ol— / 1 'l/A. 1 L— O vs vJ C/ MO, 

clone ADKA03483 


AK024548 






221896_s_at 


0.011487 


likely ortholog of mouse hypoxia 
induced gene 1 


BE739519 


Hs.7917 


NP_054775 


221919_at 


0.027738 


heterogeneous nuclear 
ribonucleoprotein A1 


AW450929 


Hs.249495 


NP_1 12420 


221932 s at 


0.005649 


clone FLB4739 


AA1 33341 


Hs.294083 


NP 057501 


221943 x at 


0.007818 


ribosomal protein L38 


AW303136 


Hs.2017 


NP 000990 


221952_x_at 


0.002109 


Consensus includes 
gb:AB037814.1 /DEF=Homo 
sapiens mRNA for KIAA1393 
Drotein nartial cds 
/FEA=mRNA /GEN=KIAA1393 
/PROD=KIAA1393 Drotein 
/DB_XREF=gi:7243166 
/UG=Hs 33317 KIAA1393 
protein 


AB037814 






221960_s_at 


0.011138 


RAB2, member RAS oncogene 
family 


Al 189609 


Hs.78305 


NP_002856 


221962_s_at 


0.03002 


ubiquitin-conjugating enzyme 
E2H (UBC8 homolog, yeast) 


AI829920 


Hs.409297 


NP_003335 


221978_at 


0.005347 


major histocompatibility 
complex, class 1, F 


BE 138825 


Hs.377850 


NP_061823 


221983 at 


7.63E-04 


hypothetical protein MGC3035 


AL040896 


Hs.22412 


NP 077269 
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221984 s at 


7.76E-04 


hypothetical protein MGC3035 


AL040896 


Hs.22412 


NP 077269 


221985 at 


0.03947 


hypothetical protein FLJ20059 


AW006750 


Hs.246875 


NP 060114 


222029_x_at 


0.025293 


Consensus includes 
gb:NM_01 4260.1 /DEF=Homo 
sapiens HLA class II region 
expressed gene KE2 (HKE2), 
mRNA. /FEA=CDS 

/nFN=HKF9 /PROn=HI A 
pIjiqq 11 rpninn oynrPCQPrl 

OICJOO II IC^IUII CAJJI CObCU 

gene KE2 

/DB_XREF=gi:7657161 
/llfi=Hc; 9n^7^R HI A rla^Q II 

region expressed gene KE2 
/FL=gb:NM_014260.1 


NMJ)14260 




NP_055075 


222035 q at 


0 01071"? 


n^l\/^A^ nol\/mpra^p ^Inha 
jjwiy^rAy |y/uiyiiiwicioc aipiia 


AIQR447Q 


1 IO.*T^U^J I 


NIP 11R091 

INr II \J\JJL 1 


222036_s_at 


0.048317 


MCM4 minichromosome 

m?iintpn£inf*p ripfipipnt A 
pprpwiQisp^ 


AI859865 


Hs. 154443 




222039_at 


0.01737 


ESTs, Moderately similar to 
PRO0478 protein [Homo 

Qanipn^l TH QpnipnQl 


AA292789 


Hs.375584 




222040_at 


0.039362 


heterogeneous nuclear 

rihnni idPAnrnfpin A1 
i iuui iuvicu)ji uicii i n i 


AM 44007 


Hs.249495 


NP_1 12420 


222041 at 


0.0369 


ESTs 


BG235929 


Hs.391830 


NP 001374 


222052_at 


0.023543 


ESTs, Weakly similar to 
2109260A B cell growth factor 
[Homo sapiens] [H. sapiens] 


AA001552 


Hs.59839 




222061_at 


0.024136 


CD58 antigen, (lymphocyte 
function-associated antigen 3) 


AA700015 


Hs.75626 




222067_x_at 


0.04715 


Consensus includes 
gb:AL353759 /DEF=Human 
DNA sequence from clone 
RP1-221C16 on chromosome 
6. Contains two genes for 
novel histone 4 family 
members, two genes for 
novel histone 1 family 
members, three genes for 

nn\/pl hiQtnnp OVK familw 
i iuvci iiioiuiic £- lj icniiiiy 

members, a gene for a novel 
histone 2A family me... 
/FEA=mRNA 10 
/DB_XREF=gi:8745068 
/UG=Hs. 180779 H2B histone 
family, member B 


AL353759 






22207 1_s_at 


7.63E-04 


ESTs, Highly similar to 
hypothetical protein PR02176 
[Homo sapiens] [H. sapiens] 


BE552428 


Hs.391502 
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III II UVI Iv 

Accession 
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Protein 

• I \J IC III 

Accession 
No. 


222073_at 


0.009189 


collaaen tvoe IV aloha 3 
(Goodpasture antigen) 


AI694562 


Hs 530 


NP 112734 


222077_s_at 


0.002931 


Rac GTPase activating protein 1 


AU 153848 


Hs.23900 


NP_037409 


222082_at 


0.038202 


HIV-1 inducer of short 
transcripts binding protein; 
lymphoma related factor 


AI568395 


Hs. 104640 


NP_056982 


222111_at 


0.006596 


ESTs, Moderately similar to 
hypothetical protein FLJ20489 
[Homo sapiens] [H.sapiens] 


AU145293 


Hs.61773 




222119_s_at 


7.63E-04 


Consensus includes 

gb: AL1 1 7620. 1 /DEF=Homo 

sapiens mRNA; cDNA 

DKFZp564K2364 (from clone 

DKFZd564K2364V Dartial cds 

/FEA=mRNA 

/GEN=DKFZp564K2364 

/PROD=hypothetical protein 

/DB_XREF=gi:5912200 

/UG=Hs.284289 vitiligo- 

associated protein VIT-1 


AL1 17620 




NP_079409 


222132_s_at 


0.025377 


Consensus includes 
abAJ278150 1 /DEF=Homo 
sapiens mRNA for putative 
lipid kinase. /FEA=mRNA 
/PROD=putative lipid kinase 
/DB_XREF=gi:8250242 
/UG=Hs.260238 hypothetical 
protein FLJ10842 


AJ278150 




NP_060708 


222133_s_at 


0.01132 


Consensus includes 
gb:AK022280.1 /DEF=Homo 
sapiens cDNA FLJ12218 fis, 
clone MAMMA1001075, 
moderately similar to Homo 
sapiens CGI-72 protein 
mRNA. /FEA=mRNA 
/DB_XREF=gi: 10433640 
/UG=Hs.288435 Homo 
sapiens cDNA FLJ12218 fis, 
clone MAMMA1001075, 
moderately similar to Homo 
sapiens CGI-72 protein mRNA 


AK022280 




NP_057102 
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222143_s_at 


0.005574 


Consensus includes 
abAY007098 1 /DEF=Homo 
saoiens clone TCCCIA00183 
mRNA sequence. 
/FEA=mRNA 
/DB_XREF=gi:9955989 
/UG=Hs.27556 hypothetical 
protein FLJ22405 


AY007098 




NP_071930 


222148 s at 


0.001406 


hypothetical protein FLJ11040 


BF688108 


Hs.14202 


NP 060777 


222151_s_at 


0.039351 


Consensus includes 
gb:AK023738.1 /DEF=Homo 
sapiens cDNA FLJ 13676 fis. 
clone PLACE1011922, weakly 
similar to MYOSIN HEAVY 

OIIHIIG1I V\J IVI 1 v/vJI 1 ^1 1 1 V 1 

CHAIN, NONMUSCLE TYPE 
B. /FEA=mRNA 
/DB_XREF=gi: 10435760 
/UG=Hs.300876 hypothetical 
protein FLJ 13386 


AK023738 




NP_079456 


222156_x_at 


7.76E-04 


Consensus includes 
gb:AK022459.1 /DEF=Homo 
sapiens cDNA FLJ12397 fis, 
clone MAMMA1 002769, 
weakly similar to Homo 

^sniAnQ ppII pv/Hp nmnrpCQinn 

do|y'ICI IO OCII \*y\j\XZ pi VJM I CoolUII 

restoration 8 protein (CPR8) 
mRNA. /FEA=mRNA 
/DB_XREF=gi: 10433861 
/UG=Hs.82506 KIAA1254 
protein 


AK022459 




NP_004739 


222158_s_at 


0.01132 


Consensus includes 
gb:AF229834.1 /DEF=Homo 
sapiens apoptosis-related 
protein PNAS-4 (PNAS-4) 
mRNA, partial cds. 
/FEA=mRNA /GEN=PNAS-4 
/PROD=apoptosis-related 
protein PNAS-4 
/DB_XREF=gi:7229639 
/UG=Hs.42409 CGI-146 
protein 


AF229834 




NP_057160 
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222173_s_at 


0.005497 


Consensus includes 
abAK026105 1 /DEF=Homo 
sapiens cDNA: FLJ22452 fis, 
clone HRC09667. 
/FEA=mRNA 
/DB_XREF=gi: 10438847 
/UG=Hs.135917 hypothetical 
protein DKFZp761D1823 


AK026105 




NP_060891 


222187 x at 


0 026465 


Consensus inrludps 
gb:X78262.1 /DEF=H.sapiens 
mRNA for TRE5. /FEA=mRNA 
/DB_XREF=gi:587440 
/UG=Hs.302178 H.sapiens 
mRNA for TRE5 


X78262 






222207_x_at 


0.032771 


Consensus includes 
gb:AK024602.1 /DEF=Homo 
saDiens cDNA" FLJ20949 fis 
clone ADSE01902. 
/FEA=mRNA 
/DB_XREF=gi: 1043691 5 
/UG=Hs.220255 Homo 
sapiens cDNA: FLJ20949 fis, 
clone ADSE01902 


AK024602 






222230_s_at 


6.66E-04 


Consensus includes 
gb:AK022248.1 /DEF=Homo 
sapiens cDNA FLJ12186 fis, 
clone MAMMA1 000824, 
wpaklv similar to ACTIN 

VVCaiNiy Oil 1 It Id 1 Iv 1 IIN. 

/FEA=mRNA 
/DB_XREF=gi: 10433604 
/UG=Hs.274369 
uncharacterized hypothalamus 
protein HARP11 


AK022248 






222231_s_at 


7.25E-04 


Consensus includes 
gb:AK025328.1 /DEF=Homo 
sapiens cDNA: FLJ21675 fis, 
clone COL09090, highly 
similar to AF1 19857 Homo 
sapiens PR01855 mRNA. 
/FEA=mRNA 
/DB_XREF=gi: 10437822 
/UG=Hs.283558 hypothetical 
protein PR01855 


AK025328 




NP_060979 



Page 774 of 780 



TABLE 3K 



Genes Corresponding 1 


fo Differentially Expressed Genes in Figure 18 - BladderCancer 


Gene 
Identifier 


p-value 


Description 


Gene 

Accession 
No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


222233_s_at 


0.043867 


Consensus includes 

nb*AK022Q22 1 /DFF=Homo 
sapiens cDNA FLJ12860 fis, 
clone NT2RP2003559. 
/FEA=mRNA 
/DB_XREF=gi: 10434591 
/UG=Hs.28891 hypothetical 
protein FLJ 11360 


AK022922 




NP_071932 


222235_s_at 


0.001008 


match: proteins: Tr:O02330 

Tr OQY2 TrOQVUT- Human 

DNA sequence from clone RP1- 
19N1 on chromosome Xq21. 33- 
22.3 Contains a gene for a novel 
protein. Contains ESTs, STSs 
and GSSs, complete sequence. 


AL139812 






222244_s_at 


0.015807 


Consensus includes 

nhAK00074Q 1 /DFF=Homn 
sapiens cDNA FLJ20742 fis, 
clone HEP06891. /FEA=mRNA 
/DB_XREF=gi:7021031 
/UG=Hs.52184 hypothetical 
protein FLJ20618 


AK000749 




NP_060373 


222262_s_at 


0.015347 


Consensus includes 
gb:AL1 37750.1 /DEF=Homo 

CQnionc mpKIA 1 r*nKIA 
oaJJIcllb iilrMN/A, UUIN/A 

DKFZp434E1212 (from clone 

/PPA-mPMA 
/ 1 CM— 111 iaINM 

/nR YRFF-nififtnMftfi 
/UO-rlo. 1 4CU*rOi7 cU lal lUlal 1 III IC 

kinase 


AL1 37750 




NP_061108 




n finals 


Ul II Ul 1 lUoUlllC 1 57 UUcI 1 t cciuiiiy 

frame 2 


RF7QfiQdO 


no. / J7*+0 






7 fi^F-f!4 


CO 1 o 




no. lujOOf 




992326 at 


0 01fi045 

\J. \J 1 UUtJ 


lO 1 o 


AWQ7^ft14 


no. i u jooH 




222366_at 


0.001812 


ESTs 


W86781 


Hs.293736 




222368_at 


7.63E-04 


hypothetical protein from 
EUROIMAGE 1759349 


AW972351 


Hs. 107203 


NP_660274 


266 s at 


\J.\J\J i wo 


C'.VSOA antin^n ^cmall pqII limn 
ol-'^.'t aiiuyeii ^oiiiaii ut;ii iui ly 

carcinoma cluster 4 antigen) 




no. oo i uuo 


MP 0?7^R9 


31799 at 


0.02112 


EST 


AF070618 


Hs 14074 




31835_at 


0.025464 


histidine-rich glycoprotein 
precursor; Human histidine-rich 
glycoprotein mRNA, complete 
cds. 


M13149 






31845_at 


0.013527 


E74-like factor 4 (ets domain 
transcription factor) 


NM_001421 


Hs.151139 


NP_001412 
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Kin 


Protein 
Accession 

INO. 


32029 at 


0 043978 


3-nhnenhninr>eitiHp ripnpnripnt 

\J ui IVJOJJI lull lUOIUUC UC[JCI IUCI 11 

protein kinase-1 


NM 002613 

1 1 1 V 1 \J\J t—\J \ sj 


H«; 1 5472Q 


NIP 002R04 


32032_at 


0.003009 


EST, Weakly similar to T34549 
probable mucin protein 

DKF7n434R0R35 1 - human 

L/lNrLpHOHDUUOU. 1 liUIildll 

(fragment) [H. sapiens] 


NM_022719 


Hs.400995 


NP_073210 


390Q1 at 


R fifiF-f)4 


KIAA044R none nr/^Hii^t 


AR007Q15 


no. i jg^ou 




QOQQfi of 


0 00fi75fi 


i _ar'\/lril\/r > orol-.'^_nhocnhatp O- 
l -duyiylyuci Ul-O-pnUopildlc \J~ 

acyltransferase 1 

UyoUUMUopi IdllU IU dUlU 
dUylll dllolc?! doc, dlUlldJ 


UuO*f I f 


He 9dn^34 
no.^**uoo*t 


mp iiri^o 

INn I I O I OU 


34031_i_at 


0.014936 


cerebral cavernous 

iiidiiui iildliui lo l 


NM_004912 


Hs.93810 


NP_004903 


3490R at 


0 04Q173 


ppntaiirin Holts 9 
UCMldullM, UtJlLd Z 


ADU I OO/Lsj 


He 


MP ft^1Q90 
INr DO I C7ZU 


34210_at 


0.00109 


CDW52 antigen (CAM PATH- 1 
antigen) 


N90866 


Hs.276770 


NP_001794 


"M408 at 

U*t*TVfU C1L 


0 001 OQ 


rptif^t ilnn 9 

1 CUuU lul 1 z. 


INIVI UUUU I s3 


He ^R03 


mp nrmfiin 

INr UUJU 1 U 


35201 at 


0 021451 


hptpronpnpni le nuHpar 
rihnni iplpnnrntpin 1 


MM 001533 

INIVI UU I JOO 


He 9730 


NP 001594 

IN i UU 1 U^.*r 


35254 at 


0 003373 


PI M9Q n&n& nroHiir^t 
r l_IN^.u ycllc UfUUUUl 


MM 00R7n0 

IN IVI UUU / UU 


He 514ft 


MP nORRQI 

INr UUUUC7 1 


36004 at 


0 04Q223 


inhihitnr r>f kanna linht 
tiiiuuiiui ui r\d|j|jd iiyiiL 

polypeptide gene enhancer in B- 

fplle Ifinsco ncktmmck 
UCIIo, l\lildoc ydlllilld 


NM 003fi3Q 

INIVI UUOUO<7 


He 43505 


NIP 003630 

IN i __UUOUOU 


3601 9_at 


0.00109 


dom-3 homolog Z (C. elegans) 


L26260 


Hs.444 


NP 115830 


OO I ^.3 dl 


n ni4Q^R 

U.U IHcJOU 


rxinnuoy / yene pruuuui 


ARnn7R^7 


He 741fi 

ns. f *t io 






u.u iu/ i o 


r\.l/-\r\UO*tZ gene piOUUCi 


ARm 111/1 


He fi99HQ 

ns.ozzuy 




36564 at 


0.039351 


hypothetical protein FLJ90005 


W27419 


Hs.352358 




36907_at 


0.013803 


mevalonate kinase (mevalonic 

dUIUUl Id ) 


NM - 000431 


Hs. 130607 


NP_000422 


3701 2_at 


0.013803 


capping protein (actin filament) 
muscle Z-line, beta 


NM_004930 


Hs.333417 


NP_004921 


37170 at 


0.015605 


BMP-2 inducible kinase 


NM 017593 


Hs. 198642 


NP 060063 


37232 at 


0 01 31QQ 


udilolUUdoc Ul lililt?i 

1 1 iiluui luiiui idi 1 1 ici nui di it; y 

iiuiiiuiuy t^ycdoi^ 


MM H1il74Q 
IN IVI U \ Hl H*3 


He 77794 


MP n^^^R4 
IN " UO00O*t 


37278 at 


0 095231 


ldld^x.111 ^Udl UlUi 1 lyUUcJU iy ( 
HilatpH 3A (X-linkpHV 

endocardial fibroelastosis 2; 

Rarth evnHmmp^ 
uai 11 1 oyiiuiuincy 


mm nnmiR 

IN IVI UUU I I D 


He 7Q091 
no. f yuz I 


IN" OO I OO I 


37Q43 at 

vJ f WO dL 


0 0075Q1 


KIAA0391 nrntpin 

r\l AA/AUOZ. I UfUldfl 


AR00931Q 


He ftRR3 
no.oouo 




37Q55 at 


0 027176 


pdlvlll, Utria 


AA1ft10R3 
r\n I O 1 UUO 


He ftft3R 
no.oooo 


MP 03745Q 

INr UO f *tU£7 


37966 at 


0.022603 


pan/in, beta 


AA1 87563 


Hs.8836 


NP 037459 


37986 at 


0 025823 


ervthroDoietin rece otor 


NM 000121 

IHIVI WWV 1 £m 1 


Hs 127826 


mp 000112 

iir wuu i i £— 


3824 1_at 


0.02937 


butyrophilin, subfamily 3, 
member A2 


NM_006994 


Hs. 167741 


NP_008925 


38671 at 


0.016179 


KIAA0620 protein 


AB014520 


Hs.301685 


NP 055918 


38892 at 


0.03797 


KIAA0240 protein 


D87077 


Hs. 196275 




38964_r_at 


0.010197 


Wiskott-Aldrich syndrome 
(eczema-thrombocytopenia) 


NM_000377 


Hs.2157 


NP_000368 
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vjene 
laeniiiier 


W\ _\M all in 

p-ValUC 


uescnpxion 


Gene 

Accession 

No. 


1 ItlSflANA 

unigene 

Accession 

No. 


f~J m0^t0\. ■ 

rroiem 

Accession 

No. 


3931 3_at 


0.039351 


protein kinase, lysine deficient 1 


NM_018979 


Hs. 184592 


NP_061852 


oy4uz dl 


U.UZOOZO 


j ntorto i iHn "1 Hota 
llUci IcUrxin i, UclcJ 


mm nnn^7£ 

INIVI UUUO/O 


He 

US. IZDZOD 


KID ftftnKC7 

INr UUUOD/ 


396 f at 


0.037569 


erythropoietin receptor 


NM 000121 


Hs. 127826 


NP 000112 


39650 s at 


0.003875 


KIAA0435 geneproduct 


NM_014801 


Hs.31438 


NP 055616 


39729_at 


0.002559 


Human natural killer cell 
enhancing factor (NKEFB) 
mrxiNA, compieie cos. 


NM_005809 




NP_005800 


OQQ17 c a* 

oyo i / s at 


U.U IZDOO 


putative c-Myc-r esponsive 


KIM nnftilyl'i 
INM UUo44o 


MS.lUy oz 


kid nnc/iQ>i 
Nr UUb4o4 


oyoy i_ai 


u.uu i / iy 


nomo sapiens cuina rLJo/oyo 
fis, clone BRAMY2027073, 
moderately similar to Fugu 
rubripes zinc finger protein 


AIZ40/ oU 


MS. iZbyUI 




40016^g_at 


0.021876 


KIAA0303 protein 


AB002301 


Hs.54985 




*tu i**y ai 


U.UUOO IO 


QM9 R hrtmrtlnn 


mm ni^^n*i 

INIVI U I OOUo 


US. 1 D/44 


INK UODOiO 


40255_at 


0.030968 


Cluster Incl. AC004531:Homo 
bdpicns onrorriosorne id dmu 
clone CIT987SK-A-67A1 
/cds=(0.1622) /gb=AC004531 
/gi=3337392 /ug=Hs. 155049 
/len=1623 


AC004531 






41047_at 


0.034854 


chromosome 9 open reading 
frame 16 


AI885170 


Hs.95867 


NP_077017 


*f i4oy_ai 


u.uuyo^y 


eiarm nas ueen sequenced at 
the protein level; pre-elafin has 
not; its existence is assumed 
from its molecular weight 
(PAGE analysis); putative; 
Homo sapiens elafin precursor, 
gene, complete cds. 


NM_UUzOoo 




md nnocoo 
Nr_UUzbzy 


at 


U.U404 \z. 


COT 

to 1 




HS.IOOOU 




4 i ooo_ai 


u.U4U^o 


toi, nigniy similar to nzout> 
hypothetical protein 
uf\r z.p4o4L» iyz. i - numan 
uragment) Ln.sapiensj 


KIR /I f\4AAQCl 

NM_U144oy 


nS.oyo/ oo 


kid nccon>i 
Nr_UoooU4 


441 1 1_at 


0.007591 


vacuolar protein sorting 33B 
(yeast) 


AI672363 


Hs.26510 


NP_061138 


at 

44oyo di 


n nn9iriQ 
u.uuz i uy 


nypoineucai protein ri_j iu/4o 


A AQi CQQQ 

AAy loyoy 


MS.OO/D 


kid ncnc7i 
INr UoUO/1 


45526 g at 


0.001812 


hypothetical protein FLJ14154 


AI246641 


Hs. 184870 


NP 079121 


4^89ft at 
4QOZO dl 


U.UUZOZ I 


nypuin&ticai proiein tlj iuz4 i 


AI ( Do IUU 


OQQQC7 

ns.zyyoOf 


INK UoUDUO 


at 

40Z/U ai 


n nnmo 
u.uu iuy 


UDiquiiin associatea protein i 


ALUoy44 ( 


HS. /o4zo 


kid nc7cnn 

nk uo/ouy 


46323 at 


0 003373 


r^a9+-Hpnpndpnt pnririnlpQmir* 

reticulum nucleoside 
diphosphatase 


AI 190741 


no.ooojo f 




47069_at 


0.009678 


Rho GTPase activating protein 
8 


AA533284 


Hs. 102336 


NP_851852 


47083 at 


0.037453 


hypothetical protein MGC2718 


AI280108 


Hs.81057 


NP 076972 


47530 at 


0.044966 


hypothetical protein HSPC219 


AA748492 


Hs.9196 


NP 057565 
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48106 at 


0 014602 


hvDOthetical Drotein FLJ20489 


H14241 


Hs 306989 


NP 060312 


48531 at 

\J 1 GIL 


0 049282 


TNFAIP3 interactina orotein 2 

1 I'll / \f 1 w II llwl WWUI IVI wl Ulvlll £— 


AA522816 


Hs 288991 


NP 077285 

iir vi i l.uv 


48612 at 


0.004311 


hypothetical protein FLJ31821 


AA225490 


Hs.351575 


NP 694574 


48825_at 


0.031409 


candidate tumor suppressor p33 
IN(^1 hnmoloa 


AA887083 


Hs. 1081 83 


NP_057246 


49077_at 


0.007916 


protein phosphatase 

mpth\/lpstpr?*sp-1 


AL040538 


Hs.63304 


NP_057231 


49306 at 


0.015605 


AD037 protein 


AI890191 


Hs.296162 


NP 835281 


49327 at 


0 035583 


sirtniri silpnt matinn h/np 
on iuii i olio ii 1 1 iciiii ly ly uc 

infr»rmation rpmilatinn 9 

II II Ul 1 1 IQUUI 1 ICyUldLlwll £- 

homolog 3 (S. cerevisiae) 


AI4Q28R8 


i-k iQ^nfi 

1 IO. 1 vOUU 


np mfi^7i 


49679_s_at 


0.031353 


matrix metalloproteinase 24 

( mpmhranp-in^prtpH^ 

y\ \ ici i iui ai ic ii loci <J J 


AA243774 


Hs.355907 


NP_006681 


50314 i at 


0 02168 


rhromosomp 20 nnpn rpadinn 

vl II \J\ 1 IUOUI 1 IC £-\J UUCI 1 1 cguii iy 

framp 27 

Hall IC r 


Al 76 1506 

/aI / V 1 wUU 


Hs 274422 

1 1 0 . ^_ 1 TTLL 


NP n60'?44 


51146 at 

\J 1 1 tu CI I. 


0 001022 


hvnothpfiral nrotpin Fl 120477 








51176 at 


0 009486 


cof actor reauired for So 1 
transcriotional activation 

11 CI 1 IOVy»l l|^LIWI IGll Clwll V CI Uwl 1, 

subunit 8, 34kDa 


AA131335 


Hs 28166 


NP 004260 

111 W w 


51200 at 

1 CI l 


0 044764 


hvnnthptiral nrntpin Fl 120850 


AI744084 


H<; ^078^ 

1 19. Jv / t/v/ 


NP 0604 T7 


52159 at 


0.036449 


HEMK homolog 7kb 


W93807 


Hs.46907 


NP 057257 


52169 at 

\J £— 1 \J «-/ GIL 


0 007591 


hvDothetiral nrntpin Fl .I905?4 


AI302185 


Hs 388506 


NP 699166 


53202 at 


0 048144 


hvnnthptiral nrntpin MfnH2821 


AA4024^*S 




NP 076Q*SQ 


53912 at 




snrtinn npyin 1 1 

OUI Lilly IIC7AIM I I 


AlfifiRR4^ 


Hs 1^897 
no. i joc / 


NIP fiftQ4^n 


55081 at 


0 044^Q7 


phrnmricnmp 99 nnpn r&^c\'\nr\ 
\*\ II Ul I IUoUI I IC <J|JCI l IcaUMiy 

framp 9^ 


VVHOHUO 


Hs ft^^ 




55692_at 


0.00109 


engulfment and cell motility 2 

i'r*pri-19 hnmolnn C* plpnanc^ 


W22924 


Hs. 96560 


NP_573403 


55872 at 


0.028893 


KIAA1196 protein 


AI493119 


Hs. 158654 




58^67 s at 

JU JU / O Civ 


0 00*5^47 


h\/nnthptir*al nrntpin Fl 19^9^^ 




Hs QftStn 


MP 07ftQR7 


58780 s at 


0.007591 


hypothetical protein FLJ 10357 


R42449 


Hs.22451 


NP 060541 


59644 at 




RMP-9 inHi ifihlp kina^p 

Dlvlr £. II IUUOIUIC rMlidoC 


/Al / 1 


Hs 1Q8fl4? 
no. i <jo\JH£. 




59999_at 


0.03359 


hypoxia-inducible factor 1, alpha 

suhunit inhihitnr 

OUUUI III IIIIIIUIIUI 


W37897 


Hs. 14595 


NP_060372 


60794_f_at 


0.001852 


Human zinc finger protein zfp6 

(7Ffi\ mRNA nartial rHs 

\£—> u/ 1 1 1 1 \i N/^, yjo\ Liai L/UO 


AI400621 


Hs.334690 




632 at 


0 021869 


nlx/pnnpn svnthpsp kinacp ^ 

alpha 


mm D1Q8R4 


Hs 1 18RQ0 

1 IO. 1 1 UU9v 


NP 06^9^7 

INr UUJCJ / 


64064_at 


0.031551 


immune associated nucleotide 4 
likp 1 fmousp^ 


AI435089 


Hs.26194 


NP_060854 


64408_s_at 


0.001767 


serologically defined breast 
cancpr antinpn NY-RR-20 

uai ioci aiiuydi iy i ui\ £-\j 


AW025529 


Hs.239812 




64438 at 


0.008506 


hvDOthetical orotein FLJ22222 


W19668 


Hs 54558 


NP 787098 


64440 at 


0.021679 


interleukin 17 receptor C 


Al 5602 17 


Hs. 129959 


NP 703193 


64486_at 


0.002603 


coronin, actin-binding protein, 
1B 


AI341234 


Hs.408995 


NP_065174 


64883_at 


7.63E-04 


hypothetical protein MGC26706 


AI744083 


Hs.65406 


NP_689794 


74694 s at 


0.02217 


hypothetical protein FLJ23282 


AA907940 


Hs. 170253 


NP 079092 
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IHpntifipr 


p-vaiuc 


OoQf*ri ration 


Gpnp 
Arroccinn 

No. 


Arroccinn 

No. 


Arroccinn 

No. 


78047 s at 


0 036689 


matriy mpta II nnrotpinasp. 24 

IIIGUIA 1 I iciciiiupi UlCII ia«7C £.~T 

i id I lui di loci lcu^ 


AW001777 

r\y»uu iff/ 


Hs 355907 


NP 00R681 

111 \J\JVJ\J\J 1 


78383_at 


0.002692 


tumor protein p53-binding 


AI150117 


Hs. 179982 


NP_005793 


89476 r at 


0.015244 


aminopeptidase-like 1 


AA398062 


Hs.71746 


NP 078939 


89948_at 


0.034296 


chromosome 20 open reading 
frame 67 


AI743331 


Hs.272814 


NP_071387 


91684 g at 


0.027029 


exosome component Rrp41 


AI571298 


Hs. 343589 


NP 061910 


q-tyn^ at 


0 f)f)4R14 


hwnrtthotirsil r\rY^toin 
1 lyjJUU ItJUUcJI piULclM 

DKFZp762C186 


AA14Q<i4R 


He ^<^RRR4 




AFFX-BioB-3. 


0.006722 


J04423 E coli bioB gene 
biotin synthetase (-5, -M, -3 

rpnrpepnt tranQprint rpninno. ^ 
icpiCdCiu Li di looi ifJi icyiuiio %j 

prime, Middle, and 3 prime 
respectively) 


J04423 






AFFX-BioC-3. 


0.044764 


J04423 E coli bioC protein (- 
5 and -3 represent transcript 

rpninnQ ^ nrimp anH ^ nrimp 

ICylvJIlO yJ pi H IIC dl IVJ O fJIIIIIC 

respectively) 


J04423 






AFFX-BioDn-i 


0.012835 


J04423 E coli bioD gene 

Hpfhinhintin cv/nthptacp (-^ 

UCll JIUUILHII 1 oy 1 1 li i~LdoC. \ «J 

and -3 represent transcript 

roninnc ^ nrinriQ anH *\ r»rimo 
icyiUMo \j (jiiiiit; diiu o (Jiiiiic 

respectively) 


J04423 






AFFX-hnm al 


f) 01 1487 


***AI (1 WARIMIKIfV Human Ah i- 
r\L.vJ WrMxINIINO. nuiMdil r\IU** 

Sq subfamily consensus 


1 I14<\77 
U I HO 1 O 






affx-humg; 


0.005574 


glyceraldehyde-3-phosphate 

Hoh\/H rnnonaco 
uci lyui uy ci idoc 


NM_002046 


Hs. 169476 


NP_002037 


AFFX-HUMR( 


0.015605 


Human 18S rRNA gene, 
complete. 


M 10098 






AFFX-HUMR( 


0.003584 


Human 18S rRNA gene, 
complete. 


M 10098 






AFFX-M2783C 


7.63E-04 


Human 28S ribosomal RNA 
gene, complete cds. 


M27830 






AFFX-r2-Ec-b 


0.01412 


Escherichia coli /REF=J04423 
/DEF=E coli bioB gene biotin 
svnthetase corresoondina to 
nucleotides 2772-3004 of 
J04423 /LEN=1114 (-5, -M, -3 
represent transcript regions 5 
prime, Middle, and 3 prime 
respectively) 


J04423 
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AFFX-r2-Ec-b 


0.048089 


Escherichia coli /REF=J04423 
/DEF=E coli bioC Drotein 
corresponding to nucleotides 
4609-4883 of J04423 
/LEN=777 (-5 and -3 
represent transcript regions 5 
prime and 3 prime 
respectively) 


J04423 






AFFX-r2-Ec-b 


0.011487 


Escherichia coli /REF=J04423 
/DEF=E coli bioD gene 
dethiobiotin synthetase 
corresponding to nucleotides 

5024-5244 of J04423 
/LEN=676 (-5 and -3 

rpnrpcpnt transrrint reninns 5 

prime and 3 prime 
respectively) 


J04423 






AFFX-r2-Hs1{ 


0.015605 


Human 18S rRNA gene, 
complete. 


M 10098 






AFFX-r2-Hs2{ 


7.25E-04 


Human 28S ribosomal RNA 
gene. 


M11167 






AFFX-r2-P1-c 


0.044397 


Bacteriophage /REF=X03453 
/DEF=Bacteriophage PI ere 
recombinase Drotein 

1 VVVI 1 11/11 fUWW KJ 1 X-/ W W 1 1 1 

corresponding to nucleotides 
1032-1270 of X03453 
/LEN=1058 (-5 and -3 
represent transcript regions 5 
prime and 3 prime 
respectively) 


X03453 
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